
Family Zapsychraceae
Etymology

[Zap.sych.ra'ce.ae] N.L. masc. n. Zapsychrus, referring to the type genus Zapsychrus; -aceae,
ending to denote a family; N.L. fem. pl. n.  Zapsychraceae, the Zapsychrus family

Nomenclatural type
Genus Zapsychrus

Description
This family belongs to the order Zapsychrales, in the class Velaminicoccia, phylum
Omnitrophota. Most assemblies within this family encode very large ORFs. Genomes in this
family are derived from samples of soil, ground- and wastewater, geothermal springs and
engineered environments. When reported samples were typically taken at circumneutral pH,
microaerobic conditions and temperatures between 10 °C and 30 °C. The nomenclatural type
for the family is the genus Zapsychrus.

Classification
Bacteria » Omnitrophota » Velaminicoccia » Zapsychrales » Zapsychraceae
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Registry URL
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