
Family Family FervidibacteraceaeFervidibacteraceae

EtymologyEtymology
[Fer.vi.di.bac.ter.a'ce.ae] N.L. masc. n.N.L. masc. n. Fervidibacter, referring to the type genus Fervidibacter; -aceae, ending to
denote a family; N.L. fem. pl. n.N.L. fem. pl. n. Fervidibacteraceae, the Fervidibacter family

Nomenclatural typeNomenclatural type
Genus Fervidibacter

DescriptionDescription
Most members of the family are aerobic, with both the high-affinity and low-affinity terminal oxidases present in
the genomes. All members are likely polysaccharide-degrading with numerous carbohydrate-active enzymes
encoded by genomes of the family. GC content in the family range between 49% and 59%. The oxidative pentose
phosphate pathway and the tricarboxylic acid cycle are complete for the family.

ClassificationClassification
Bacteria » Armatimonadota » Fervidibacteria » Fervidibacterales » Fervidibacteraceae
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