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Species Avelusimicrobium pullorum

Etymology
[pul.lor'um] L. gen. pl. n. pu/lorum, of or belonging to young chickens, referring to the isolation
source

Nomenclatural type
NCBI Assembly: GCA 944323745.1 ™

Description
The species comprises only metagenome-assembled genomes. The species includes all bacteria
with more than 95% average nucleotide identity (ANI) to the type genome. The GC content of
the type genome is 50% and the estimated genome size is 1.7 Mbp.

Classification
Bacteria » Elusimicrobiota » Elusimicrobia » Elusimicrobiales » Elusimicrobiaceae »
Avelusimicrobium » Avelusimicrobium pullorum
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