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Species Pantoea alvi

Etymology
[al'vi] L. gen. n. alvi, of the bowels, referring to the putative association of this species with the gastrointestinal
tract of humans

Nomenclatural type
NCBI Assembly: GCF_002920175.1™

Description
This species comprises two genomes, PSNIH6 and UMGS54. The corresponding clade is a sister-clade of P.
septica. PSNIH6, the strain whose genome serves as nomenclatural type, was isolated from hospital plumbing in
the USA, while MAG UMGS54 was assembled from the metagenome of a human gut sample. The two genomes
have a pairwise ANI of over 99.75%. Therefore, P. alvi sp. nov. may occupy a similar ecological niche to its sister
species P. septica. The genome of PSNIH6E™ is the nomenclatural type for the species.

Classification
Bacteria » Pseudomonadota » Gammaproteobacteria» Enterobacterales » Erwiniaceae » Pantoea » Pantoea alvi
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