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Desulfitobacterium nosdiversum sp. nov.

Submitted by He, Guang

Species Desulfitobacterium nosdiversum

Etymology
[nos.di.ver'sum] N.L. pref. nos-, arbitrary prefix referring to nosZ genes; L. neut. part. adj.
diversum, diverse or distinct; N.L. neut. part. adj. nosdiversum, referring to diverse or distinct
nosZ genes

Nomenclatural type
NCBI Assembly: GCA 049860565.1 ™

Description
This is a complete genome of a taxon that carry a novel type of protein catalyzing N20
reduction

Classification
Bacteria » Bacillota » Clostridia » Eubacteriales » Peptococcaceae » Desulfitobacterium »
Desulfitobacterium nosdiversum
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