
Genus Desulfamplus
Etymology

[De.sul.fam'plus] N.L. pref. desulf-, desulfuricating; L. masc. adj. amplus, large; N.L. masc.
n. Desulfamplus, a large sulfate-reducer

Nomenclatural type
Species Desulfamplus magnetovallimortisTs

Description
Cells are Gram-negative, relatively large rods and motile by mean of a single polar flagellum.
They are strict anaerobes, using sulfate as terminal electron acceptor that is reduced to sulfide.
The two main cellular fatty acids are C16:1 7c and C16:0 while the major respiratory quinone is
the menaquinone MK-7. The genus Desulfamplus belongs to the Desulfobacterota  phylum with
its closest relative species belonging to genus Desulfobacterium. The type species is D.
magnetovallimortis BW-1T. The taxonumber is GA00026.

Classification
Bacteria » Desulfobacterota » Desulfobacteria » Desulfobacterales » Desulfobacteraceae »
Desulfamplus
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