
Species Fimbriicoccus planktonicusTs

Etymology
[plan.kto'ni.cus] N.L. masc. adj.  planktonicus, living in the plankton, planktonic; from Gr.
masc. adj. planktos, wandering

Nomenclatural type
NCBI Assembly: GCA_965234685.1 Ts

Reference Strain
Strain sc|0038787: MsE-15

Description
Type species is Fimbriicoccus planktonicus MsE-15 (GCA_965234685.1), isolated from 5 m
depth from Lake Most, Czechia (date: 2019-07-30), via high-throughput dilution to extinction
cultivation. MsE-15 has a genome size of 3.29 Mbp with a genomic GC content of 56.5 %,
contains 3 rRNA genes and 48 tRNAs. The genome is complete, consisting of a circular
chromosome. No genes for flagella assembly and chemotaxis were annotated. Pathways for the
biosynthesis of all amino acids except for alanine, proline, and histidine were predicted. Further,
pathways for riboflavin, pyridoxal, NAD, coenzyme A, THF, and menaquinone biosynthesis were
identified. The closest cultivated relative is Fimbriimonas ginsengisoli Gsoil 348
(GCF_000724625.1) with an average amino acid identity of 55.26% and an average nucleotide
identity of 66.05%. Current GTDB classification (R220): d__Bacteria; p__Armatimonadota;
c__Fimbriimonadia; o__Fimbriimonadales; f__Fimbriimonadaceae; g__Fimbriimonas;
s__Fimbriimonas sp945882415.

Classification
Bacteria » Armatimonadota » Fimbriimonadia » Fimbriimonadales » Fimbriimonadaceae »
Fimbriicoccus » Fimbriicoccus planktonicusTs
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