
Genus Allotabrizicola
Etymology

[A.llo.ta.bri.zi'co.la] Gr. masc. pron. allos, another, other, different; N.L. fem. n. Tabrizicola, a
bacterial genus; N.L. fem. n. Allotabrizicola, another Tabrizicola genus

Nomenclatural type
Species Allotabrizicola aquaticaTs

Description
Type species is Allotabrizicola aquatica RE-M30 (GCA_965194375.1). The closest cultivated
relative is Tabrizicola oligotrophica KMS-5 (GCF_011008935.1) with an average amino acid
identity of 79.2% and average nucleotide identity of 79.5%. As the closest relative is classified
as Tabrizicola_A in GTDB, we propose a new genus that encompasses both species. The type
species of the genus Tabrizicola (Tabrizicola aquatica, GCF_002900975.1), has average amino
acid identities of 68.4-69.2% and average nucleotide identities of 73.7-74.8% to Tabrizicola
oligotrophica KMS-5 (GCF_011008935.1) and Allotabrizicola aquatica RE-M30. Current GTDB
classification (R220): d__Bacteria; p__Pseudomonadota; c__Alphaproteobacteria;
o__Rhodobacterales; f__Rhodobacteraceae; g__Tabrizicola_A.

Classification
Bacteria » Pseudomonadota » Alphaproteobacteria » Rhodobacterales » Paracoccaceae »
Allotabrizicola
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