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Species Caldisaccharidevorator malaysiensis

Etymology
[ma.lay.si.en'sis] N.L. masc. adj. malaysiensis, of Malaysia, the country where this organism is from

Nomenclatural type
NCBI Assembly: GCA_025057575.1™

Description
The sole genome representative of this species was recovered from metagenomes of microbial mats in SKY hot
spring, Malaysia. The GC content is 55%. Subunits of both the high- and low-affinity terminal oxidase are
encoded by the genome.

Classification
Bacteria » Armatimonadota » Fervidibacteria » Fervidibacterales » Fervidibacteraceae » Caldisaccharidevorator »
Caldisaccharidevorator malaysiensis
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