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Family Pumilibacteraceae

Etymology
[Pu.mi.li.bac.te.ra.ce.ae] N.L. fem. pl. n. Pumilibacteraceae, the family of the genus Pumilibacter

Nomenclatural type
Genus Pumilibacter

Description
The closest phylogenetic relatives based on 16S rRNA gene similarities are Christensenella, Caldicoprobacter,
and Saccharofermentans spp. (<85.5%) within the order Eubacteriales. Phylogenomic analysis confirmed that the
isolates form a monophyletic group distinct from all close relatives. The creation of a novel family was further
supported by GTDB-Tk placement as f CAG-552’ within the order ‘Christensenellales’ (not valid). Taxonomic
classification of these bacteria at the order level, and the corresponding nomenclature, will require amendments
in the future. Members of this new family were identified to be prevalent within the gastrointestinal tract of

mice, although at sub-dominant levels (mean relative abundance <0.5%). The type genus of this family is
Pumilibacter.

Classification

Bacteria » Bacillota » Clostridia » Eubacteriales » Pumilibacteraceae
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