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Family Methylaequoraceae

Etymology
[Me.thy.lae.quo.ra'ce.ae] N.L. neut. n. Methylaequor, the type genus of the family; -aceae,
ending to denote a family; N.L. fem. pl. n. Methylaequoraceae, the Methylaequor family

Nomenclatural type
Genus Methylaequor

Description
Uncultivated bacteria in the order Methylaequorales (previously GTDB o_ TMED127) and family
Methylaequoraceae (previously GTDB f__ TMED127) have small, streamlined genomes (~1.5 Mb)
and appear to be obligate lanthanide-dependent methylotrophs that use the serine cycle for
carbon assimilation.

Classification
Bacteria » Pseudomonadota » Alphaproteobacteria » Methylaequorales » Methylaequoraceae
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