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Species Thermosaccharophagus gerlachensis™

Etymology

[ger.lach.en'sis] N.L. masc. adj. gerlachensis, of Gerlach, the region where Great Boiling Spring is located in
Nevada, where this organism is from

Nomenclatural type
NCBI Assembly: GCA_041538025.1™

Description
The sole genome representative for the species was recovered from a metagenome from Great Boiling Spring,
Gerlach, Nevada, USA. GC content is 47%. No terminal oxidases are encoded by this genome, and the presence of
the Wood-Ljungdahl pathway likely indicates this species is a strict anaerobe. Genes encoding a group 4d
hydrogenase is present in multiple copies.

Classification
Bacteria » Armatimonadota » Fervidibacteria » Fervidibacterales » Thermosaccharophagaceae »
Thermosaccharophagus » Thermosaccharophagus gerlachensis'
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