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Species Methanorbis furvi's

Etymology
[fur'vi] L. gen. masc. n. furvi, of the black one, referring to the color of the host.

Nomenclatural type
NCBI Assembly: GCA 032714615.1 ™

Reference Strain
Strain sc|0038661: Agl =DSM 115764

Description
Ovoid cocci cells 1-3 pm. Non-motile. H2 and CO2 are the substrates for methanogenesis;
formate can substitute H2. Acetate and formate are required for growth. The optimum
temperature is 33 °C. The G+C content of the type genome is 50.1 mol%, and the genome size
is 1.84 Mbp.

Classification
Archaea » Methanobacteriota » “Methanomicrobia” » Methanomicrobiales »
Methanocorpusculaceae » Methanorbis » Methanorbis furvi
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