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Family Fredricksoniimonadaceae

Etymology
[Fred.rick.so.ni.i.mo.na.da'ce.ae] N.L. fem. n. Fredricksoniimonas, referring to the type genus
Fredricksoniimonas; -aceae, ending to denote a family; N.L. fem. pl. n.
Fredricksoniimonadaceae, the Fredricksoniimonas family

Nomenclatural type
Genus Fredricksoniimonas

Description
This family belongs to the order Zapsychrales, class Velamenicoccia, phylum Omnitrophota.
Very large ORFs are pervasive within the family. Tight-adherence complexes are encoded by
members of the order. Data regarding energy metabolism is uncertain. Assemblies assigned to
the family have been derived from metagenomes from ground-, waste- and other freshwater,
sediment, and soil. The nomenclatural type for the family is the genus Fredricksoniimonas.

Classification

Bacteria » Omnitrophota » Velaminicoccia » Zapsychrales » Fredricksoniimonadaceae
References
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Registry URL
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