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Family Glyngoereaceae

Etymology
[glyn.goe.re.a'ce.ae] N.L neut. G/yngoereum, the type genus of the family; L. fem. pl. suff. -
aceae, ending to denote a family; N.L. fem. pl. n. G/yngoereaceae, the Glyngoereum family

Nomenclatural type
Genus Glyngoereum

Description
Family established on the basis of phylogenomic comparisons to GTDB R226. Formerly known
as family ZC4RG35 in GTDB R226. The description of the family is the same as for its type
genus Glyngoereum.

Classification
Bacteria » Actinomycetota » Acidimicrobiia » Spongiisociales » Glyngoereaceae
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