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Table 1: Complete list of names proposed in the current register list.

Proposed Taxon Etymology Description

Class Ajstrupimorphia

[aj.stru.pi.mor'phi.a] N.L fem.
Ajstrupimorpha, the type genus
of the class; L. neut. pl. suff. -
ia, ending to denote a class;
N.L. neut. pl. suff.
Ajstrupimorphia, the
Ajstrupimorpha class

Class established on the basis of phylogenomic comparisons to GTDB R226. Formerly known as class JACQYL01 in GTDB R226. The description of the class is the same as for the order Ajstrupimorphales

Class Bonnerupiia

[bon.ne.ru.pi'i.a] N.L neut.
Bonnerupium, the type genus of
the class; L. neut. pl. suff. -ia,
ending to denote a class; N.L.
neut. pl. suff. Bonnerupiia, the
Bonnerupium class

Class established on the basis of phylogenomic comparisons to GTDB R226. Formerly known as class CADDZG01 in GTDB R226. The description of the class is the same as for the order Bonnerupiales

Class Borkimonadia

[bor.ki.mo.na'di.a] N.L fem.
Borkimonas, the type genus of
the class; L. neut. pl. suff. -ia,
ending to denote a class; N.L.
neut. pl. suff. Borkimonadia,
the Borkimonas class

Class established on the basis of phylogenomic comparisons to GTDB R226. Formerly known as class PGYV01 in GTDB R226. The description of the class is the same as for the order Borkimonadales

Class Brobyania

[bro.by.a'ni.a] N.L fem.
Brobyana, the type genus of the
class; L. neut. pl. suff. -ia,
ending to denote a class; N.L.
neut. pl. suff. Brobyania, the
Brobyana class

Class established on the basis of phylogenomic comparisons to GTDB R226. Formerly known as class UBA9217 in GTDB R226. The description of the class is the same as for the order Brobyanales

Class Hadbjergicolia

[had.bjer.gi.co'li.a] N.L masc.
Hadbjergicola, the type genus of
the class; L. neut. pl. suff. -ia,
ending to denote a class; N.L.
neut. pl. suff. Hadbjergicolia,
the Hadbjergicola class

Class established on the basis of phylogenomic comparisons to GTDB R226. Formerly known as class UBA4802 in GTDB R226. The description of the class is the same as for the order Hadbjergicolales

Class Hornumiania

[hor.nu.mi.a'ni.a] N.L fem.
Hornumiana, the type genus of
the class; L. neut. pl. suff. -ia,
ending to denote a class; N.L.
neut. pl. suff. Hornumiania,
the Hornumiana class

Class established on the basis of phylogenomic comparisons to GTDB R226. Formerly known as class JABMPQ01 in GTDB R226. The description of the class is the same as for the order Hornumianales

Class Kvaersiplasmatia

[kvaer.si.plas.ma'ti.a] N.L neut.
Kvaersiplasma, the type genus
of the class; L. neut. pl. suff. -
ia, ending to denote a class;
N.L. neut. pl. suff.
Kvaersiplasmatia, the
Kvaersiplasma class

Class established on the basis of phylogenomic comparisons to GTDB R226. Formerly known as class Bog-38 in GTDB R226. The description of the class is the same as for the order Kvaersiplasmatales

Class Loegumiabia

[loe.gu.mi.a'bi.a] N.L fem.
Loegumiaba, the type genus of
the class; L. neut. pl. suff. -ia,
ending to denote a class; N.L.
neut. pl. suff. Loegumiabia,
the Loegumiaba class

Class established on the basis of phylogenomic comparisons to GTDB R226. The description of the class is the same as for the order Loegumiabales. The type genus is Loegumiaba.

Class Loejtimicrobiia

[loej.ti.mi.cro.bi'i.a] N.L neut.
Loejtimicrobium, the type genus
of the class; L. neut. pl. suff. -
ia, ending to denote a class;
N.L. neut. pl. suff.
Loejtimicrobiia, the
Loejtimicrobium class

Class established on the basis of phylogenomic comparisons to GTDB R226. Formerly known as class MSB-5A5 in GTDB R226. The description of the class is the same as for the order Loejtimicrobiales
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Class Moltrupihabitantia

[mol.tru.pi.ha.bi.tan'ti.a] N.L
masc. Moltrupihabitans, the
type genus of the class; L.
neut. pl. suff. -ia, ending to
denote a class; N.L. neut. pl.
suff. Moltrupihabitantia, the
Moltrupihabitans class

Class established on the basis of phylogenomic comparisons to GTDB R226. Formerly known as class UBA12157 in GTDB R226. The description of the class is the same as for the order Moltrupihabitantales

Class Oedstedimicrobiia

[oed.ste.di.mi.cro.bi'i.a] N.L
neut. Oedstedimicrobium, the
type genus of the class; L.
neut. pl. suff. -ia, ending to
denote a class; N.L. neut. pl.
suff. Oedstedimicrobiia, the
Oedstedimicrobium class

Class established on the basis of phylogenomic comparisons to GTDB R226. Formerly known as class JACRHJ01 in GTDB R226. The description of the class is the same as for the order Oedstedimicrobiales

Class Oestermarieania

[oes.ter.ma.rie.a'ni.a] N.L fem.
Oestermarieana, the type genus
of the class; L. neut. pl. suff. -
ia, ending to denote a class;
N.L. neut. pl. suff.
Oestermarieania, the
Oestermarieana class

Class established on the basis of phylogenomic comparisons to GTDB R226. Formerly known as class UBA5177 in GTDB R226. The description of the class is the same as for the order Oestermarieanales

Class Pederskeriellia

[pe.der.ske.ri.el'li.a] N.L fem.
Pederskeriella, the type genus
of the class; L. neut. pl. suff. -
ia, ending to denote a class;
N.L. neut. pl. suff.
Pederskeriellia, the
Pederskeriella class

Class established on the basis of phylogenomic comparisons to GTDB R226. Formerly known as class UBA1018 in GTDB R226. The description of the class is the same as for the order Pederskeriellales

Class Pederskerisomatia

[pe.der.ske.ri.so.ma'ti.a] N.L
neut. Pederskerisoma, the type
genus of the class; L. neut. pl.
suff. -ia, ending to denote a
class; N.L. neut. pl. suff.
Pederskerisomatia, the
Pederskerisoma class

Class established on the basis of phylogenomic comparisons to GTDB R226. Formerly known as class UBA2466 in GTDB R226. The description of the class is the same as for the order Pederskerisomatales

Class Ravnsnaesimenia

[ravn.snae.si.me'ni.a] N.L neut.
Ravnsnaesimen, the type genus
of the class; L. neut. pl. suff. -
ia, ending to denote a class;
N.L. neut. pl. suff.
Ravnsnaesimenia, the
Ravnsnaesimen class

Class established on the basis of phylogenomic comparisons to GTDB R226. Formerly known as class SZUA-252 in GTDB R226. The description of the class is the same as for the order Ravnsnaesimenales

Class Skagenicolia

[ska.ge.ni.co'li.a] N.L masc.
Skagenicola, the type genus of
the class; L. neut. pl. suff. -ia,
ending to denote a class; N.L.
neut. pl. suff. Skagenicolia,
the Skagenicola class

Class established on the basis of phylogenomic comparisons to GTDB R226. Formerly known as class UBA10030 in GTDB R226. The description of the class is the same as for the order Skagenicolales

Class Skageniellia

[ska.ge.ni.el'li.a] N.L fem.
Skageniella, the type genus of
the class; L. neut. pl. suff. -ia,
ending to denote a class; N.L.
neut. pl. suff. Skageniellia, the
Skageniella class

Class established on the basis of phylogenomic comparisons to GTDB R226. Formerly known as class UBA101185 in GTDB R226. The description of the class is the same as for the order Skageniellales

Class Skagenivitia

[ska.ge.ni.vi'ti.a] N.L fem.
Skagenivita, the type genus of
the class; L. neut. pl. suff. -ia,
ending to denote a class; N.L.
neut. pl. suff. Skagenivitia, the
Skagenivita class

Class established on the basis of phylogenomic comparisons to GTDB R226. Formerly known as class Kazan-3B-28 in GTDB R226. The description of the class is the same as for the order Skagenivitales

Class Tistediia

[tis.te.di'i.a] N.L neut.
Tistedium, the type genus of the
class; L. neut. pl. suff. -ia,
ending to denote a class; N.L.
neut. pl. suff. Tistediia, the
Tistedium class

Class established on the basis of phylogenomic comparisons to GTDB R226. Formerly known as class DTJY01 in GTDB R226. The description of the class is the same as for the order Tistediales. The type genus is 
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Class Vindebyia

[vin.de.by'i.a] N.L masc.
Vindebyus, the type genus of
the class; L. neut. pl. suff. -ia,
ending to denote a class; N.L.
neut. pl. suff. Vindebyia, the
Vindebyus class

Class established on the basis of phylogenomic comparisons to GTDB R226. Formerly known as class JAKEFK01 in GTDB R226. The description of the class is the same as for the order Vindebyales

Order Aasumibacterales

[a.a.su.mi.bac.te.ra'les] N.L
masc. Aasumibacter, the type
genus of the order; L. fem. pl.
suff. -ales, ending to denote an
order; N.L. fem. pl. n.
Aasumibacterales, the
Aasumibacter order

Order established on the basis of phylogenomic comparisons to GTDB R226. The description of the order is the same as for the family Aasumibacteraceae. The type genus is Aasumibacter.

Order Adborkimicrobiales

[ad.bor.ki.mi.cro.bi.a'les] N.L
neut. Adborkimicrobium, the
type genus of the order; L. fem.
pl. suff. -ales, ending to denote
an order; N.L. fem. pl. n.
Adborkimicrobiales, the
Adborkimicrobium order

Order established on the basis of phylogenomic comparisons to GTDB R226. Formerly known as order UBA4664 in GTDB R226. The description of the order is the same as for the family Adborkimicrobiaceae

Order Adskageniabales

[ad.ska.ge.ni.a.ba'les] N.L fem.
Adskageniaba, the type genus
of the order; L. fem. pl. suff.  -
ales, ending to denote an order;
N.L. fem. pl. n.
Adskageniabales, the
Adskageniaba order

Order established on the basis of phylogenomic comparisons to GTDB R226. Formerly known as order 2-12-FULL-60-25 in GTDB R226. The description of the order is the same as for the family Adskageniabaceae

Order
Adskagenisomatales

[ad.ska.ge.ni.so.ma.ta'les] N.L
neut. Adskagenisoma, the type
genus of the order; L. fem. pl.
suff. -ales, ending to denote an
order; N.L. fem. pl. n.
Adskagenisomatales, the
Adskagenisoma order

Order established on the basis of phylogenomic comparisons to GTDB R226. Formerly known as order JAUYGZ01 in GTDB R226. The description of the order is the same as for the family Adskagenisomataceae

Order Ajstrupimorphales

[aj.stru.pi.mor.pha'les] N.L fem.
Ajstrupimorpha, the type genus
of the order; L. fem. pl. suff.  -
ales, ending to denote an order;
N.L. fem. pl. n.
Ajstrupimorphales, the
Ajstrupimorpha order

Order established on the basis of phylogenomic comparisons to GTDB R226. Formerly known as order JACQYL01 in GTDB R226. The description of the order is the same as for the family Ajstrupimorphaceae

Order Allerimonadales

[al.le.ri.mo.na.da'les] N.L fem.
Allerimonas, the type genus of
the order; L. fem. pl. suff.  -
ales, ending to denote an order;
N.L. fem. pl. n.
Allerimonadales, the
Allerimonas order

Order established on the basis of phylogenomic comparisons to GTDB R226. Formerly known as order SZUA-6 in GTDB R226. The description of the order is the same as for the family Allerimonadaceae

Order Auningicolales

[au.nin.gi.co.la'les] N.L masc.
Auningicola, the type genus of
the order; L. fem. pl. suff.  -
ales, ending to denote an order;
N.L. fem. pl. n.  Auningicolales,
the Auningicola order

Order established on the basis of phylogenomic comparisons to GTDB R226. Formerly known as order REEB76 in GTDB R226. The description of the order is the same as for the family Auningicolaceae

Order Binderupivitales

[bin.de.ru.pi.vi.ta'les] N.L fem.
Binderupivita, the type genus of
the order; L. fem. pl. suff.  -
ales, ending to denote an order;
N.L. fem. pl. n.
Binderupivitales, the
Binderupivita order

Order established on the basis of phylogenomic comparisons to GTDB R226. Formerly known as order J137 in GTDB R226. The description of the order is the same as for the family Binderupivitaceae

Order Bisleviellales

[bis.le.vi.el.la'les] N.L fem.
Bisleviella, the type genus of the
order; L. fem. pl. suff.  -ales,
ending to denote an order; N.L.
fem. pl. n. Bisleviellales, the
Bisleviella order

Order established on the basis of phylogenomic comparisons to GTDB R226. Formerly known as order RBG-16-64-13 in GTDB R226. The description of the order is the same as for the family Bisleviellaceae
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Order Blaereales

[blae.re.a'les] N.L neut.
Blaereum, the type genus of the
order; L. fem. pl. suff.  -ales,
ending to denote an order; N.L.
fem. pl. n. Blaereales, the
Blaereum order

Order established on the basis of phylogenomic comparisons to GTDB R226. Formerly known as order UBA1369 in GTDB R226. The description of the order is the same as for the family Blaereaceae

Order Bonnerupiales

[bon.ne.ru.pi.a'les] N.L neut.
Bonnerupium, the type genus of
the order; L. fem. pl. suff.  -
ales, ending to denote an order;
N.L. fem. pl. n.  Bonnerupiales,
the Bonnerupium order

Order established on the basis of phylogenomic comparisons to GTDB R226. Formerly known as order CADDZG01 in GTDB R226. The description of the order is the same as for the family Bonnerupiaceae

Order Borkimonadales

[bor.ki.mo.na.da'les] N.L fem.
Borkimonas, the type genus of
the order; L. fem. pl. suff.  -
ales, ending to denote an order;
N.L. fem. pl. n.
Borkimonadales, the
Borkimonas order

Order established on the basis of phylogenomic comparisons to GTDB R226. Formerly known as order PGYV01 in GTDB R226. The description of the order is the same as for the family Borkimonadaceae

Order
Bregningesomatales

[breg.nin.ge.so.ma.ta'les] N.L
neut. Bregningesoma, the type
genus of the order; L. fem. pl.
suff. -ales, ending to denote an
order; N.L. fem. pl. n.
Bregningesomatales, the
Bregningesoma order

Order established on the basis of phylogenomic comparisons to GTDB R226. Formerly known as order JAJTHO01 in GTDB R226. The description of the order is the same as for the family Bregningesomataceae

Order Brobyanales

[bro.by.a.na'les] N.L fem.
Brobyana, the type genus of the
order; L. fem. pl. suff.  -ales,
ending to denote an order; N.L.
fem. pl. n. Brobyanales, the
Brobyana order

Order established on the basis of phylogenomic comparisons to GTDB R226. Formerly known as order UBA9217 in GTDB R226. The description of the order is the same as for the family Brobyanaceae

Order Bryndumiales

[bryn.du.mi.a'les] N.L masc.
Bryndumius, the type genus of
the order; L. fem. pl. suff.  -
ales, ending to denote an order;
N.L. fem. pl. n.  Bryndumiales,
the Bryndumius order

Order established on the basis of phylogenomic comparisons to GTDB R226. Formerly known as order SMXS01 in GTDB R226. The description of the order is the same as for the family Bryndumiaceae

Order Daastrupimenales

[da.as.tru.pi.me.na'les] N.L
neut. Daastrupimen, the type
genus of the order; L. fem. pl.
suff. -ales, ending to denote an
order; N.L. fem. pl. n.
Daastrupimenales, the
Daastrupimen order

Order established on the basis of phylogenomic comparisons to GTDB R226. Formerly known as order JAHEKZ01 in GTDB R226. The description of the order is the same as for the family Daastrupimenaceae

Order
Dommerbymenales

[dom.mer.by.me.na'les] N.L
neut. Dommerbymen, the type
genus of the order; L. fem. pl.
suff. -ales, ending to denote an
order; N.L. fem. pl. n.
Dommerbymenales, the
Dommerbymen order

Order established on the basis of phylogenomic comparisons to GTDB R226. Formerly known as order JACNKJ01 in GTDB R226. The description of the order is the same as for the family Dommerbymenaceae

Order Flynderiellales

[flyn.de.ri.el.la'les] N.L fem.
Flynderiella, the type genus of
the order; L. fem. pl. suff.  -
ales, ending to denote an order;
N.L. fem. pl. n.  Flynderiellales,
the Flynderiella order

Order established on the basis of phylogenomic comparisons to GTDB R226. The description of the order is the same as for the family Flynderiellaceae. The type genus is Flynderiella.

Order Fredensisomatales

[fre.den.si.so.ma.ta'les] N.L
neut. Fredensisoma, the type
genus of the order; L. fem. pl.
suff. -ales, ending to denote an
order; N.L. fem. pl. n.
Fredensisomatales, the
Fredensisoma order

Order established on the basis of phylogenomic comparisons to GTDB R226. Formerly known as order JABDJR01 in GTDB R226. The description of the order is the same as for the family Fredensisomataceae
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Order Granslevivitales

[grans.le.vi.vi.ta'les] N.L fem.
Granslevivita, the type genus of
the order; L. fem. pl. suff.  -
ales, ending to denote an order;
N.L. fem. pl. n.
Granslevivitales, the
Granslevivita order

Order established on the basis of phylogenomic comparisons to GTDB R226. Formerly known as order UBA4738 in GTDB R226. The description of the order is the same as for the family Granslevivitaceae

Order Grarupimicrobiales

[gra.ru.pi.mi.cro.bi.a'les] N.L
neut. Grarupimicrobium, the
type genus of the order; L. fem.
pl. suff. -ales, ending to denote
an order; N.L. fem. pl. n.
Grarupimicrobiales, the
Grarupimicrobium order

Order established on the basis of phylogenomic comparisons to GTDB R226. Formerly known as order UBA1406 in GTDB R226. The description of the order is the same as for the family Grarupimicrobiaceae

Order
Guldagerisomatales

[gul.da.ge.ri.so.ma.ta'les] N.L
neut. Guldagerisoma, the type
genus of the order; L. fem. pl.
suff. -ales, ending to denote an
order; N.L. fem. pl. n.
Guldagerisomatales, the
Guldagerisoma order

Order established on the basis of phylogenomic comparisons to GTDB R226. Formerly known as order GN15 in GTDB R226. The description of the order is the same as for the family Guldagerisomataceae

Order Gyllingicolales

[gyl.lin.gi.co.la'les] N.L masc.
Gyllingicola, the type genus of
the order; L. fem. pl. suff.  -
ales, ending to denote an order;
N.L. fem. pl. n.  Gyllingicolales,
the Gyllingicola order

Order established on the basis of phylogenomic comparisons to GTDB R226. Formerly known as order UBA11236 in GTDB R226. The description of the order is the same as for the family Gyllingicolaceae

Order Hadbjergicolales

[had.bjer.gi.co.la'les] N.L masc.
Hadbjergicola, the type genus of
the order; L. fem. pl. suff.  -
ales, ending to denote an order;
N.L. fem. pl. n.
Hadbjergicolales, the
Hadbjergicola order

Order established on the basis of phylogenomic comparisons to GTDB R226. Formerly known as order UBA4802 in GTDB R226. The description of the order is the same as for the family Hadbjergicolaceae

Order Havbromicrobiales

[hav.bro.mi.cro.bi.a'les] N.L
neut. Havbromicrobium, the
type genus of the order; L. fem.
pl. suff. -ales, ending to denote
an order; N.L. fem. pl. n.
Havbromicrobiales, the
Havbromicrobium order

Order established on the basis of phylogenomic comparisons to GTDB R226. Formerly known as order OLB7 in GTDB R226. The description of the order is the same as for the family Havbromicrobiaceae

Order Haversleviellales

[ha.ver.sle.vi.el.la'les] N.L fem.
Haversleviella, the type genus
of the order; L. fem. pl. suff.  -
ales, ending to denote an order;
N.L. fem. pl. n.
Haversleviellales, the
Haversleviella order

Order established on the basis of phylogenomic comparisons to GTDB R226. Formerly known as order CAIYYT01 in GTDB R226. The description of the order is the same as for the family Haversleviellaceae

Order Hemmediabales

[hem.me.di.a.ba'les] N.L fem.
Hemmediaba, the type genus of
the order; L. fem. pl. suff.  -
ales, ending to denote an order;
N.L. fem. pl. n.
Hemmediabales, the
Hemmediaba order

Order established on the basis of phylogenomic comparisons to GTDB R226. Formerly known as order JACCUZ01 in GTDB R226. The description of the order is the same as for the family Hemmediabaceae

Order Holtecolales

[hol.te.co.la'les] N.L masc.
Holtecola, the type genus of the
order; L. fem. pl. suff.  -ales,
ending to denote an order; N.L.
fem. pl. n. Holtecolales, the
Holtecola order

Order established on the basis of phylogenomic comparisons to GTDB R226. Formerly known as order GCA-2729495 in GTDB R226. The description of the order is the same as for the family Holtecolaceae

Order Hoptrupicoccales

[hop.tru.pi.coc.ca'les] N.L
masc. Hoptrupicoccus, the type
genus of the order; L. fem. pl.
suff. -ales, ending to denote an
order; N.L. fem. pl. n.
Hoptrupicoccales, the

Order established on the basis of phylogenomic comparisons to GTDB R226. Formerly known as order GIF9 in GTDB R226. The description of the order is the same as for the family Hoptrupicoccaceae
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Hoptrupicoccus order

Order Hornumianales

[hor.nu.mi.a.na'les] N.L fem.
Hornumiana, the type genus of
the order; L. fem. pl. suff.  -
ales, ending to denote an order;
N.L. fem. pl. n.
Hornumianales, the Hornumiana
order

Order established on the basis of phylogenomic comparisons to GTDB R226. Formerly known as order JABMPQ01 in GTDB R226. The description of the order is the same as for the family Hornumianaceae

Order
Hornumimonadales

[hor.nu.mi.mo.na.da'les] N.L
fem. Hornumimonas, the type
genus of the order; L. fem. pl.
suff. -ales, ending to denote an
order; N.L. fem. pl. n.
Hornumimonadales, the
Hornumimonas order

Order established on the basis of phylogenomic comparisons to GTDB R226. Formerly known as order JBBQDK01 in GTDB R226. The description of the order is the same as for the family Hornumimonadaceae

Order Hoveniabales

[ho.ve.ni.a.ba'les] N.L fem.
Hoveniaba, the type genus of
the order; L. fem. pl. suff.  -
ales, ending to denote an order;
N.L. fem. pl. n.  Hoveniabales,
the Hoveniaba order

Order established on the basis of phylogenomic comparisons to GTDB R226. Formerly known as order SM23-28-2 in GTDB R226. The description of the order is the same as for the family Hoveniabaceae

Order Iglsoeviventales

[igl.soe.vi.ven.ta'les] N.L masc.
Iglsoevivens, the type genus of
the order; L. fem. pl. suff.  -
ales, ending to denote an order;
N.L. fem. pl. n.
Iglsoeviventales, the
Iglsoevivens order

Order established on the basis of phylogenomic comparisons to GTDB R226. Formerly known as order XN24 in GTDB R226. The description of the order is the same as for the family Iglsoeviventaceae

Order
Janderupisomatales

[jan.de.ru.pi.so.ma.ta'les] N.L
neut. Janderupisoma, the type
genus of the order; L. fem. pl.
suff. -ales, ending to denote an
order; N.L. fem. pl. n.
Janderupisomatales, the
Janderupisoma order

Order established on the basis of phylogenomic comparisons to GTDB R226. Formerly known as order JASBUN01 in GTDB R226. The description of the order is the same as for the family Janderupisomataceae

Order Jetsmarkimenales

[jet.smar.ki.me.na'les] N.L
neut. Jetsmarkimen, the type
genus of the order; L. fem. pl.
suff. -ales, ending to denote an
order; N.L. fem. pl. n.
Jetsmarkimenales, the
Jetsmarkimen order

Order established on the basis of phylogenomic comparisons to GTDB R226. Formerly known as order Palsa-1295 in GTDB R226. The description of the order is the same as for the family Jetsmarkimenaceae

Order Karupiplasmatales

[ka.ru.pi.plas.ma.ta'les] N.L
neut. Karupiplasma, the type
genus of the order; L. fem. pl.
suff. -ales, ending to denote an
order; N.L. fem. pl. n.
Karupiplasmatales, the
Karupiplasma order

Order established on the basis of phylogenomic comparisons to GTDB R226. Formerly known as order UBA184 in GTDB R226. The description of the order is the same as for the family Karupiplasmataceae

Order
Kvaersiplasmatales

[kvaer.si.plas.ma.ta'les] N.L
neut. Kvaersiplasma, the type
genus of the order; L. fem. pl.
suff. -ales, ending to denote an
order; N.L. fem. pl. n.
Kvaersiplasmatales, the
Kvaersiplasma order

Order established on the basis of phylogenomic comparisons to GTDB R226. Formerly known as order Bog-38 in GTDB R226. The description of the order is the same as for the family Kvaersiplasmataceae

Order Lillevordemenales

[lil.le.vor.de.me.na'les] N.L
neut. Lillevordemen, the type
genus of the order; L. fem. pl.
suff. -ales, ending to denote an
order; N.L. fem. pl. n.
Lillevordemenales, the
Lillevordemen order

Order established on the basis of phylogenomic comparisons to GTDB R226. Formerly known as order RBC074 in GTDB R226. The description of the order is the same as for the family Lillevordemenaceae

[lin.de.ti.plas.ma.ta'les] N.L
neut. Lindetiplasma, the type
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Order Lindetiplasmatales genus of the order; L. fem. pl.
suff. -ales, ending to denote an
order; N.L. fem. pl. n.
Lindetiplasmatales, the
Lindetiplasma order

Order established on the basis of phylogenomic comparisons to GTDB R226. Formerly known as order SZUA-161 in GTDB R226. The description of the order is the same as for the family Lindetiplasmataceae

Order Loegumiabales

[loe.gu.mi.a.ba'les] N.L fem.
Loegumiaba, the type genus of
the order; L. fem. pl. suff.  -
ales, ending to denote an order;
N.L. fem. pl. n.
Loegumiabales, the Loegumiaba
order

Order established on the basis of phylogenomic comparisons to GTDB R226. The description of the order is the same as for the family Loegumiabaceae. The type genus is Loegumiaba.

Order Loejtimicrobiales

[loej.ti.mi.cro.bi.a'les] N.L neut.
Loejtimicrobium, the type genus
of the order; L. fem. pl. suff.  -
ales, ending to denote an order;
N.L. fem. pl. n.
Loejtimicrobiales, the
Loejtimicrobium order

Order established on the basis of phylogenomic comparisons to GTDB R226. Formerly known as order MSB-5A5 in GTDB R226. The description of the order is the same as for the family Loejtimicrobiaceae

Order Lonstrupiales

[lon.stru.pi.a'les] N.L neut.
Lonstrupium, the type genus of
the order; L. fem. pl. suff.  -
ales, ending to denote an order;
N.L. fem. pl. n.  Lonstrupiales,
the Lonstrupium order

Order established on the basis of phylogenomic comparisons to GTDB R226. Formerly known as order 2-01-FULL-59-12 in GTDB R226. The description of the order is the same as for the family Lonstrupiaceae

Order Lyneplasmatales

[ly.ne.plas.ma.ta'les] N.L neut.
Lyneplasma, the type genus of
the order; L. fem. pl. suff.  -
ales, ending to denote an order;
N.L. fem. pl. n.
Lyneplasmatales, the
Lyneplasma order

Order established on the basis of phylogenomic comparisons to GTDB R226. Formerly known as order TCS64 in GTDB R226. The description of the order is the same as for the family Lyneplasmataceae

Order Lyngaabacterales

[lyn.ga.a.bac.te.ra'les] N.L
masc. Lyngaabacter, the type
genus of the order; L. fem. pl.
suff. -ales, ending to denote an
order; N.L. fem. pl. n.
Lyngaabacterales, the
Lyngaabacter order

Order established on the basis of phylogenomic comparisons to GTDB R226. Formerly known as order J045 in GTDB R226. The description of the order is the same as for the family Lyngaabacteraceae

Order Madumicoccales

[ma.du.mi.coc.ca'les] N.L
masc. Madumicoccus, the type
genus of the order; L. fem. pl.
suff. -ales, ending to denote an
order; N.L. fem. pl. n.
Madumicoccales, the
Madumicoccus order

Order established on the basis of phylogenomic comparisons to GTDB R226. Formerly known as order UBA12327 in GTDB R226. The description of the order is the same as for the family Madumicoccaceae

Order
Mammenisomatales

[mam.me.ni.so.ma.ta'les] N.L
neut. Mammenisoma, the type
genus of the order; L. fem. pl.
suff. -ales, ending to denote an
order; N.L. fem. pl. n.
Mammenisomatales, the
Mammenisoma order

Order established on the basis of phylogenomic comparisons to GTDB R226. Formerly known as order UBA9655 in GTDB R226. The description of the order is the same as for the family Mammenisomataceae

Order Mandoevitales

[man.doe.vi.ta'les] N.L fem.
Mandoevita, the type genus of
the order; L. fem. pl. suff.  -
ales, ending to denote an order;
N.L. fem. pl. n.  Mandoevitales,
the Mandoevita order

Order established on the basis of phylogenomic comparisons to GTDB R226. Formerly known as order UBA9968 in GTDB R226. The description of the order is the same as for the family Mandoevitaceae

Order Marsletimorphales

[mars.le.ti.mor.pha'les] N.L
fem. Marsletimorpha, the type
genus of the order; L. fem. pl.
suff. -ales, ending to denote an
order; N.L. fem. pl. n.
Marsletimorphales, the
Marsletimorpha order

Order established on the basis of phylogenomic comparisons to GTDB R226. Formerly known as order UBA10105 in GTDB R226. The description of the order is the same as for the family Marsletimorphaceae

[mol.tru.pi.ha.bi.tan.ta'les] N.L
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Order
Moltrupihabitantales

masc. Moltrupihabitans, the
type genus of the order; L. fem.
pl. suff. -ales, ending to denote
an order; N.L. fem. pl. n.
Moltrupihabitantales, the
Moltrupihabitans order

Order established on the basis of phylogenomic comparisons to GTDB R226. Formerly known as order UBA12157 in GTDB R226. The description of the order is the same as for the family Moltrupihabitantaceae

Order Mosbjergiales

[mos.bjer.gi.a'les] N.L masc.
Mosbjergius, the type genus of
the order; L. fem. pl. suff.  -
ales, ending to denote an order;
N.L. fem. pl. n.  Mosbjergiales,
the Mosbjergius order

Order established on the basis of phylogenomic comparisons to GTDB R226. Formerly known as order Fen-336 in GTDB R226. The description of the order is the same as for the family Mosbjergiaceae

Order Nebelibacteriales

[ne.be.li.bac.te.ri.a'les] N.L
neut. Nebelibacterium, the type
genus of the order; L. fem. pl.
suff. -ales, ending to denote an
order; N.L. fem. pl. n.
Nebelibacteriales, the
Nebelibacterium order

Order established on the basis of phylogenomic comparisons to GTDB R226. Formerly known as order UBA2241 in GTDB R226. The description of the order is the same as for the family Nebelibacteriaceae

Order Nebeliviventales

[ne.be.li.vi.ven.ta'les] N.L
masc. Nebelivivens, the type
genus of the order; L. fem. pl.
suff. -ales, ending to denote an
order; N.L. fem. pl. n.
Nebeliviventales, the
Nebelivivens order

Order established on the basis of phylogenomic comparisons to GTDB R226. Formerly known as order UBA920 in GTDB R226. The description of the order is the same as for the family Nebeliviventaceae

Order Norsibacteriales

[nor.si.bac.te.ri.a'les] N.L neut.
Norsibacterium, the type genus
of the order; L. fem. pl. suff.  -
ales, ending to denote an order;
N.L. fem. pl. n.
Norsibacteriales, the
Norsibacterium order

Order established on the basis of phylogenomic comparisons to GTDB R226. Formerly known as order SJA-28 in GTDB R226. The description of the order is the same as for the family Norsibacteriaceae

Order
Oedstedimicrobiales

[oed.ste.di.mi.cro.bi.a'les] N.L
neut. Oedstedimicrobium, the
type genus of the order; L. fem.
pl. suff. -ales, ending to denote
an order; N.L. fem. pl. n.
Oedstedimicrobiales, the
Oedstedimicrobium order

Order established on the basis of phylogenomic comparisons to GTDB R226. Formerly known as order JACRHJ01 in GTDB R226. The description of the order is the same as for the family Oedstedimicrobiaceae

Order Oesbyanales

[oes.by.a.na'les] N.L fem.
Oesbyana, the type genus of the
order; L. fem. pl. suff.  -ales,
ending to denote an order; N.L.
fem. pl. n. Oesbyanales, the
Oesbyana order

Order established on the basis of phylogenomic comparisons to GTDB R226. Formerly known as order Gp7-AA8 in GTDB R226. The description of the order is the same as for the family Oesbyanaceae

Order Oestermarieanales

[oes.ter.ma.rie.a.na'les] N.L
fem. Oestermarieana, the type
genus of the order; L. fem. pl.
suff. -ales, ending to denote an
order; N.L. fem. pl. n.
Oestermarieanales, the
Oestermarieana order

Order established on the basis of phylogenomic comparisons to GTDB R226. Formerly known as order UBA5177 in GTDB R226. The description of the order is the same as for the family Oestermarieanaceae

Order Olgodiabales

[ol.go.di.a.ba'les] N.L fem.
Olgodiaba, the type genus of the
order; L. fem. pl. suff.  -ales,
ending to denote an order; N.L.
fem. pl. n. Olgodiabales, the
Olgodiaba order

Order established on the basis of phylogenomic comparisons to GTDB R226. Formerly known as order DSTF01 in GTDB R226. The description of the order is the same as for the family Olgodiabaceae

Order Oudrupiales

[ou.dru.pi.a'les] N.L masc.
Oudrupius, the type genus of
the order; L. fem. pl. suff.  -
ales, ending to denote an order;
N.L. fem. pl. n.  Oudrupiales,
the Oudrupius order

Order established on the basis of phylogenomic comparisons to GTDB R226. Formerly known as order 43-37 in GTDB R226. The description of the order is the same as for the family Oudrupiaceae

[ou.tru.pi.bac.te.ri.a'les] N.L
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Order Outrupibacteriales
neut. Outrupibacterium, the
type genus of the order; L. fem.
pl. suff. -ales, ending to denote
an order; N.L. fem. pl. n.
Outrupibacteriales, the
Outrupibacterium order

Order established on the basis of phylogenomic comparisons to GTDB R226. Formerly known as order UBA5066 in GTDB R226. The description of the order is the same as for the family Outrupibacteriaceae

Order Pederskeriellales

[pe.der.ske.ri.el.la'les] N.L fem.
Pederskeriella, the type genus
of the order; L. fem. pl. suff.  -
ales, ending to denote an order;
N.L. fem. pl. n.
Pederskeriellales, the
Pederskeriella order

Order established on the basis of phylogenomic comparisons to GTDB R226. Formerly known as order UBA1018 in GTDB R226. The description of the order is the same as for the family Pederskeriellaceae

Order
Pederskerisomatales

[pe.der.ske.ri.so.ma.ta'les] N.L
neut. Pederskerisoma, the type
genus of the order; L. fem. pl.
suff. -ales, ending to denote an
order; N.L. fem. pl. n.
Pederskerisomatales, the
Pederskerisoma order

Order established on the basis of phylogenomic comparisons to GTDB R226. Formerly known as order UBA2466 in GTDB R226. The description of the order is the same as for the family Pederskerisomataceae

Order Periskagenicolales

[per.is.ka.ge.ni.co.la'les] N.L
masc. Periskagenicola, the type
genus of the order; L. fem. pl.
suff. -ales, ending to denote an
order; N.L. fem. pl. n.
Periskagenicolales, the
Periskagenicola order

Order established on the basis of phylogenomic comparisons to GTDB R226. Formerly known as order RBG-16-71-46 in GTDB R226. The description of the order is the same as for the family Periskagenicolaceae

Order
Ravnsnaesimenales

[ravn.snae.si.me.na'les] N.L
neut. Ravnsnaesimen, the type
genus of the order; L. fem. pl.
suff. -ales, ending to denote an
order; N.L. fem. pl. n.
Ravnsnaesimenales, the
Ravnsnaesimen order

Order established on the basis of phylogenomic comparisons to GTDB R226. Formerly known as order SZUA-252 in GTDB R226. The description of the order is the same as for the family Ravnsnaesimenaceae

Order Sedenicolales

[se.de.ni.co.la'les] N.L masc.
Sedenicola, the type genus of
the order; L. fem. pl. suff.  -
ales, ending to denote an order;
N.L. fem. pl. n.  Sedenicolales,
the Sedenicola order

Order established on the basis of phylogenomic comparisons to GTDB R226. Formerly known as order CG2-30-64-16 in GTDB R226. The description of the order is the same as for the family Sedenicolaceae

Order Skagenicolales

[ska.ge.ni.co.la'les] N.L masc.
Skagenicola, the type genus of
the order; L. fem. pl. suff.  -
ales, ending to denote an order;
N.L. fem. pl. n.  Skagenicolales,
the Skagenicola order

Order established on the basis of phylogenomic comparisons to GTDB R226. Formerly known as order UBA10030 in GTDB R226. The description of the order is the same as for the family Skagenicolaceae

Order Skageniellales

[ska.ge.ni.el.la'les] N.L fem.
Skageniella, the type genus of
the order; L. fem. pl. suff.  -
ales, ending to denote an order;
N.L. fem. pl. n.  Skageniellales,
the Skageniella order

Order established on the basis of phylogenomic comparisons to GTDB R226. Formerly known as order UBA101185 in GTDB R226. The description of the order is the same as for the family Skageniellaceae

Order Skagenivitales

[ska.ge.ni.vi.ta'les] N.L fem.
Skagenivita, the type genus of
the order; L. fem. pl. suff.  -
ales, ending to denote an order;
N.L. fem. pl. n.  Skagenivitales,
the Skagenivita order

Order established on the basis of phylogenomic comparisons to GTDB R226. Formerly known as order Kazan-3B-28 in GTDB R226. The description of the order is the same as for the family Skagenivitaceae

Order Skarresoellales

[skar.re.soel.la'les] N.L fem.
Skarresoella, the type genus of
the order; L. fem. pl. suff.  -
ales, ending to denote an order;
N.L. fem. pl. n.
Skarresoellales, the Skarresoella
order

Order established on the basis of phylogenomic comparisons to GTDB R226. Formerly known as order CALZJG01 in GTDB R226. The description of the order is the same as for the family Skarresoellaceae

[soef.te.ni.vi.ta'les] N.L fem.
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Order Soeftenivitales
Soeftenivita, the type genus of
the order; L. fem. pl. suff.  -
ales, ending to denote an order;
N.L. fem. pl. n.  Soeftenivitales,
the Soeftenivita order

Order established on the basis of phylogenomic comparisons to GTDB R226. Formerly known as order WVZY01 in GTDB R226. The description of the order is the same as for the family Soeftenivitaceae

Order Soenderhoales

[soen.der.ho.a'les] N.L masc.
Soenderhous, the type genus of
the order; L. fem. pl. suff.  -
ales, ending to denote an order;
N.L. fem. pl. n.  Soenderhoales,
the Soenderhous order

Order established on the basis of phylogenomic comparisons to GTDB R226. Formerly known as order UBA7656 in GTDB R226. The description of the order is the same as for the family Soenderhoaceae

Order
Sommerstediellales

[som.mer.ste.di.el.la'les] N.L
fem. Sommerstediella, the type
genus of the order; L. fem. pl.
suff. -ales, ending to denote an
order; N.L. fem. pl. n.
Sommerstediellales, the
Sommerstediella order

Order established on the basis of phylogenomic comparisons to GTDB R226. Formerly known as order 40CM-2-53-6 in GTDB R226. The description of the order is the same as for the family Sommerstediellaceae

Order Stagstrupianales

[stag.stru.pi.a.na'les] N.L fem.
Stagstrupiana, the type genus of
the order; L. fem. pl. suff.  -
ales, ending to denote an order;
N.L. fem. pl. n.
Stagstrupianales, the
Stagstrupiana order

Order established on the basis of phylogenomic comparisons to GTDB R226. Formerly known as order JBBSMJ01 in GTDB R226. The description of the order is the same as for the family Stagstrupianaceae

Order Starupiplasmatales

[sta.ru.pi.plas.ma.ta'les] N.L
neut. Starupiplasma, the type
genus of the order; L. fem. pl.
suff. -ales, ending to denote an
order; N.L. fem. pl. n.
Starupiplasmatales, the
Starupiplasma order

Order established on the basis of phylogenomic comparisons to GTDB R226. Formerly known as order UBA10834 in GTDB R226. The description of the order is the same as for the family Starupiplasmataceae

Order Stavnsholtianales

[stavn.shol.ti.a.na'les] N.L fem.
Stavnsholtiana, the type genus
of the order; L. fem. pl. suff.  -
ales, ending to denote an order;
N.L. fem. pl. n.
Stavnsholtianales, the
Stavnsholtiana order

Order established on the basis of phylogenomic comparisons to GTDB R226. Formerly known as order JABCZS01 in GTDB R226. The description of the order is the same as for the family Stavnsholtianaceae

Order Steppingicolales

[step.pin.gi.co.la'les] N.L masc.
Steppingicola, the type genus of
the order; L. fem. pl. suff.  -
ales, ending to denote an order;
N.L. fem. pl. n.
Steppingicolales, the
Steppingicola order

Order established on the basis of phylogenomic comparisons to GTDB R226. Formerly known as order UBA7540 in GTDB R226. The description of the order is the same as for the family Steppingicolaceae

Order Strynoevitales

[stry.noe.vi.ta'les] N.L fem.
Strynoevita, the type genus of
the order; L. fem. pl. suff.  -
ales, ending to denote an order;
N.L. fem. pl. n.  Strynoevitales,
the Strynoevita order

Order established on the basis of phylogenomic comparisons to GTDB R226. Formerly known as order QHBQ01 in GTDB R226. The description of the order is the same as for the family Strynoevitaceae

Order Syvimonadales

[sy.vi.mo.na.da'les] N.L fem.
Syvimonas, the type genus of
the order; L. fem. pl. suff.  -
ales, ending to denote an order;
N.L. fem. pl. n.
Syvimonadales, the Syvimonas
order

Order established on the basis of phylogenomic comparisons to GTDB R226. Formerly known as order JAHJQQ01 in GTDB R226. The description of the order is the same as for the family Syvimonadaceae

Order Thyboroniellales

[thy.bo.ro.ni.el.la'les] N.L fem.
Thyboroniella, the type genus of
the order; L. fem. pl. suff.  -
ales, ending to denote an order;
N.L. fem. pl. n.
Thyboroniellales, the
Thyboroniella order

Order established on the basis of phylogenomic comparisons to GTDB R226. Formerly known as order DUPQ01 in GTDB R226. The description of the order is the same as for the family Thyboroniellaceae
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Order Tistediales

[tis.te.di.a'les] N.L neut.
Tistedium, the type genus of the
order; L. fem. pl. suff.  -ales,
ending to denote an order; N.L.
fem. pl. n. Tistediales, the
Tistedium order

Order established on the basis of phylogenomic comparisons to GTDB R226. Formerly known as order DTJY01 in GTDB R226. The description of the order is the same as for the family Tistediaceae

Order Vestermariellales

[ves.ter.ma.ri.el.la'les] N.L fem.
Vestermariella, the type genus
of the order; L. fem. pl. suff.  -
ales, ending to denote an order;
N.L. fem. pl. n.
Vestermariellales, the
Vestermariella order

Order established on the basis of phylogenomic comparisons to GTDB R226. Formerly known as order UBA9214 in GTDB R226. The description of the order is the same as for the family Vestermariellaceae

Order
Vicininissumicolales

[vi.ci.ni.nis.su.mi.co.la'les] N.L
masc. Vicininissumicola, the
type genus of the order; L. fem.
pl. suff. -ales, ending to denote
an order; N.L. fem. pl. n.
Vicininissumicolales, the
Vicininissumicola order

Order established on the basis of phylogenomic comparisons to GTDB R226. Formerly known as order S36-B12 in GTDB R226. The description of the order is the same as for the family Vicininissumicolaceae

Order
Viciniskagenimenales

[vi.ci.ni.ska.ge.ni.me.na'les] N.L
neut. Viciniskagenimen, the
type genus of the order; L. fem.
pl. suff. -ales, ending to denote
an order; N.L. fem. pl. n.
Viciniskagenimenales, the
Viciniskagenimen order

Order established on the basis of phylogenomic comparisons to GTDB R226. Formerly known as order LZORAL124-64-63 in GTDB R226. The description of the order is the same as for the family Viciniskagenimenaceae

Order Vindebyales

[vin.de.by.a'les] N.L masc.
Vindebyus, the type genus of
the order; L. fem. pl. suff.  -
ales, ending to denote an order;
N.L. fem. pl. n.  Vindebyales,
the Vindebyus order

Order established on the basis of phylogenomic comparisons to GTDB R226. Formerly known as order JAKEFK01 in GTDB R226. The description of the order is the same as for the family Vindebyaceae

Order Viskingesomatales

[vis.kin.ge.so.ma.ta'les] N.L
neut. Viskingesoma, the type
genus of the order; L. fem. pl.
suff. -ales, ending to denote an
order; N.L. fem. pl. n.
Viskingesomatales, the
Viskingesoma order

Order established on the basis of phylogenomic comparisons to GTDB R226. Formerly known as order JBGSLN01 in GTDB R226. The description of the order is the same as for the family Viskingesomataceae

Order Vognsildiellales

[vogn.sil.di.el.la'les] N.L fem.
Vognsildiella, the type genus of
the order; L. fem. pl. suff.  -
ales, ending to denote an order;
N.L. fem. pl. n.
Vognsildiellales, the
Vognsildiella order

Order established on the basis of phylogenomic comparisons to GTDB R226. Formerly known as order SMXQ01 in GTDB R226. The description of the order is the same as for the family Vognsildiellaceae

Order Vrouevitales

[vrou.e.vi.ta'les] N.L fem.
Vrouevita, the type genus of the
order; L. fem. pl. suff.  -ales,
ending to denote an order; N.L.
fem. pl. n. Vrouevitales, the
Vrouevita order

Order established on the basis of phylogenomic comparisons to GTDB R226. Formerly known as order QHBO01 in GTDB R226. The description of the order is the same as for the family Vrouevitaceae

Order Zionsivitales

[zi.on.si.vi.ta'les] N.L fem.
Zionsivita, the type genus of the
order; L. fem. pl. suff.  -ales,
ending to denote an order; N.L.
fem. pl. n. Zionsivitales, the
Zionsivita order

Order established on the basis of phylogenomic comparisons to GTDB R226. Formerly known as order JAJRXK01 in GTDB R226. The description of the order is the same as for the family Zionsivitaceae

Family Aadumiaceae

[a.a.du.mi.a'ce.ae] N.L masc.
Aadumius, the type genus of the
family; L. fem. pl. suff.  -aceae,
ending to denote a family; N.L.
fem. pl. n. Aadumiaceae, the
Aadumius family

Family established on the basis of phylogenomic comparisons to GTDB R226. Formerly known as family JdFR-86 in GTDB R226. The description of the family is the same as for its type species Aadumius lacustris
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Family Aarbyviventaceae

[a.ar.by.vi.ven.ta'ce.ae] N.L
masc. Aarbyvivens, the type
genus of the family; L. fem. pl.
suff. -aceae, ending to denote a
family; N.L. fem. pl. n.
Aarbyviventaceae, the
Aarbyvivens family

Family established on the basis of phylogenomic comparisons to GTDB R226. Formerly known as family JALZUV01 in GTDB R226. The description of the family is the same as for its type species Aarbyvivens aquaticus

Family
Aastrupimorphaceae

[a.as.tru.pi.mor.pha'ce.ae] N.L
fem. Aastrupimorpha, the type
genus of the family; L. fem. pl.
suff. -aceae, ending to denote a
family; N.L. fem. pl. n.
Aastrupimorphaceae, the
Aastrupimorpha family

Family established on the basis of phylogenomic comparisons to GTDB R226. Formerly known as family JAIQGF01 in GTDB R226. The description of the family is the same as for its type species Aastrupimorpha scandiae

Family
Aasumibacteraceae

[a.a.su.mi.bac.te.ra'ce.ae] N.L
masc. Aasumibacter, the type
genus of the family; L. fem. pl.
suff. -aceae, ending to denote a
family; N.L. fem. pl. n.
Aasumibacteraceae, the
Aasumibacter family

Family established on the basis of phylogenomic comparisons to GTDB R226. The description of the family is the same as for its type genus Aasumibacter.

Family
Abybrobacteraceae

[a.by.bro.bac.te.ra'ce.ae] N.L
masc. Abybrobacter, the type
genus of the family; L. fem. pl.
suff. -aceae, ending to denote a
family; N.L. fem. pl. n.
Abybrobacteraceae, the
Abybrobacter family

Family established on the basis of phylogenomic comparisons to GTDB R226. Formerly known as family SM23-39 in GTDB R226. The description of the family is the same as for its type species Abybrobacter proximus

Family
Adborkimicrobiaceae

[ad.bor.ki.mi.cro.bi.a'ce.ae] N.L
neut. Adborkimicrobium, the
type genus of the family; L.
fem. pl. suff. -aceae, ending to
denote a family; N.L. fem. pl.
n. Adborkimicrobiaceae, the
Adborkimicrobium family

Family established on the basis of phylogenomic comparisons to GTDB R226. Formerly known as family UBA4664 in GTDB R226. The description of the family is the same as for its type genus Adborkimicrobium

Family
Adskageniabaceae

[ad.ska.ge.ni.a.ba'ce.ae] N.L
fem. Adskageniaba, the type
genus of the family; L. fem. pl.
suff. -aceae, ending to denote a
family; N.L. fem. pl. n.
Adskageniabaceae, the
Adskageniaba family

Family established on the basis of phylogenomic comparisons to GTDB R226. Formerly known as family 2-12-FULL-60-25 in GTDB R226. The description of the family is the same as for its type genus 

Family Adskageniaceae

[ad.ska.ge.ni.a'ce.ae] N.L neut.
Adskagenium, the type genus of
the family; L. fem. pl. suff.  -
aceae, ending to denote a
family; N.L. fem. pl. n.
Adskageniaceae, the
Adskagenium family

Family established on the basis of phylogenomic comparisons to GTDB R226. Formerly known as family CAIOMD01 in GTDB R226. The description of the family is the same as for its type species 

Family
Adskagenimenaceae

[ad.ska.ge.ni.me.na'ce.ae] N.L
neut. Adskagenimen, the type
genus of the family; L. fem. pl.
suff. -aceae, ending to denote a
family; N.L. fem. pl. n.
Adskagenimenaceae, the
Adskagenimen family

Family established on the basis of phylogenomic comparisons to GTDB R226. Formerly known as family GWA2-37-8 in GTDB R226. The description of the family is the same as for its type species 

Family
Adskagenisomataceae

[ad.ska.ge.ni.so.ma.ta'ce.ae]
N.L neut. Adskagenisoma, the
type genus of the family; L.
fem. pl. suff. -aceae, ending to
denote a family; N.L. fem. pl.
n. Adskagenisomataceae, the
Adskagenisoma family

Family established on the basis of phylogenomic comparisons to GTDB R226. Formerly known as family DAOVYC01 in GTDB R226. The description of the family is the same as for its type genus Adskagenisoma

Family
Affininissumivitaceae

[af.fi.ni.nis.su.mi.vi.ta'ce.ae] N.L
fem. Affininissumivita, the type
genus of the family; L. fem. pl.
suff. -aceae, ending to denote a
family; N.L. fem. pl. n.

Family established on the basis of phylogenomic comparisons to GTDB R226. Formerly known as family JAHEGP01 in GTDB R226. The description of the family is the same as for its type species Affininissumivita propinqua
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Affininissumivitaceae, the
Affininissumivita family

Family
Agedrupimicrobiaceae

[a.ge.dru.pi.mi.cro.bi.a'ce.ae]
N.L neut. Agedrupimicrobium,
the type genus of the family; L.
fem. pl. suff. -aceae, ending to
denote a family; N.L. fem. pl.
n. Agedrupimicrobiaceae, the
Agedrupimicrobium family

Family established on the basis of phylogenomic comparisons to GTDB R226. Formerly known as family UBA6265 in GTDB R226. The description of the family is the same as for its type species Agedrupimicrobium glebicum

Family Ajstrupiellaceae

[aj.stru.pi.el.la'ce.ae] N.L fem.
Ajstrupiella, the type genus of
the family; L. fem. pl. suff.  -
aceae, ending to denote a
family; N.L. fem. pl. n.
Ajstrupiellaceae, the Ajstrupiella
family

Family established on the basis of phylogenomic comparisons to GTDB R226. Formerly known as family UBA12075 in GTDB R226. The description of the family is the same as for its type species 

Family
Ajstrupimorphaceae

[aj.stru.pi.mor.pha'ce.ae] N.L
fem. Ajstrupimorpha, the type
genus of the family; L. fem. pl.
suff. -aceae, ending to denote a
family; N.L. fem. pl. n.
Ajstrupimorphaceae, the
Ajstrupimorpha family

Family established on the basis of phylogenomic comparisons to GTDB R226. The description of the family is the same as for its type genus Ajstrupimorpha.

Family Allerimonadaceae

[al.le.ri.mo.na.da'ce.ae] N.L
fem. Allerimonas, the type
genus of the family; L. fem. pl.
suff. -aceae, ending to denote a
family; N.L. fem. pl. n.
Allerimonadaceae, the
Allerimonas family

Family established on the basis of phylogenomic comparisons to GTDB R226. Formerly known as family Fen-1364 in GTDB R226. The description of the family is the same as for its type genus Allerimonas

Family
Allohaderslevellaceae

[al.lo.ha.der.sle.vel.la'ce.ae] N.L
fem. Allohaderslevella, the type
genus of the family; L. fem. pl.
suff. -aceae, ending to denote a
family; N.L. fem. pl. n.
Allohaderslevellaceae, the
Allohaderslevella family

Family established on the basis of phylogenomic comparisons to GTDB R226. Formerly known as family RBG-16-60-22 in GTDB R226. The description of the family is the same as for its type species 

Family Allorisellaceae

[ri.sel.la'ce.ae] N.L fem.
Allorisella, the type genus of the
family; L. fem. pl. suff.  -aceae,
ending to denote a family; N.L.
fem. pl. n. Allorisellaceae, the
Allorisella family

Family established on the basis of phylogenomic comparisons to GTDB R226. Formerly known as family DASXHY01 in GTDB R226. The description of the family is the same as for its type genus Allorisella

Family
Alslevihabitantaceae

[al.sle.vi.ha.bi.tan.ta'ce.ae] N.L
masc. Alslevihabitans, the type
genus of the family; L. fem. pl.
suff. -aceae, ending to denote a
family; N.L. fem. pl. n.
Alslevihabitantaceae, the
Alslevihabitans family

Family established on the basis of phylogenomic comparisons to GTDB R226. Formerly known as family GW2011-AR1 in GTDB R226. The description of the family is the same as for its type species 

Family Alstediellaceae

[al.ste.di.el.la'ce.ae] N.L fem.
Alstediella, the type genus of
the family; L. fem. pl. suff.  -
aceae, ending to denote a
family; N.L. fem. pl. n.
Alstediellaceae, the Alstediella
family

Family established on the basis of phylogenomic comparisons to GTDB R226. Formerly known as family 2-12-FULL-66-21 in GTDB R226. The description of the family is the same as for its type species 

Family Ardenianaceae

[ar.de.ni.a.na'ce.ae] N.L fem.
Ardeniana, the type genus of
the family; L. fem. pl. suff.  -
aceae, ending to denote a
family; N.L. fem. pl. n.
Ardenianaceae, the Ardeniana
family

Family established on the basis of phylogenomic comparisons to GTDB R226. Formerly known as family JAJFMA01 in GTDB R226. The description of the family is the same as for its type species Ardeniana affinis

[ar.de.ni.plas.ma.ta'ce.ae] N.L
neut. Ardeniplasma, the type
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Family
Ardeniplasmataceae

genus of the family; L. fem. pl.
suff. -aceae, ending to denote a
family; N.L. fem. pl. n.
Ardeniplasmataceae, the
Ardeniplasma family

Family established on the basis of phylogenomic comparisons to GTDB R226. Formerly known as family JAJFMB01 in GTDB R226. The description of the family is the same as for its type species Ardeniplasma terreum

Family Auningicolaceae

[au.nin.gi.co.la'ce.ae] N.L
masc. Auningicola, the type
genus of the family; L. fem. pl.
suff. -aceae, ending to denote a
family; N.L. fem. pl. n.
Auningicolaceae, the
Auningicola family

Family established on the basis of phylogenomic comparisons to GTDB R226. Formerly known as family REEB76 in GTDB R226. The description of the family is the same as for its type genus Auningicola

Family
Bedstedimenaceae

[bed.ste.di.me.na'ce.ae] N.L
neut. Bedstedimen, the type
genus of the family; L. fem. pl.
suff. -aceae, ending to denote a
family; N.L. fem. pl. n.
Bedstedimenaceae, the
Bedstedimen family

Family established on the basis of phylogenomic comparisons to GTDB R226. Formerly known as family DTGW01 in GTDB R226. The description of the family is the same as for its type species Bedstedimen aridum

Family Billumimenaceae

[bil.lu.mi.me.na'ce.ae] N.L
neut. Billumimen, the type
genus of the family; L. fem. pl.
suff. -aceae, ending to denote a
family; N.L. fem. pl. n.
Billumimenaceae, the
Billumimen family

Family established on the basis of phylogenomic comparisons to GTDB R226. Formerly known as family DATFMH01 in GTDB R226. The description of the family is the same as for its type species 

Family
Binderupimenaceae

[bin.de.ru.pi.me.na'ce.ae] N.L
neut. Binderupimen, the type
genus of the family; L. fem. pl.
suff. -aceae, ending to denote a
family; N.L. fem. pl. n.
Binderupimenaceae, the
Binderupimen family

Family established on the basis of phylogenomic comparisons to GTDB R226. Formerly known as family JAKQTR01 in GTDB R226. The description of the family is the same as for its type species Binderupimen septentrionale

Family Binderupivitaceae

[bin.de.ru.pi.vi.ta'ce.ae] N.L
fem. Binderupivita, the type
genus of the family; L. fem. pl.
suff. -aceae, ending to denote a
family; N.L. fem. pl. n.
Binderupivitaceae, the
Binderupivita family

Family established on the basis of phylogenomic comparisons to GTDB R226. Formerly known as family J137 in GTDB R226. The description of the family is the same as for its type genus Binderupivita

Family Birkerodiellaceae

[bir.ke.ro.di.el.la'ce.ae] N.L
fem. Birkerodiella, the type
genus of the family; L. fem. pl.
suff. -aceae, ending to denote a
family; N.L. fem. pl. n.
Birkerodiellaceae, the
Birkerodiella family

Family established on the basis of phylogenomic comparisons to GTDB R226. The description of the family is the same as for its type species Birkerodiella proxima.

Family Bisleviellaceae

[bis.le.vi.el.la'ce.ae] N.L fem.
Bisleviella, the type genus of the
family; L. fem. pl. suff.  -aceae,
ending to denote a family; N.L.
fem. pl. n. Bisleviellaceae, the
Bisleviella family

Family established on the basis of phylogenomic comparisons to GTDB R226. Formerly known as family RBG-16-64-13 in GTDB R226. The description of the family is the same as for its type genus 

Family Bjerningiellaceae

[bjer.nin.gi.el.la'ce.ae] N.L fem.
Bjerningiella, the type genus of
the family; L. fem. pl. suff.  -
aceae, ending to denote a
family; N.L. fem. pl. n.
Bjerningiellaceae, the
Bjerningiella family

Family established on the basis of phylogenomic comparisons to GTDB R226. Formerly known as family AB-539-J10 in GTDB R226. The description of the family is the same as for its type genus Bjerningiella

Family
Bjolderupicolaceae

[bjol.de.ru.pi.co.la'ce.ae] N.L
masc. Bjolderupicola, the type
genus of the family; L. fem. pl.
suff. -aceae, ending to denote a
family; N.L. fem. pl. n.
Bjolderupicolaceae, the
Bjolderupicola family

Family established on the basis of phylogenomic comparisons to GTDB R226. Formerly known as family CALRBL01 in GTDB R226. The description of the family is the same as for its type genus Bjolderupicola
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Family Blaereaceae

[blae.re.a'ce.ae] N.L neut.
Blaereum, the type genus of the
family; L. fem. pl. suff.  -aceae,
ending to denote a family; N.L.
fem. pl. n. Blaereaceae, the
Blaereum family

Family established on the basis of phylogenomic comparisons to GTDB R226. Formerly known as family UBA1369 in GTDB R226. The description of the family is the same as for its type genus Blaereum

Family Bonnerupiaceae

[bon.ne.ru.pi.a'ce.ae] N.L neut.
Bonnerupium, the type genus of
the family; L. fem. pl. suff.  -
aceae, ending to denote a
family; N.L. fem. pl. n.
Bonnerupiaceae, the
Bonnerupium family

Family established on the basis of phylogenomic comparisons to GTDB R226. Formerly known as family WHSQ01 in GTDB R226. The description of the family is the same as for its type genus Bonnerupium

Family Borkimonadaceae

[bor.ki.mo.na.da'ce.ae] N.L
fem. Borkimonas, the type
genus of the family; L. fem. pl.
suff. -aceae, ending to denote a
family; N.L. fem. pl. n.
Borkimonadaceae, the
Borkimonas family

Family established on the basis of phylogenomic comparisons to GTDB R226. Formerly known as family Palsa-1178 in GTDB R226. The description of the family is the same as for its type genus Borkimonas

Family Bovimorphaceae

[bo.vi.mor.pha'ce.ae] N.L fem.
Bovimorpha, the type genus of
the family; L. fem. pl. suff.  -
aceae, ending to denote a
family; N.L. fem. pl. n.
Bovimorphaceae, the
Bovimorpha family

Family established on the basis of phylogenomic comparisons to GTDB R226. Formerly known as family CAIRYW01 in GTDB R226. The description of the family is the same as for its type genus Bovimorpha

Family
Bregningeabaceae

[breg.nin.ge.a.ba'ce.ae] N.L
fem. Bregningeaba, the type
genus of the family; L. fem. pl.
suff. -aceae, ending to denote a
family; N.L. fem. pl. n.
Bregningeabaceae, the
Bregningeaba family

Family established on the basis of phylogenomic comparisons to GTDB R226. The description of the family is the same as for its type species Bregningeaba aquidulcis.

Family
Bregningesomataceae

[breg.nin.ge.so.ma.ta'ce.ae] N.L
neut. Bregningesoma, the type
genus of the family; L. fem. pl.
suff. -aceae, ending to denote a
family; N.L. fem. pl. n.
Bregningesomataceae, the
Bregningesoma family

Family established on the basis of phylogenomic comparisons to GTDB R226. The description of the family is the same as for its type genus Bregningesoma.

Family
Bregningevitaceae

[breg.nin.ge.vi.ta'ce.ae] N.L
fem. Bregningevita, the type
genus of the family; L. fem. pl.
suff. -aceae, ending to denote a
family; N.L. fem. pl. n.
Bregningevitaceae, the
Bregningevita family

Family established on the basis of phylogenomic comparisons to GTDB R226. Formerly known as family SCN-69-37 in GTDB R226. The description of the family is the same as for its type species 

Family Brobyanaceae

[bro.by.a.na'ce.ae] N.L fem.
Brobyana, the type genus of the
family; L. fem. pl. suff.  -aceae,
ending to denote a family; N.L.
fem. pl. n. Brobyanaceae, the
Brobyana family

Family established on the basis of phylogenomic comparisons to GTDB R226. Formerly known as family UBA9217 in GTDB R226. The description of the family is the same as for its type genus Brobyana

Family Broendumiaceae

[broen.du.mi.a'ce.ae] N.L neut.
Broendumium, the type genus
of the family; L. fem. pl. suff.  -
aceae, ending to denote a
family; N.L. fem. pl. n.
Broendumiaceae, the
Broendumium family

Family established on the basis of phylogenomic comparisons to GTDB R226. Formerly known as family JAJFMK01 in GTDB R226. The description of the family is the same as for its type species Broendumium telluricum

Family
Broendumivitaceae

[broen.du.mi.vi.ta'ce.ae] N.L
fem. Broendumivita, the type
genus of the family; L. fem. pl.
suff. -aceae, ending to denote a
family; N.L. fem. pl. n.

Family established on the basis of phylogenomic comparisons to GTDB R226. Formerly known as family SZUA-254 in GTDB R226. The description of the family is the same as for its type genus Broendumivita
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Broendumivitaceae, the
Broendumivita family

Family
Brorstrupimenaceae

[bror.stru.pi.me.na'ce.ae] N.L
neut. Brorstrupimen, the type
genus of the family; L. fem. pl.
suff. -aceae, ending to denote a
family; N.L. fem. pl. n.
Brorstrupimenaceae, the
Brorstrupimen family

Family established on the basis of phylogenomic comparisons to GTDB R226. Formerly known as family PALSA-660 in GTDB R226. The description of the family is the same as for its type species 

Family Bryndumiaceae

[bryn.du.mi.a'ce.ae] N.L masc.
Bryndumius, the type genus of
the family; L. fem. pl. suff.  -
aceae, ending to denote a
family; N.L. fem. pl. n.
Bryndumiaceae, the Bryndumius
family

Family established on the basis of phylogenomic comparisons to GTDB R226. The description of the family is the same as for its type genus Bryndumius.

Family
Byrumiviventaceae

[by.ru.mi.vi.ven.ta'ce.ae] N.L
masc. Byrumivivens, the type
genus of the family; L. fem. pl.
suff. -aceae, ending to denote a
family; N.L. fem. pl. n.
Byrumiviventaceae, the
Byrumivivens family

Family established on the basis of phylogenomic comparisons to GTDB R226. Formerly known as family JAJPJE01 in GTDB R226. The description of the family is the same as for its type species Byrumivivens contiguus

Family
Christiansfeldiaceae

[chris.ti.ans.fel.di.a'ce.ae] N.L
neut. Christiansfeldium, the
type genus of the family; L.
fem. pl. suff. -aceae, ending to
denote a family; N.L. fem. pl.
n. Christiansfeldiaceae, the
Christiansfeldium family

Family established on the basis of phylogenomic comparisons to GTDB R226. The description of the family is the same as for its type genus Christiansfeldium.

Family
Daastrupimenaceae

[da.as.tru.pi.me.na'ce.ae] N.L
neut. Daastrupimen, the type
genus of the family; L. fem. pl.
suff. -aceae, ending to denote a
family; N.L. fem. pl. n.
Daastrupimenaceae, the
Daastrupimen family

Family established on the basis of phylogenomic comparisons to GTDB R226. Formerly known as family JAHEKZ01 in GTDB R226. The description of the family is the same as for its type genus Daastrupimen

Family
Dommerbymenaceae

[dom.mer.by.me.na'ce.ae] N.L
neut. Dommerbymen, the type
genus of the family; L. fem. pl.
suff. -aceae, ending to denote a
family; N.L. fem. pl. n.
Dommerbymenaceae, the
Dommerbymen family

Family established on the basis of phylogenomic comparisons to GTDB R226. Formerly known as family JACNKJ01 in GTDB R226. The description of the family is the same as for its type genus Dommerbymen

Family
Dragstrupisomataceae

[drag.stru.pi.so.ma.ta'ce.ae] N.L
neut. Dragstrupisoma, the type
genus of the family; L. fem. pl.
suff. -aceae, ending to denote a
family; N.L. fem. pl. n.
Dragstrupisomataceae, the
Dragstrupisoma family

Family established on the basis of phylogenomic comparisons to GTDB R226. Formerly known as family JBBDJG01 in GTDB R226. The description of the family is the same as for its type species Dragstrupisoma humicum

Family Drigstrupiaceae

[drig.stru.pi.a'ce.ae] N.L neut.
Drigstrupium, the type genus of
the family; L. fem. pl. suff.  -
aceae, ending to denote a
family; N.L. fem. pl. n.
Drigstrupiaceae, the
Drigstrupium family

Family established on the basis of phylogenomic comparisons to GTDB R226. Formerly known as family BA12 in GTDB R226. The description of the family is the same as for its type species Drigstrupium litorale

Family Ebdrupicolaceae

[eb.dru.pi.co.la'ce.ae] N.L
masc. Ebdrupicola, the type
genus of the family; L. fem. pl.
suff. -aceae, ending to denote a
family; N.L. fem. pl. n.
Ebdrupicolaceae, the
Ebdrupicola family

Family established on the basis of phylogenomic comparisons to GTDB R226. Formerly known as family CFX8 in GTDB R226. The description of the family is the same as for its type species Ebdrupicola septentrionalis
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Family
Egensehabitantaceae

[eg.en.se.ha.bi.tan.ta'ce.ae] N.L
masc. Egensehabitans, the type
genus of the family; L. fem. pl.
suff. -aceae, ending to denote a
family; N.L. fem. pl. n.
Egensehabitantaceae, the
Egensehabitans family

Family established on the basis of phylogenomic comparisons to GTDB R226. Formerly known as family JACQTL01 in GTDB R226. The description of the family is the same as for its type genus Egensehabitans

Family Ejsingicoccaceae

[ej.sin.gi.coc.ca'ce.ae] N.L
masc. Ejsingicoccus, the type
genus of the family; L. fem. pl.
suff. -aceae, ending to denote a
family; N.L. fem. pl. n.
Ejsingicoccaceae, the
Ejsingicoccus family

Family established on the basis of phylogenomic comparisons to GTDB R226. Formerly known as family UBA5629 in GTDB R226. The description of the family is the same as for its type genus Ejsingicoccus

Family
Elmelundeabaceae

[el.me.lun.de.a.ba'ce.ae] N.L
fem. Elmelundeaba, the type
genus of the family; L. fem. pl.
suff. -aceae, ending to denote a
family; N.L. fem. pl. n.
Elmelundeabaceae, the
Elmelundeaba family

Family established on the basis of phylogenomic comparisons to GTDB R226. Formerly known as family JACDCH01 in GTDB R226. The description of the family is the same as for its type species 

Family Engbjergivitaceae

[eng.bjer.gi.vi.ta'ce.ae] N.L
fem. Engbjergivita, the type
genus of the family; L. fem. pl.
suff. -aceae, ending to denote a
family; N.L. fem. pl. n.
Engbjergivitaceae, the
Engbjergivita family

Family established on the basis of phylogenomic comparisons to GTDB R226. Formerly known as family QNYZ01 in GTDB R226. The description of the family is the same as for its type species Engbjergivita europaea

Family
Enslevisomataceae

[en.sle.vi.so.ma.ta'ce.ae] N.L
neut. Enslevisoma, the type
genus of the family; L. fem. pl.
suff. -aceae, ending to denote a
family; N.L. fem. pl. n.
Enslevisomataceae, the
Enslevisoma family

Family established on the basis of phylogenomic comparisons to GTDB R226. Formerly known as family DATIHE01 in GTDB R226. The description of the family is the same as for its type genus Enslevisoma

Family
Enstedimicrobiaceae

[en.ste.di.mi.cro.bi.a'ce.ae] N.L
neut. Enstedimicrobium, the
type genus of the family; L.
fem. pl. suff. -aceae, ending to
denote a family; N.L. fem. pl.
n. Enstedimicrobiaceae, the
Enstedimicrobium family

Family established on the basis of phylogenomic comparisons to GTDB R226. Formerly known as family UBA2103 in GTDB R226. The description of the family is the same as for its type genus Enstedimicrobium

Family Estvadiaceae

[est.va.di.a'ce.ae] N.L masc.
Estvadius, the type genus of the
family; L. fem. pl. suff.  -aceae,
ending to denote a family; N.L.
fem. pl. n. Estvadiaceae, the
Estvadius family

Family established on the basis of phylogenomic comparisons to GTDB R226. Formerly known as family SM23-35 in GTDB R226. The description of the family is the same as for its type species Estvadius lacustris

Family
Faaborgimorphaceae

[fa.a.bor.gi.mor.pha'ce.ae] N.L
fem. Faaborgimorpha, the type
genus of the family; L. fem. pl.
suff. -aceae, ending to denote a
family; N.L. fem. pl. n.
Faaborgimorphaceae, the
Faaborgimorpha family

Family established on the basis of phylogenomic comparisons to GTDB R226. Formerly known as family Bog-793 in GTDB R226. The description of the family is the same as for its type species Faaborgimorpha humica

Family
Fausingibacteraceae

[fau.sin.gi.bac.te.ra'ce.ae] N.L
masc. Fausingibacter, the type
genus of the family; L. fem. pl.
suff. -aceae, ending to denote a
family; N.L. fem. pl. n.
Fausingibacteraceae, the
Fausingibacter family

Family established on the basis of phylogenomic comparisons to GTDB R226. Formerly known as family JAHFUA01 in GTDB R226. The description of the family is the same as for its type species Fausingibacter adiacens

Family Flynderiellaceae

[flyn.de.ri.el.la'ce.ae] N.L fem.
Flynderiella, the type genus of
the family; L. fem. pl. suff.  -
aceae, ending to denote a
family; N.L. fem. pl. n.

Family established on the basis of phylogenomic comparisons to GTDB R226. The description of the family is the same as for its type genus Flynderiella.
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Flynderiellaceae, the
Flynderiella family

Family Framlevivitaceae

[fram.le.vi.vi.ta'ce.ae] N.L fem.
Framlevivita, the type genus of
the family; L. fem. pl. suff.  -
aceae, ending to denote a
family; N.L. fem. pl. n.
Framlevivitaceae, the
Framlevivita family

Family established on the basis of phylogenomic comparisons to GTDB R226. Formerly known as family JANYDT01 in GTDB R226. The description of the family is the same as for its type species Framlevivita sediminis

Family
Fredensisomataceae

[fre.den.si.so.ma.ta'ce.ae] N.L
neut. Fredensisoma, the type
genus of the family; L. fem. pl.
suff. -aceae, ending to denote a
family; N.L. fem. pl. n.
Fredensisomataceae, the
Fredensisoma family

Family established on the basis of phylogenomic comparisons to GTDB R226. Formerly known as family JABDJR01 in GTDB R226. The description of the family is the same as for its type genus Fredensisoma

Family
Froerupimorphaceae

[froe.ru.pi.mor.pha'ce.ae] N.L
fem. Froerupimorpha, the type
genus of the family; L. fem. pl.
suff. -aceae, ending to denote a
family; N.L. fem. pl. n.
Froerupimorphaceae, the
Froerupimorpha family

Family established on the basis of phylogenomic comparisons to GTDB R226. The description of the family is the same as for its type genus Froerupimorpha.

Family
Galtenibacteraceae

[gal.te.ni.bac.te.ra'ce.ae] N.L
masc. Galtenibacter, the type
genus of the family; L. fem. pl.
suff. -aceae, ending to denote a
family; N.L. fem. pl. n.
Galtenibacteraceae, the
Galtenibacter family

Family established on the basis of phylogenomic comparisons to GTDB R226. Formerly known as family UBA10428 in GTDB R226. The description of the family is the same as for its type species 

Family
Gammelstrupiaceae

[gam.mel.stru.pi.a'ce.ae] N.L
neut. Gammelstrupium, the
type genus of the family; L.
fem. pl. suff. -aceae, ending to
denote a family; N.L. fem. pl.
n. Gammelstrupiaceae, the
Gammelstrupium family

Family established on the basis of phylogenomic comparisons to GTDB R226. Formerly known as family UBA4811 in GTDB R226. The description of the family is the same as for its type species Gammelstrupium septentrionale

Family Glyngoereaceae

[glyn.goe.re.a'ce.ae] N.L neut.
Glyngoereum, the type genus of
the family; L. fem. pl. suff.  -
aceae, ending to denote a
family; N.L. fem. pl. n.
Glyngoereaceae, the
Glyngoereum family

Family established on the basis of phylogenomic comparisons to GTDB R226. Formerly known as family ZC4RG35 in GTDB R226. The description of the family is the same as for its type genus Glyngoereum

Family Granslevivitaceae

[grans.le.vi.vi.ta'ce.ae] N.L
fem. Granslevivita, the type
genus of the family; L. fem. pl.
suff. -aceae, ending to denote a
family; N.L. fem. pl. n.
Granslevivitaceae, the
Granslevivita family

Family established on the basis of phylogenomic comparisons to GTDB R226. Formerly known as family HRBIN12 in GTDB R226. The description of the family is the same as for its type genus Granslevivita

Family
Grarupibacteriaceae

[gra.ru.pi.bac.te.ri.a'ce.ae] N.L
neut. Grarupibacterium, the
type genus of the family; L.
fem. pl. suff. -aceae, ending to
denote a family; N.L. fem. pl.
n. Grarupibacteriaceae, the
Grarupibacterium family

Family established on the basis of phylogenomic comparisons to GTDB R226. Formerly known as family RBG-13-42-11 in GTDB R226. The description of the family is the same as for its type species 

Family
Grarupimicrobiaceae

[gra.ru.pi.mi.cro.bi.a'ce.ae] N.L
neut. Grarupimicrobium, the
type genus of the family; L.
fem. pl. suff. -aceae, ending to
denote a family; N.L. fem. pl.
n. Grarupimicrobiaceae, the
Grarupimicrobium family

Family established on the basis of phylogenomic comparisons to GTDB R226. Formerly known as family GWC2-37-13 in GTDB R226. The description of the family is the same as for its type genus 

[groen.nin.gi.me.na'ce.ae] N.L
neut. Groenningimen, the type
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Family
Groenningimenaceae

genus of the family; L. fem. pl.
suff. -aceae, ending to denote a
family; N.L. fem. pl. n.
Groenningimenaceae, the
Groenningimen family

Family established on the basis of phylogenomic comparisons to GTDB R226. Formerly known as family PHOS-HE28 in GTDB R226. The description of the family is the same as for its type species 

Family
Guldagerisomataceae

[gul.da.ge.ri.so.ma.ta'ce.ae] N.L
neut. Guldagerisoma, the type
genus of the family; L. fem. pl.
suff. -aceae, ending to denote a
family; N.L. fem. pl. n.
Guldagerisomataceae, the
Guldagerisoma family

Family established on the basis of phylogenomic comparisons to GTDB R226. Formerly known as family FEB-12 in GTDB R226. The description of the family is the same as for its type genus Guldagerisoma

Family Gyllingicolaceae

[gyl.lin.gi.co.la'ce.ae] N.L
masc. Gyllingicola, the type
genus of the family; L. fem. pl.
suff. -aceae, ending to denote a
family; N.L. fem. pl. n.
Gyllingicolaceae, the
Gyllingicola family

Family established on the basis of phylogenomic comparisons to GTDB R226. Formerly known as family UBA11236 in GTDB R226. The description of the family is the same as for its type genus Gyllingicola

Family
Gyllingisomataceae

[gyl.lin.gi.so.ma.ta'ce.ae] N.L
neut. Gyllingisoma, the type
genus of the family; L. fem. pl.
suff. -aceae, ending to denote a
family; N.L. fem. pl. n.
Gyllingisomataceae, the
Gyllingisoma family

Family established on the basis of phylogenomic comparisons to GTDB R226. Formerly known as family JADMIN01 in GTDB R226. The description of the family is the same as for its type species Gyllingisoma affine

Family
Haasumiviventaceae

[ha.a.su.mi.vi.ven.ta'ce.ae] N.L
masc. Haasumivivens, the type
genus of the family; L. fem. pl.
suff. -aceae, ending to denote a
family; N.L. fem. pl. n.
Haasumiviventaceae, the
Haasumivivens family

Family established on the basis of phylogenomic comparisons to GTDB R226. Formerly known as family GWB1-50-10 in GTDB R226. The description of the family is the same as for its type genus 

Family
Hadbjergicolaceae

[had.bjer.gi.co.la'ce.ae] N.L
masc. Hadbjergicola, the type
genus of the family; L. fem. pl.
suff. -aceae, ending to denote a
family; N.L. fem. pl. n.
Hadbjergicolaceae, the
Hadbjergicola family

Family established on the basis of phylogenomic comparisons to GTDB R226. Formerly known as family UBA5550 in GTDB R226. The description of the family is the same as for its type genus Hadbjergicola

Family Haldumiellaceae

[hal.du.mi.el.la'ce.ae] N.L fem.
Haldumiella, the type genus of
the family; L. fem. pl. suff.  -
aceae, ending to denote a
family; N.L. fem. pl. n.
Haldumiellaceae, the
Haldumiella family

Family established on the basis of phylogenomic comparisons to GTDB R226. Formerly known as family UBA4823 in GTDB R226. The description of the family is the same as for its type species Haldumiella vicina

Family Halkibacteraceae

[hal.ki.bac.te.ra'ce.ae] N.L
masc. Halkibacter, the type
genus of the family; L. fem. pl.
suff. -aceae, ending to denote a
family; N.L. fem. pl. n.
Halkibacteraceae, the
Halkibacter family

Family established on the basis of phylogenomic comparisons to GTDB R226. Formerly known as family JAFGAV01 in GTDB R226. The description of the family is the same as for its type species Halkibacter septentrionalis

Family Halkiellaceae

[hal.ki.el.la'ce.ae] N.L fem.
Halkiella, the type genus of the
family; L. fem. pl. suff.  -aceae,
ending to denote a family; N.L.
fem. pl. n. Halkiellaceae, the
Halkiella family

Family established on the basis of phylogenomic comparisons to GTDB R226. Formerly known as family BS750m-G39 in GTDB R226. The description of the family is the same as for its type species 

Family Havbroaceae

[hav.bro.a'ce.ae] N.L neut.
Havbroum, the type genus of
the family; L. fem. pl. suff.  -
aceae, ending to denote a
family; N.L. fem. pl. n.
Havbroaceae, the Havbroum

Family established on the basis of phylogenomic comparisons to GTDB R226. Formerly known as family PALSA-1355 in GTDB R226. The description of the family is the same as for its type species 
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family

Family
Havbromicrobiaceae

[hav.bro.mi.cro.bi.a'ce.ae] N.L
neut. Havbromicrobium, the
type genus of the family; L.
fem. pl. suff. -aceae, ending to
denote a family; N.L. fem. pl.
n. Havbromicrobiaceae, the
Havbromicrobium family

Family established on the basis of phylogenomic comparisons to GTDB R226. Formerly known as family OLB7 in GTDB R226. The description of the family is the same as for its type genus Havbromicrobium

Family
Haversleviellaceae

[ha.ver.sle.vi.el.la'ce.ae] N.L
fem. Haversleviella, the type
genus of the family; L. fem. pl.
suff. -aceae, ending to denote a
family; N.L. fem. pl. n.
Haversleviellaceae, the
Haversleviella family

Family established on the basis of phylogenomic comparisons to GTDB R226. Formerly known as family CAIYYT01 in GTDB R226. The description of the family is the same as for its type genus Haversleviella

Family Hemmediabaceae

[hem.me.di.a.ba'ce.ae] N.L
fem. Hemmediaba, the type
genus of the family; L. fem. pl.
suff. -aceae, ending to denote a
family; N.L. fem. pl. n.
Hemmediabaceae, the
Hemmediaba family

Family established on the basis of phylogenomic comparisons to GTDB R226. Formerly known as family JACCUZ01 in GTDB R226. The description of the family is the same as for its type genus Hemmediaba

Family
Henneviventaceae

[hen.ne.vi.ven.ta'ce.ae] N.L
masc. Hennevivens, the type
genus of the family; L. fem. pl.
suff. -aceae, ending to denote a
family; N.L. fem. pl. n.
Henneviventaceae, the
Hennevivens family

Family established on the basis of phylogenomic comparisons to GTDB R226. Formerly known as family SG8-39 in GTDB R226. The description of the family is the same as for its type species Hennevivens glebicus

Family Hindborgianaceae

[hind.bor.gi.a.na'ce.ae] N.L
fem. Hindborgiana, the type
genus of the family; L. fem. pl.
suff. -aceae, ending to denote a
family; N.L. fem. pl. n.
Hindborgianaceae, the
Hindborgiana family

Family established on the basis of phylogenomic comparisons to GTDB R226. The description of the family is the same as for its type species Hindborgiana septentrionalis.

Family Hinnerupianaceae

[hin.ne.ru.pi.a.na'ce.ae] N.L
fem. Hinnerupiana, the type
genus of the family; L. fem. pl.
suff. -aceae, ending to denote a
family; N.L. fem. pl. n.
Hinnerupianaceae, the
Hinnerupiana family

Family established on the basis of phylogenomic comparisons to GTDB R226. Formerly known as family JACRBU01 in GTDB R226. The description of the family is the same as for its type species Hinnerupiana septentrionalis

Family
Hjertingimenaceae

[hjer.tin.gi.me.na'ce.ae] N.L
neut. Hjertingimen, the type
genus of the family; L. fem. pl.
suff. -aceae, ending to denote a
family; N.L. fem. pl. n.
Hjertingimenaceae, the
Hjertingimen family

Family established on the basis of phylogenomic comparisons to GTDB R226. Formerly known as family SLFE01 in GTDB R226. The description of the family is the same as for its type species Hjertingimen septentrionale

Family
Hjertingisomataceae

[hjer.tin.gi.so.ma.ta'ce.ae] N.L
neut. Hjertingisoma, the type
genus of the family; L. fem. pl.
suff. -aceae, ending to denote a
family; N.L. fem. pl. n.
Hjertingisomataceae, the
Hjertingisoma family

Family established on the basis of phylogenomic comparisons to GTDB R226. Formerly known as family UBA6623 in GTDB R226. The description of the family is the same as for its type species Hjertingisoma contiguum

Family
Hjordkaeriellaceae

[hjord.kae.ri.el.la'ce.ae] N.L
fem. Hjordkaeriella, the type
genus of the family; L. fem. pl.
suff. -aceae, ending to denote a
family; N.L. fem. pl. n.
Hjordkaeriellaceae, the
Hjordkaeriella family

Family established on the basis of phylogenomic comparisons to GTDB R226. Formerly known as family UBA11358 in GTDB R226. The description of the family is the same as for its type species Hjordkaeriella lacustris

[hoej.sle.vi.co.la'ce.ae] N.L
masc. Hoejslevicola, the type
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Family Hoejslevicolaceae genus of the family; L. fem. pl.
suff. -aceae, ending to denote a
family; N.L. fem. pl. n.
Hoejslevicolaceae, the
Hoejslevicola family

Family established on the basis of phylogenomic comparisons to GTDB R226. Formerly known as family UBA11858 in GTDB R226. The description of the family is the same as for its type species Hoejslevicola scandiae

Family
Hoerupimicrobiaceae

[hoe.ru.pi.mi.cro.bi.a'ce.ae] N.L
neut. Hoerupimicrobium, the
type genus of the family; L.
fem. pl. suff. -aceae, ending to
denote a family; N.L. fem. pl.
n. Hoerupimicrobiaceae, the
Hoerupimicrobium family

Family established on the basis of phylogenomic comparisons to GTDB R226. Formerly known as family SBAW01 in GTDB R226. The description of the family is the same as for its type genus Hoerupimicrobium

Family
Holboelimenaceae

[hol.boe.li.me.na'ce.ae] N.L
neut. Holboelimen, the type
genus of the family; L. fem. pl.
suff. -aceae, ending to denote a
family; N.L. fem. pl. n.
Holboelimenaceae, the
Holboelimen family

Family established on the basis of phylogenomic comparisons to GTDB R226. Formerly known as family UBA10030 in GTDB R226. The description of the family is the same as for its type genus Holboelimen

Family Holtecolaceae

[hol.te.co.la'ce.ae] N.L masc.
Holtecola, the type genus of the
family; L. fem. pl. suff.  -aceae,
ending to denote a family; N.L.
fem. pl. n. Holtecolaceae, the
Holtecola family

Family established on the basis of phylogenomic comparisons to GTDB R226. Formerly known as family GCA-2729495 in GTDB R226. The description of the family is the same as for its type genus 

Family Homenaceae

[ho.me.na'ce.ae] N.L neut.
Homen, the type genus of the
family; L. fem. pl. suff.  -aceae,
ending to denote a family; N.L.
fem. pl. n. Homenaceae, the
Homen family

Family established on the basis of phylogenomic comparisons to GTDB R226. Formerly known as family UBA6960 in GTDB R226. The description of the family is the same as for its type species Homen litorale

Family
Hoptrupicoccaceae

N.L. masc. n. Hoptrupicoccus,
the type genus of the family; L.
fem. pl. suff. -aceae, ending to
denote a family; N.L. fem. pl.
n. Hoptrupicoccaceae, the
Hoptrupicoccus family

Family established on the basis of phylogenomic comparisons to GTDB R226. Formerly known as family UBA5629 in GTDB R226. The description of the family is the same as for its type genus Hoptrupicoccus

Family
Hoptrupisomataceae

[hop.tru.pi.so.ma.ta'ce.ae] N.L
neut. Hoptrupisoma, the type
genus of the family; L. fem. pl.
suff. -aceae, ending to denote a
family; N.L. fem. pl. n.
Hoptrupisomataceae, the
Hoptrupisoma family

Family established on the basis of phylogenomic comparisons to GTDB R226. Formerly known as family 2-02-FULL-66-22 in GTDB R226. The description of the family is the same as for its type species 

Family Hornumianaceae

[hor.nu.mi.a.na'ce.ae] N.L fem.
Hornumiana, the type genus of
the family; L. fem. pl. suff.  -
aceae, ending to denote a
family; N.L. fem. pl. n.
Hornumianaceae, the
Hornumiana family

Family established on the basis of phylogenomic comparisons to GTDB R226. Formerly known as family JBFLZX01 in GTDB R226. The description of the family is the same as for its type genus Hornumiana

Family
Hornumimonadaceae

[hor.nu.mi.mo.na.da'ce.ae] N.L
fem. Hornumimonas, the type
genus of the family; L. fem. pl.
suff. -aceae, ending to denote a
family; N.L. fem. pl. n.
Hornumimonadaceae, the
Hornumimonas family

Family established on the basis of phylogenomic comparisons to GTDB R226. Formerly known as family JBBQDK01 in GTDB R226. The description of the family is the same as for its type genus Hornumimonas

Family
Horsholmimenaceae

[hors.hol.mi.me.na'ce.ae] N.L
neut. Horsholmimen, the type
genus of the family; L. fem. pl.
suff. -aceae, ending to denote a
family; N.L. fem. pl. n.
Horsholmimenaceae, the
Horsholmimen family

Family established on the basis of phylogenomic comparisons to GTDB R226. Formerly known as family UBA2185 in GTDB R226. The description of the family is the same as for its type species Horsholmimen propinquum
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Family Hoveniabaceae

[ho.ve.ni.a.ba'ce.ae] N.L fem.
Hoveniaba, the type genus of
the family; L. fem. pl. suff.  -
aceae, ending to denote a
family; N.L. fem. pl. n.
Hoveniabaceae, the Hoveniaba
family

Family established on the basis of phylogenomic comparisons to GTDB R226. Formerly known as family SM23-28-2 in GTDB R226. The description of the family is the same as for its type genus Hoveniaba

Family
Husbymorphaceae

[hus.by.mor.pha'ce.ae] N.L
fem. Husbymorpha, the type
genus of the family; L. fem. pl.
suff. -aceae, ending to denote a
family; N.L. fem. pl. n.
Husbymorphaceae, the
Husbymorpha family

Family established on the basis of phylogenomic comparisons to GTDB R226. Formerly known as family JAICJC01 in GTDB R226. The description of the family is the same as for its type species Husbymorpha tellurica

Family Hvidbjergiaceae

[hvid.bjer.gi.a'ce.ae] N.L masc.
Hvidbjergius, the type genus of
the family; L. fem. pl. suff.  -
aceae, ending to denote a
family; N.L. fem. pl. n.
Hvidbjergiaceae, the
Hvidbjergius family

Family established on the basis of phylogenomic comparisons to GTDB R226. Formerly known as family JACORV01 in GTDB R226. The description of the family is the same as for its type species 

Family
Ibskerisomataceae

[ib.ske.ri.so.ma.ta'ce.ae] N.L
neut. Ibskerisoma, the type
genus of the family; L. fem. pl.
suff. -aceae, ending to denote a
family; N.L. fem. pl. n.
Ibskerisomataceae, the
Ibskerisoma family

Family established on the basis of phylogenomic comparisons to GTDB R226. Formerly known as family JAURND01 in GTDB R226. The description of the family is the same as for its type genus Ibskerisoma

Family Iglsoeviventaceae

[igl.soe.vi.ven.ta'ce.ae] N.L
masc. Iglsoevivens, the type
genus of the family; L. fem. pl.
suff. -aceae, ending to denote a
family; N.L. fem. pl. n.
Iglsoeviventaceae, the
Iglsoevivens family

Family established on the basis of phylogenomic comparisons to GTDB R226. Formerly known as family XN24 in GTDB R226. The description of the family is the same as for its type genus Iglsoevivens

Family
Janderupisomataceae

[jan.de.ru.pi.so.ma.ta'ce.ae] N.L
neut. Janderupisoma, the type
genus of the family; L. fem. pl.
suff. -aceae, ending to denote a
family; N.L. fem. pl. n.
Janderupisomataceae, the
Janderupisoma family

Family established on the basis of phylogenomic comparisons to GTDB R226. Formerly known as family JASBUN01 in GTDB R226. The description of the family is the same as for its type genus Janderupisoma

Family
Jannerupisomataceae

[jan.ne.ru.pi.so.ma.ta'ce.ae] N.L
neut. Jannerupisoma, the type
genus of the family; L. fem. pl.
suff. -aceae, ending to denote a
family; N.L. fem. pl. n.
Jannerupisomataceae, the
Jannerupisoma family

Family established on the basis of phylogenomic comparisons to GTDB R226. Formerly known as family JABCYS01 in GTDB R226. The description of the family is the same as for its type species Jannerupisoma glebicum

Family Jebjergicolaceae

[jeb.jer.gi.co.la'ce.ae] N.L
masc. Jebjergicola, the type
genus of the family; L. fem. pl.
suff. -aceae, ending to denote a
family; N.L. fem. pl. n.
Jebjergicolaceae, the
Jebjergicola family

Family established on the basis of phylogenomic comparisons to GTDB R226. Formerly known as family BPGG01 in GTDB R226. The description of the family is the same as for its type species Jebjergicola affinis

Family Jelsivitaceae

[jel.si.vi.ta'ce.ae] N.L fem.
Jelsivita, the type genus of the
family; L. fem. pl. suff.  -aceae,
ending to denote a family; N.L.
fem. pl. n. Jelsivitaceae, the
Jelsivita family

Family established on the basis of phylogenomic comparisons to GTDB R226. Formerly known as family JAOACQ01 in GTDB R226. The description of the family is the same as for its type species 

Family
Jetsmarkimenaceae

[jet.smar.ki.me.na'ce.ae] N.L
neut. Jetsmarkimen, the type
genus of the family; L. fem. pl.
suff. -aceae, ending to denote a
family; N.L. fem. pl. n.

Family established on the basis of phylogenomic comparisons to GTDB R226. Formerly known as family Palsa-1295 in GTDB R226. The description of the family is the same as for its type genus Jetsmarkimen
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Jetsmarkimenaceae, the
Jetsmarkimen family

Family
Jungshovediabaceae

[jungs.ho.ve.di.a.ba'ce.ae] N.L
fem. Jungshovediaba, the type
genus of the family; L. fem. pl.
suff. -aceae, ending to denote a
family; N.L. fem. pl. n.
Jungshovediabaceae, the
Jungshovediaba family

Family established on the basis of phylogenomic comparisons to GTDB R226. Formerly known as family CAIJKY01 in GTDB R226. The description of the family is the same as for its type species Jungshovediaba propinqua

Family
Karupiplasmataceae

[ka.ru.pi.plas.ma.ta'ce.ae] N.L
neut. Karupiplasma, the type
genus of the family; L. fem. pl.
suff. -aceae, ending to denote a
family; N.L. fem. pl. n.
Karupiplasmataceae, the
Karupiplasma family

Family established on the basis of phylogenomic comparisons to GTDB R226. Formerly known as family UBA184 in GTDB R226. The description of the family is the same as for its type genus Karupiplasma

Family Kastediabaceae

[kas.te.di.a.ba'ce.ae] N.L fem.
Kastediaba, the type genus of
the family; L. fem. pl. suff.  -
aceae, ending to denote a
family; N.L. fem. pl. n.
Kastediabaceae, the Kastediaba
family

Family established on the basis of phylogenomic comparisons to GTDB R226. Formerly known as family CSP1-6 in GTDB R226. The description of the family is the same as for its type species Kastediaba glebica

Family
Kattrupimenaceae

[kat.tru.pi.me.na'ce.ae] N.L
neut. Kattrupimen, the type
genus of the family; L. fem. pl.
suff. -aceae, ending to denote a
family; N.L. fem. pl. n.
Kattrupimenaceae, the
Kattrupimen family

Family established on the basis of phylogenomic comparisons to GTDB R226. Formerly known as family CAIQCM01 in GTDB R226. The description of the family is the same as for its type genus Kattrupimen

Family Kliplevianaceae

[klip.le.vi.a.na'ce.ae] N.L fem.
Klipleviana, the type genus of
the family; L. fem. pl. suff.  -
aceae, ending to denote a
family; N.L. fem. pl. n.
Kliplevianaceae, the Klipleviana
family

Kliplevianaceae"trix-content"Kliplevianaceae> Kliplevianaceae Kliplevianaceae
Kliplevianaceae"trix-content"Kliplevianaceae> Kliplevianaceae Kliplevianaceae
Kliplevianaceae"<em"Kliplevianaceae>Kliplevianaceae"trix-content"Kliplevianaceae>Kliplevianaceae Kliplevianaceae Kliplevianaceae Kliplevianaceae
Kliplevianaceae"<em"Kliplevianaceae>Kliplevianaceae"Kliplevianaceae<em"Kliplevianaceae>Kliplevianaceae"trix-content"KliplevianaceaeKliplevianaceae<Kliplevianaceae/em>Kliplevianaceae>
KliplevianaceaeKliplevianaceae<Kliplevianaceae/em>Kliplevianaceae
Family established on the basis of phylogenomic comparisons to GTDB R226.KliplevianaceaeKliplevianaceae<Kliplevianaceae/em>Kliplevianaceae Formerly known as family 2-01-FULL-56-20 in GTDB R226.KliplevianaceaeKliplevianaceae<
description of the family is the same as for its type genus
KliplevianaceaeKliplevianaceae<Kliplevianaceae/em>KliplevianaceaeKlipleviana<KliplevianaceaeKliplevianaceae<Kliplevianaceae/em>Kliplevianaceae/em>Kliplevianaceae.Kliplevianaceae<KliplevianaceaeKliplevianaceae<
Kliplevianaceae<KliplevianaceaeKliplevianaceae<Kliplevianaceae/em>Kliplevianaceae/div>KliplevianaceaeKliplevianaceae Kliplevianaceae<Kliplevianaceae/div>Kliplevianaceae Kliplevianaceae<
Kliplevianaceae<Kliplevianaceae/div>Kliplevianaceae Kliplevianaceae
Kliplevianaceae <Kliplevianaceae/div>Kliplevianaceae <Kliplevianaceae/div>Kliplevianaceae <Kliplevianaceae/div>Kliplevianaceae <Kliplevianaceae/div>Kliplevianaceae

Family
Klitmollerisomataceae

[klit.mol.le.ri.so.ma.ta'ce.ae]
N.L neut. Klitmollerisoma, the
type genus of the family; L.
fem. pl. suff. -aceae, ending to
denote a family; N.L. fem. pl.
n. Klitmollerisomataceae, the
Klitmollerisoma family

Family established on the basis of phylogenomic comparisons to GTDB R226. Formerly known as family CSP1-4 in GTDB R226. The description of the family is the same as for its type species Klitmollerisoma lacustre

Family Koelkaeriaceae

[koel.kae.ri.a'ce.ae] N.L masc.
Koelkaerius, the type genus of
the family; L. fem. pl. suff.  -
aceae, ending to denote a
family; N.L. fem. pl. n.
Koelkaeriaceae, the Koelkaerius
family

Family established on the basis of phylogenomic comparisons to GTDB R226. Formerly known as family UBA5704 in GTDB R226. The description of the family is the same as for its type species Koelkaerius aridus

Family Koltiaceae

[kol.ti.a'ce.ae] N.L masc.
Koltius, the type genus of the
family; L. fem. pl. suff.  -aceae,
ending to denote a family; N.L.
fem. pl. n. Koltiaceae, the
Koltius family

Family established on the basis of phylogenomic comparisons to GTDB R226. Formerly known as family SZUA-35 in GTDB R226. The description of the family is the same as for its type species Koltius sediminis

Family
Kvaersiplasmataceae

[kvaer.si.plas.ma.ta'ce.ae] N.L
neut. Kvaersiplasma, the type
genus of the family; L. fem. pl.
suff. -aceae, ending to denote a
family; N.L. fem. pl. n.
Kvaersiplasmataceae, the

Family established on the basis of phylogenomic comparisons to GTDB R226. Formerly known as family Bog-38 in GTDB R226. The description of the family is the same as for its type genus Kvaersiplasma
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Kvaersiplasma family

Family Kvolsibacteraceae

[kvol.si.bac.te.ra'ce.ae] N.L
masc. Kvolsibacter, the type
genus of the family; L. fem. pl.
suff. -aceae, ending to denote a
family; N.L. fem. pl. n.
Kvolsibacteraceae, the
Kvolsibacter family

Family established on the basis of phylogenomic comparisons to GTDB R226. Formerly known as family JABWBV01 in GTDB R226. The description of the family is the same as for its type species 

Family
Lillevordemenaceae

[lil.le.vor.de.me.na'ce.ae] N.L
neut. Lillevordemen, the type
genus of the family; L. fem. pl.
suff. -aceae, ending to denote a
family; N.L. fem. pl. n.
Lillevordemenaceae, the
Lillevordemen family

Family established on the basis of phylogenomic comparisons to GTDB R226. Formerly known as family RBC074 in GTDB R226. The description of the family is the same as for its type genus Lillevordemen

Family
Lindetiplasmataceae

[lin.de.ti.plas.ma.ta'ce.ae] N.L
neut. Lindetiplasma, the type
genus of the family; L. fem. pl.
suff. -aceae, ending to denote a
family; N.L. fem. pl. n.
Lindetiplasmataceae, the
Lindetiplasma family

Family established on the basis of phylogenomic comparisons to GTDB R226. Formerly known as family SZUA-161 in GTDB R226. The description of the family is the same as for its type genus Lindetiplasma

Family Ljoersleviellaceae

[ljoer.sle.vi.el.la'ce.ae] N.L fem.
Ljoersleviella, the type genus of
the family; L. fem. pl. suff.  -
aceae, ending to denote a
family; N.L. fem. pl. n.
Ljoersleviellaceae, the
Ljoersleviella family

Family established on the basis of phylogenomic comparisons to GTDB R226. Formerly known as family JADZDJ01 in GTDB R226. The description of the family is the same as for its type species Ljoersleviella tellurica

Family Lodbjergiabaceae

[lod.bjer.gi.a.ba'ce.ae] N.L fem.
Lodbjergiaba, the type genus of
the family; L. fem. pl. suff.  -
aceae, ending to denote a
family; N.L. fem. pl. n.
Lodbjergiabaceae, the
Lodbjergiaba family

Family established on the basis of phylogenomic comparisons to GTDB R226. Formerly known as family PALSA-1337 in GTDB R226. The description of the family is the same as for its type genus 

Family Loegumiabaceae

[loe.gu.mi.a.ba'ce.ae] N.L fem.
Loegumiaba, the type genus of
the family; L. fem. pl. suff.  -
aceae, ending to denote a
family; N.L. fem. pl. n.
Loegumiabaceae, the
Loegumiaba family

Family established on the basis of phylogenomic comparisons to GTDB R226. The description of the family is the same as for its type genus Loegumiaba.

Family
Loejtimicrobiaceae

[loej.ti.mi.cro.bi.a'ce.ae] N.L
neut. Loejtimicrobium, the type
genus of the family; L. fem. pl.
suff. -aceae, ending to denote a
family; N.L. fem. pl. n.
Loejtimicrobiaceae, the
Loejtimicrobium family

Family established on the basis of phylogenomic comparisons to GTDB R226. Formerly known as family RBG-16-43-9 in GTDB R226. The description of the family is the same as for its type genus 

Family Lonstrupiaceae

[lon.stru.pi.a'ce.ae] N.L neut.
Lonstrupium, the type genus of
the family; L. fem. pl. suff.  -
aceae, ending to denote a
family; N.L. fem. pl. n.
Lonstrupiaceae, the
Lonstrupium family

Family established on the basis of phylogenomic comparisons to GTDB R226. Formerly known as family 2-01-FULL-59-12 in GTDB R226. The description of the family is the same as for its type genus 

Family
Lyneplasmataceae

[ly.ne.plas.ma.ta'ce.ae] N.L
neut. Lyneplasma, the type
genus of the family; L. fem. pl.
suff. -aceae, ending to denote a
family; N.L. fem. pl. n.
Lyneplasmataceae, the
Lyneplasma family

Family established on the basis of phylogenomic comparisons to GTDB R226. Formerly known as family TCS64 in GTDB R226. The description of the family is the same as for its type genus Lyneplasma

[lyn.ga.a.bac.te.ra'ce.ae] N.L
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Family
Lyngaabacteraceae

masc. Lyngaabacter, the type
genus of the family; L. fem. pl.
suff. -aceae, ending to denote a
family; N.L. fem. pl. n.
Lyngaabacteraceae, the
Lyngaabacter family

Family established on the basis of phylogenomic comparisons to GTDB R226. Formerly known as family J045 in GTDB R226. The description of the family is the same as for its type genus Lyngaabacter

Family
Madumicoccaceae

[ma.du.mi.coc.ca'ce.ae] N.L
masc. Madumicoccus, the type
genus of the family; L. fem. pl.
suff. -aceae, ending to denote a
family; N.L. fem. pl. n.
Madumicoccaceae, the
Madumicoccus family

Family established on the basis of phylogenomic comparisons to GTDB R226. Formerly known as family UBA12327 in GTDB R226. The description of the family is the same as for its type genus Madumicoccus

Family
Maglebybacteriaceae

[mag.le.by.bac.te.ri.a'ce.ae] N.L
neut. Maglebybacterium, the
type genus of the family; L.
fem. pl. suff. -aceae, ending to
denote a family; N.L. fem. pl.
n. Maglebybacteriaceae, the
Maglebybacterium family

Family established on the basis of phylogenomic comparisons to GTDB R226. Formerly known as family 70-9 in GTDB R226. The description of the family is the same as for its type species Maglebybacterium contiguum

Family
Mammenisomataceae

[mam.me.ni.so.ma.ta'ce.ae] N.L
neut. Mammenisoma, the type
genus of the family; L. fem. pl.
suff. -aceae, ending to denote a
family; N.L. fem. pl. n.
Mammenisomataceae, the
Mammenisoma family

Family established on the basis of phylogenomic comparisons to GTDB R226. Formerly known as family UBA9655 in GTDB R226. The description of the family is the same as for its type genus Mammenisoma

Family Mandoevitaceae

[man.doe.vi.ta'ce.ae] N.L fem.
Mandoevita, the type genus of
the family; L. fem. pl. suff.  -
aceae, ending to denote a
family; N.L. fem. pl. n.
Mandoevitaceae, the
Mandoevita family

Family established on the basis of phylogenomic comparisons to GTDB R226. Formerly known as family UBA9968 in GTDB R226. The description of the family is the same as for its type genus Mandoevita

Family
Marsletimorphaceae

[mars.le.ti.mor.pha'ce.ae] N.L
fem. Marsletimorpha, the type
genus of the family; L. fem. pl.
suff. -aceae, ending to denote a
family; N.L. fem. pl. n.
Marsletimorphaceae, the
Marsletimorpha family

Family established on the basis of phylogenomic comparisons to GTDB R226. Formerly known as family UBA927 in GTDB R226. The description of the family is the same as for its type genus Marsletimorpha

Family Moltrupiellaceae

[mol.tru.pi.el.la'ce.ae] N.L fem.
Moltrupiella, the type genus of
the family; L. fem. pl. suff.  -
aceae, ending to denote a
family; N.L. fem. pl. n.
Moltrupiellaceae, the
Moltrupiella family

Family established on the basis of phylogenomic comparisons to GTDB R226. Formerly known as family UBA9973 in GTDB R226. The description of the family is the same as for its type genus Moltrupiella

Family
Moltrupihabitantaceae

[mol.tru.pi.ha.bi.tan.ta'ce.ae]
N.L masc. Moltrupihabitans,
the type genus of the family; L.
fem. pl. suff. -aceae, ending to
denote a family; N.L. fem. pl.
n. Moltrupihabitantaceae, the
Moltrupihabitans family

Family established on the basis of phylogenomic comparisons to GTDB R226. Formerly known as family JAENIV01 in GTDB R226. The description of the family is the same as for its type genus Moltrupihabitans

Family Morsimorphaceae

[mor.si.mor.pha'ce.ae] N.L fem.
Morsimorpha, the type genus of
the family; L. fem. pl. suff.  -
aceae, ending to denote a
family; N.L. fem. pl. n.
Morsimorphaceae, the
Morsimorpha family

Family established on the basis of phylogenomic comparisons to GTDB R226. Formerly known as family E44-bin32 in GTDB R226. The description of the family is the same as for its type species 

Family Mosbjergiaceae

[mos.bjer.gi.a'ce.ae] N.L masc.
Mosbjergius, the type genus of
the family; L. fem. pl. suff.  -
aceae, ending to denote a
family; N.L. fem. pl. n.

Family established on the basis of phylogenomic comparisons to GTDB R226. Formerly known as family Fen-336 in GTDB R226. The description of the family is the same as for its type genus Mosbjergius
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Mosbjergiaceae, the Mosbjergius
family

Family Munkeboaceae

[mun.ke.bo.a'ce.ae] N.L neut.
Munkeboum, the type genus of
the family; L. fem. pl. suff.  -
aceae, ending to denote a
family; N.L. fem. pl. n.
Munkeboaceae, the Munkeboum
family

Family established on the basis of phylogenomic comparisons to GTDB R226. Formerly known as family RSA9 in GTDB R226. The description of the family is the same as for its type species Munkeboum oricum

Family
Naesbjergiellaceae

[naes.bjer.gi.el.la'ce.ae] N.L
fem. Naesbjergiella, the type
genus of the family; L. fem. pl.
suff. -aceae, ending to denote a
family; N.L. fem. pl. n.
Naesbjergiellaceae, the
Naesbjergiella family

Family established on the basis of phylogenomic comparisons to GTDB R226. Formerly known as family UBA8401 in GTDB R226. The description of the family is the same as for its type genus Naesbjergiella

Family
Nebelibacteriaceae

[ne.be.li.bac.te.ri.a'ce.ae] N.L
neut. Nebelibacterium, the type
genus of the family; L. fem. pl.
suff. -aceae, ending to denote a
family; N.L. fem. pl. n.
Nebelibacteriaceae, the
Nebelibacterium family

Family established on the basis of phylogenomic comparisons to GTDB R226. Formerly known as family UBA2241 in GTDB R226. The description of the family is the same as for its type genus Nebelibacterium

Family
Nebeliviventaceae

[ne.be.li.vi.ven.ta'ce.ae] N.L
masc. Nebelivivens, the type
genus of the family; L. fem. pl.
suff. -aceae, ending to denote a
family; N.L. fem. pl. n.
Nebeliviventaceae, the
Nebelivivens family

Family established on the basis of phylogenomic comparisons to GTDB R226. Formerly known as family UBA920 in GTDB R226. The description of the family is the same as for its type genus Nebelivivens

Family Neesibacteraceae

[ne.e.si.bac.te.ra'ce.ae] N.L
masc. Neesibacter, the type
genus of the family; L. fem. pl.
suff. -aceae, ending to denote a
family; N.L. fem. pl. n.
Neesibacteraceae, the
Neesibacter family

Family established on the basis of phylogenomic comparisons to GTDB R226. Formerly known as family S36-B12 in GTDB R226. The description of the family is the same as for its type genus Neesibacter

Family Nexobacteriaceae

[ne.xo.bac.te.ri.a'ce.ae] N.L
neut. Nexobacterium, the type
genus of the family; L. fem. pl.
suff. -aceae, ending to denote a
family; N.L. fem. pl. n.
Nexobacteriaceae, the
Nexobacterium family

Family established on the basis of phylogenomic comparisons to GTDB R226. Formerly known as family PNKZ01 in GTDB R226. The description of the family is the same as for its type species Nexobacterium aridum

Family
Noeragerimenaceae

[noe.ra.ge.ri.me.na'ce.ae] N.L
neut. Noeragerimen, the type
genus of the family; L. fem. pl.
suff. -aceae, ending to denote a
family; N.L. fem. pl. n.
Noeragerimenaceae, the
Noeragerimen family

Family established on the basis of phylogenomic comparisons to GTDB R226. Formerly known as family SZAS-18 in GTDB R226. The description of the family is the same as for its type species Noeragerimen vicinum

Family Noerhaabaceae

[noer.ha.a.ba'ce.ae] N.L fem.
Noerhaaba, the type genus of
the family; L. fem. pl. suff.  -
aceae, ending to denote a
family; N.L. fem. pl. n.
Noerhaabaceae, the Noerhaaba
family

Family established on the basis of phylogenomic comparisons to GTDB R226. Formerly known as family Bog-877 in GTDB R226. The description of the family is the same as for its type species Noerhaaba arida

Family Norsibacteriaceae

[nor.si.bac.te.ri.a'ce.ae] N.L
neut. Norsibacterium, the type
genus of the family; L. fem. pl.
suff. -aceae, ending to denote a
family; N.L. fem. pl. n.
Norsibacteriaceae, the
Norsibacterium family

Family established on the basis of phylogenomic comparisons to GTDB R226. Formerly known as family OLB5 in GTDB R226. The description of the family is the same as for its type genus Norsibacterium

[nus.tru.pi.coc.ca'ce.ae] N.L
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Family
Nustrupicoccaceae

masc. Nustrupicoccus, the type
genus of the family; L. fem. pl.
suff. -aceae, ending to denote a
family; N.L. fem. pl. n.
Nustrupicoccaceae, the
Nustrupicoccus family

Family established on the basis of phylogenomic comparisons to GTDB R226. Formerly known as family UBA10107 in GTDB R226. The description of the family is the same as for its type species 

Family
Nyvangimorphaceae

[ny.van.gi.mor.pha'ce.ae] N.L
fem. Nyvangimorpha, the type
genus of the family; L. fem. pl.
suff. -aceae, ending to denote a
family; N.L. fem. pl. n.
Nyvangimorphaceae, the
Nyvangimorpha family

Family established on the basis of phylogenomic comparisons to GTDB R226. Formerly known as family UBA998 in GTDB R226. The description of the family is the same as for its type species Nyvangimorpha aquidulcis

Family
Oedstedimicrobiaceae

[oed.ste.di.mi.cro.bi.a'ce.ae]
N.L neut. Oedstedimicrobium,
the type genus of the family; L.
fem. pl. suff. -aceae, ending to
denote a family; N.L. fem. pl.
n. Oedstedimicrobiaceae, the
Oedstedimicrobium family

Family established on the basis of phylogenomic comparisons to GTDB R226. Formerly known as family JACRHJ01 in GTDB R226. The description of the family is the same as for its type genus Oedstedimicrobium

Family
Oerumisomataceae

[oe.ru.mi.so.ma.ta'ce.ae] N.L
neut. Oerumisoma, the type
genus of the family; L. fem. pl.
suff. -aceae, ending to denote a
family; N.L. fem. pl. n.
Oerumisomataceae, the
Oerumisoma family

Family established on the basis of phylogenomic comparisons to GTDB R226. Formerly known as family UBA4744 in GTDB R226. The description of the family is the same as for its type genus Oerumisoma

Family Oesbyanaceae

[oes.by.a.na'ce.ae] N.L fem.
Oesbyana, the type genus of the
family; L. fem. pl. suff.  -aceae,
ending to denote a family; N.L.
fem. pl. n. Oesbyanaceae, the
Oesbyana family

Family established on the basis of phylogenomic comparisons to GTDB R226. Formerly known as family Gp7-AA8 in GTDB R226. The description of the family is the same as for its type genus Oesbyana

Family
Oestermarieanaceae

[oes.ter.ma.rie.a.na'ce.ae] N.L
fem. Oestermarieana, the type
genus of the family; L. fem. pl.
suff. -aceae, ending to denote a
family; N.L. fem. pl. n.
Oestermarieanaceae, the
Oestermarieana family

Family established on the basis of phylogenomic comparisons to GTDB R226. Formerly known as family UBA5177 in GTDB R226. The description of the family is the same as for its type genus Oestermarieana

Family Olgodiabaceae

[ol.go.di.a.ba'ce.ae] N.L fem.
Olgodiaba, the type genus of the
family; L. fem. pl. suff.  -aceae,
ending to denote a family; N.L.
fem. pl. n. Olgodiabaceae, the
Olgodiaba family

Family established on the basis of phylogenomic comparisons to GTDB R226. Formerly known as family JALHUB01 in GTDB R226. The description of the family is the same as for its type genus Olgodiaba

Family Oudrupiaceae

[ou.dru.pi.a'ce.ae] N.L masc.
Oudrupius, the type genus of
the family; L. fem. pl. suff.  -
aceae, ending to denote a
family; N.L. fem. pl. n.
Oudrupiaceae, the Oudrupius
family

Family established on the basis of phylogenomic comparisons to GTDB R226. The description of the family is the same as for its type genus Oudrupius.

Family
Outrupibacteriaceae

[ou.tru.pi.bac.te.ri.a'ce.ae] N.L
neut. Outrupibacterium, the
type genus of the family; L.
fem. pl. suff. -aceae, ending to
denote a family; N.L. fem. pl.
n. Outrupibacteriaceae, the
Outrupibacterium family

Family established on the basis of phylogenomic comparisons to GTDB R226. Formerly known as family UBA5066 in GTDB R226. The description of the family is the same as for its type genus Outrupibacterium

Family
Pandrupibacteraceae

[pan.dru.pi.bac.te.ra'ce.ae] N.L
masc. Pandrupibacter, the type
genus of the family; L. fem. pl.
suff. -aceae, ending to denote a
family; N.L. fem. pl. n.
Pandrupibacteraceae, the
Pandrupibacter family

Family established on the basis of phylogenomic comparisons to GTDB R226. Formerly known as family UBA6065 in GTDB R226. The description of the family is the same as for its type genus Pandrupibacter
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Family
Pederskeriellaceae

[pe.der.ske.ri.el.la'ce.ae] N.L
fem. Pederskeriella, the type
genus of the family; L. fem. pl.
suff. -aceae, ending to denote a
family; N.L. fem. pl. n.
Pederskeriellaceae, the
Pederskeriella family

Family established on the basis of phylogenomic comparisons to GTDB R226. Formerly known as family UBA1018 in GTDB R226. The description of the family is the same as for its type genus Pederskeriella

Family
Pederskerisomataceae

[pe.der.ske.ri.so.ma.ta'ce.ae]
N.L neut. Pederskerisoma, the
type genus of the family; L.
fem. pl. suff. -aceae, ending to
denote a family; N.L. fem. pl.
n. Pederskerisomataceae, the
Pederskerisoma family

Family established on the basis of phylogenomic comparisons to GTDB R226. Formerly known as family UBA2466 in GTDB R226. The description of the family is the same as for its type genus Pederskerisoma

Family
Periskagenicolaceae

[per.is.ka.ge.ni.co.la'ce.ae] N.L
masc. Periskagenicola, the type
genus of the family; L. fem. pl.
suff. -aceae, ending to denote a
family; N.L. fem. pl. n.
Periskagenicolaceae, the
Periskagenicola family

Family established on the basis of phylogenomic comparisons to GTDB R226. Formerly known as family RBG-16-71-46 in GTDB R226. The description of the family is the same as for its type genus 

Family
Pjedstedimenaceae

[pjed.ste.di.me.na'ce.ae] N.L
neut. Pjedstedimen, the type
genus of the family; L. fem. pl.
suff. -aceae, ending to denote a
family; N.L. fem. pl. n.
Pjedstedimenaceae, the
Pjedstedimen family

Family established on the basis of phylogenomic comparisons to GTDB R226. Formerly known as family UBA2999 in GTDB R226. The description of the family is the same as for its type species Pjedstedimen terreum

Family
Povlskerimenaceae

[povl.ske.ri.me.na'ce.ae] N.L
neut. Povlskerimen, the type
genus of the family; L. fem. pl.
suff. -aceae, ending to denote a
family; N.L. fem. pl. n.
Povlskerimenaceae, the
Povlskerimen family

Family established on the basis of phylogenomic comparisons to GTDB R226. Formerly known as family Palsa-1400 in GTDB R226. The description of the family is the same as for its type species 

Family
Propeborkianaceae

[pro.pe.bor.ki.a.na'ce.ae] N.L
fem. Propeborkiana, the type
genus of the family; L. fem. pl.
suff. -aceae, ending to denote a
family; N.L. fem. pl. n.
Propeborkianaceae, the
Propeborkiana family

Family established on the basis of phylogenomic comparisons to GTDB R226. Formerly known as family JAAKFR01 in GTDB R226. The description of the family is the same as for its type species Propeborkiana arida

Family
Propeborkiellaceae

[pro.pe.bor.ki.el.la'ce.ae] N.L
fem. Propeborkiella, the type
genus of the family; L. fem. pl.
suff. -aceae, ending to denote a
family; N.L. fem. pl. n.
Propeborkiellaceae, the
Propeborkiella family

Family established on the basis of phylogenomic comparisons to GTDB R226. Formerly known as family JANWKD01 in GTDB R226. The description of the family is the same as for its type species 

Family
Propenissumisomataceae

[pro.pe.nis.su.mi.so.ma.ta'ce.ae]
N.L neut. Propenissumisoma,
the type genus of the family; L.
fem. pl. suff. -aceae, ending to
denote a family; N.L. fem. pl.
n. Propenissumisomataceae, the
Propenissumisoma family

Family established on the basis of phylogenomic comparisons to GTDB R226. Formerly known as family Gp7-AA6 in GTDB R226. The description of the family is the same as for its type genus Propenissumisoma

Family
Propeskagenianaceae

[pro.pes.ka.ge.ni.a.na'ce.ae]
N.L fem. Propeskageniana, the
type genus of the family; L.
fem. pl. suff. -aceae, ending to
denote a family; N.L. fem. pl.
n. Propeskagenianaceae, the
Propeskageniana family

Family established on the basis of phylogenomic comparisons to GTDB R226. Formerly known as family JAADJA01 in GTDB R226. The description of the family is the same as for its type species Propeskageniana sediminis

[ravn.snae.si.me.na'ce.ae] N.L
neut. Ravnsnaesimen, the type
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Family
Ravnsnaesimenaceae

genus of the family; L. fem. pl.
suff. -aceae, ending to denote a
family; N.L. fem. pl. n.
Ravnsnaesimenaceae, the
Ravnsnaesimen family

Family established on the basis of phylogenomic comparisons to GTDB R226. Formerly known as family SZUA-252 in GTDB R226. The description of the family is the same as for its type genus Ravnsnaesimen

Family
Rimsoeviventaceae

[rim.soe.vi.ven.ta'ce.ae] N.L
masc. Rimsoevivens, the type
genus of the family; L. fem. pl.
suff. -aceae, ending to denote a
family; N.L. fem. pl. n.
Rimsoeviventaceae, the
Rimsoevivens family

Family established on the basis of phylogenomic comparisons to GTDB R226. Formerly known as family 2-12-FULL-41-12 in GTDB R226. The description of the family is the same as for its type species 

Family
Roerbaekicolaceae

[roer.bae.ki.co.la'ce.ae] N.L
masc. Roerbaekicola, the type
genus of the family; L. fem. pl.
suff. -aceae, ending to denote a
family; N.L. fem. pl. n.
Roerbaekicolaceae, the
Roerbaekicola family

Family established on the basis of phylogenomic comparisons to GTDB R226. The description of the family is the same as for its type species Roerbaekicola terreus.

Family
Roerbyviventaceae

[roer.by.vi.ven.ta'ce.ae] N.L
masc. Roerbyvivens, the type
genus of the family; L. fem. pl.
suff. -aceae, ending to denote a
family; N.L. fem. pl. n.
Roerbyviventaceae, the
Roerbyvivens family

Family established on the basis of phylogenomic comparisons to GTDB R226. Formerly known as family JAEZED01 in GTDB R226. The description of the family is the same as for its type species Roerbyvivens aquaticus

Family Rudicoccaceae

[ru.di.coc.ca'ce.ae] N.L masc.
Rudicoccus, the type genus of
the family; L. fem. pl. suff.  -
aceae, ending to denote a
family; N.L. fem. pl. n.
Rudicoccaceae, the Rudicoccus
family

Family established on the basis of phylogenomic comparisons to GTDB R226. Formerly known as family UBA472 in GTDB R226. The description of the family is the same as for its type species Rudicoccus vicinus

Family
Sahliplasmataceae

[sah.li.plas.ma.ta'ce.ae] N.L
neut. Sahliplasma, the type
genus of the family; L. fem. pl.
suff. -aceae, ending to denote a
family; N.L. fem. pl. n.
Sahliplasmataceae, the
Sahliplasma family

Family established on the basis of phylogenomic comparisons to GTDB R226. Formerly known as family CABMGC01 in GTDB R226. The description of the family is the same as for its type species 

Family Sedenicolaceae

[se.de.ni.co.la'ce.ae] N.L masc.
Sedenicola, the type genus of
the family; L. fem. pl. suff.  -
aceae, ending to denote a
family; N.L. fem. pl. n.
Sedenicolaceae, the Sedenicola
family

Family established on the basis of phylogenomic comparisons to GTDB R226. Formerly known as family CG2-30-64-16 in GTDB R226. The description of the family is the same as for its type genus 

Family Sevelisomataceae

[se.ve.li.so.ma.ta'ce.ae] N.L
neut. Sevelisoma, the type
genus of the family; L. fem. pl.
suff. -aceae, ending to denote a
family; N.L. fem. pl. n.
Sevelisomataceae, the
Sevelisoma family

Family established on the basis of phylogenomic comparisons to GTDB R226. Formerly known as family UBA12049 in GTDB R226. The description of the family is the same as for its type species 

Family Siemiabaceae

[si.e.mi.a.ba'ce.ae] N.L fem.
Siemiaba, the type genus of the
family; L. fem. pl. suff.  -aceae,
ending to denote a family; N.L.
fem. pl. n. Siemiabaceae, the
Siemiaba family

Family established on the basis of phylogenomic comparisons to GTDB R226. Formerly known as family GWC2-71-9 in GTDB R226. The description of the family is the same as for its type species 

Family Skagenicolaceae

[ska.ge.ni.co.la'ce.ae] N.L
masc. Skagenicola, the type
genus of the family; L. fem. pl.
suff. -aceae, ending to denote a
family; N.L. fem. pl. n.
Skagenicolaceae, the
Skagenicola family

Family established on the basis of phylogenomic comparisons to GTDB R226. Formerly known as family UBA6906 in GTDB R226. The description of the family is the same as for its type genus Skagenicola
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Family Skageniellaceae

[ska.ge.ni.el.la'ce.ae] N.L fem.
Skageniella, the type genus of
the family; L. fem. pl. suff.  -
aceae, ending to denote a
family; N.L. fem. pl. n.
Skageniellaceae, the
Skageniella family

Family established on the basis of phylogenomic comparisons to GTDB R226. Formerly known as family UBA10185 in GTDB R226. The description of the family is the same as for its type genus Skageniella

Family Skagenivitaceae

[ska.ge.ni.vi.ta'ce.ae] N.L fem.
Skagenivita, the type genus of
the family; L. fem. pl. suff.  -
aceae, ending to denote a
family; N.L. fem. pl. n.
Skagenivitaceae, the
Skagenivita family

Family established on the basis of phylogenomic comparisons to GTDB R226. Formerly known as family Kazan-3B-28 in GTDB R226. The description of the family is the same as for its type genus 

Family Skallerupianaceae

[skal.le.ru.pi.a.na'ce.ae] N.L
fem. Skallerupiana, the type
genus of the family; L. fem. pl.
suff. -aceae, ending to denote a
family; N.L. fem. pl. n.
Skallerupianaceae, the
Skallerupiana family

Family established on the basis of phylogenomic comparisons to GTDB R226. Formerly known as family JAGOPY01 in GTDB R226. The description of the family is the same as for its type species Skallerupiana lacustris

Family Skarresoellaceae

[skar.re.soel.la'ce.ae] N.L fem.
Skarresoella, the type genus of
the family; L. fem. pl. suff.  -
aceae, ending to denote a
family; N.L. fem. pl. n.
Skarresoellaceae, the
Skarresoella family

Family established on the basis of phylogenomic comparisons to GTDB R226. Formerly known as family CALZJG01 in GTDB R226. The description of the family is the same as for its type genus Skarresoella

Family Skivumivitaceae

[ski.vu.mi.vi.ta'ce.ae] N.L fem.
Skivumivita, the type genus of
the family; L. fem. pl. suff.  -
aceae, ending to denote a
family; N.L. fem. pl. n.
Skivumivitaceae, the
Skivumivita family

Family established on the basis of phylogenomic comparisons to GTDB R226. Formerly known as family PNNO01 in GTDB R226. The description of the family is the same as for its type genus Skivumivita

Family Skorpingianaceae

[skor.pin.gi.a.na'ce.ae] N.L
fem. Skorpingiana, the type
genus of the family; L. fem. pl.
suff. -aceae, ending to denote a
family; N.L. fem. pl. n.
Skorpingianaceae, the
Skorpingiana family

Family established on the basis of phylogenomic comparisons to GTDB R226. Formerly known as family JAKASW01 in GTDB R226. The description of the family is the same as for its type species 

Family Skovlundivitaceae

[skov.lun.di.vi.ta'ce.ae] N.L
fem. Skovlundivita, the type
genus of the family; L. fem. pl.
suff. -aceae, ending to denote a
family; N.L. fem. pl. n.
Skovlundivitaceae, the
Skovlundivita family

Family established on the basis of phylogenomic comparisons to GTDB R226. Formerly known as family JAEZPW01 in GTDB R226. The description of the family is the same as for its type species 

Family Soeftenivitaceae

[soef.te.ni.vi.ta'ce.ae] N.L fem.
Soeftenivita, the type genus of
the family; L. fem. pl. suff.  -
aceae, ending to denote a
family; N.L. fem. pl. n.
Soeftenivitaceae, the
Soeftenivita family

Family established on the basis of phylogenomic comparisons to GTDB R226. Formerly known as family JAKEHA01 in GTDB R226. The description of the family is the same as for its type genus Soeftenivita

Family Soenderhoaceae

[soen.der.ho.a'ce.ae] N.L masc.
Soenderhous, the type genus of
the family; L. fem. pl. suff.  -
aceae, ending to denote a
family; N.L. fem. pl. n.
Soenderhoaceae, the
Soenderhous family

Family established on the basis of phylogenomic comparisons to GTDB R226. Formerly known as family UBA7656 in GTDB R226. The description of the family is the same as for its type genus Soenderhous

Family

[soen.de.ru.pi.el.la'ce.ae] N.L
fem. Soenderupiella, the type
genus of the family; L. fem. pl.
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Soenderupiellaceae suff. -aceae, ending to denote a
family; N.L. fem. pl. n.
Soenderupiellaceae, the
Soenderupiella family

Family established on the basis of phylogenomic comparisons to GTDB R226. Formerly known as family WHTK01 in GTDB R226. The description of the family is the same as for its type genus Soenderupiella

Family
Sommerstediellaceae

[som.mer.ste.di.el.la'ce.ae] N.L
fem. Sommerstediella, the type
genus of the family; L. fem. pl.
suff. -aceae, ending to denote a
family; N.L. fem. pl. n.
Sommerstediellaceae, the
Sommerstediella family

Family established on the basis of phylogenomic comparisons to GTDB R226. Formerly known as family RBG-13-38-9 in GTDB R226. The description of the family is the same as for its type genus 

Family
Sonderborgisomataceae

[son.der.bor.gi.so.ma.ta'ce.ae]
N.L neut. Sonderborgisoma,
the type genus of the family; L.
fem. pl. suff. -aceae, ending to
denote a family; N.L. fem. pl.
n. Sonderborgisomataceae, the
Sonderborgisoma family

Family established on the basis of phylogenomic comparisons to GTDB R226. Formerly known as family UBA4665 in GTDB R226. The description of the family is the same as for its type species Sonderborgisoma propinquum

Family
Stagstrupianaceae

[stag.stru.pi.a.na'ce.ae] N.L
fem. Stagstrupiana, the type
genus of the family; L. fem. pl.
suff. -aceae, ending to denote a
family; N.L. fem. pl. n.
Stagstrupianaceae, the
Stagstrupiana family

Family established on the basis of phylogenomic comparisons to GTDB R226. Formerly known as family JBBSMJ01 in GTDB R226. The description of the family is the same as for its type genus Stagstrupiana

Family
Starupiplasmataceae

[sta.ru.pi.plas.ma.ta'ce.ae] N.L
neut. Starupiplasma, the type
genus of the family; L. fem. pl.
suff. -aceae, ending to denote a
family; N.L. fem. pl. n.
Starupiplasmataceae, the
Starupiplasma family

Family established on the basis of phylogenomic comparisons to GTDB R226. Formerly known as family UBA10834 in GTDB R226. The description of the family is the same as for its type genus Starupiplasma

Family
Starupisomataceae

[sta.ru.pi.so.ma.ta'ce.ae] N.L
neut. Starupisoma, the type
genus of the family; L. fem. pl.
suff. -aceae, ending to denote a
family; N.L. fem. pl. n.
Starupisomataceae, the
Starupisoma family

Family established on the basis of phylogenomic comparisons to GTDB R226. Formerly known as family UBA4085 in GTDB R226. The description of the family is the same as for its type species Starupisoma danicum

Family
Stavnsholtianaceae

[stavn.shol.ti.a.na'ce.ae] N.L
fem. Stavnsholtiana, the type
genus of the family; L. fem. pl.
suff. -aceae, ending to denote a
family; N.L. fem. pl. n.
Stavnsholtianaceae, the
Stavnsholtiana family

Family established on the basis of phylogenomic comparisons to GTDB R226. Formerly known as family JABCZS01 in GTDB R226. The description of the family is the same as for its type genus Stavnsholtiana

Family Steppingicolaceae

[step.pin.gi.co.la'ce.ae] N.L
masc. Steppingicola, the type
genus of the family; L. fem. pl.
suff. -aceae, ending to denote a
family; N.L. fem. pl. n.
Steppingicolaceae, the
Steppingicola family

Family established on the basis of phylogenomic comparisons to GTDB R226. Formerly known as family UBA7540 in GTDB R226. The description of the family is the same as for its type genus Steppingicola

Family Stigellaceae

[sti.gel.la'ce.ae] N.L fem.
Stigella, the type genus of the
family; L. fem. pl. suff.  -aceae,
ending to denote a family; N.L.
fem. pl. n. Stigellaceae, the
Stigella family

Family established on the basis of phylogenomic comparisons to GTDB R226. Formerly known as family GCA-2748055 in GTDB R226. The description of the family is the same as for its type species 

Family Strynoevitaceae

[stry.noe.vi.ta'ce.ae] N.L fem.
Strynoevita, the type genus of
the family; L. fem. pl. suff.  -
aceae, ending to denote a
family; N.L. fem. pl. n.
Strynoevitaceae, the Strynoevita
family

Family established on the basis of phylogenomic comparisons to GTDB R226. Formerly known as family JADMIH01 in GTDB R226. The description of the family is the same as for its type genus Strynoevita
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Family Syvimonadaceae

[sy.vi.mo.na.da'ce.ae] N.L fem.
Syvimonas, the type genus of
the family; L. fem. pl. suff.  -
aceae, ending to denote a
family; N.L. fem. pl. n.
Syvimonadaceae, the
Syvimonas family

Family established on the basis of phylogenomic comparisons to GTDB R226. Formerly known as family JAHJQQ01 in GTDB R226. The description of the family is the same as for its type genus Syvimonas

Family
Thyboroenianaceae

[thy.bo.roe.ni.a.na'ce.ae] N.L
fem. Thyboroeniana, the type
genus of the family; L. fem. pl.
suff. -aceae, ending to denote a
family; N.L. fem. pl. n.
Thyboroenianaceae, the
Thyboroeniana family

Family established on the basis of phylogenomic comparisons to GTDB R226. Formerly known as family B18-G4 in GTDB R226. The description of the family is the same as for its type species Thyboroeniana vicina

Family Thyboroniellaceae

[thy.bo.ro.ni.el.la'ce.ae] N.L
fem. Thyboroniella, the type
genus of the family; L. fem. pl.
suff. -aceae, ending to denote a
family; N.L. fem. pl. n.
Thyboroniellaceae, the
Thyboroniella family

Family established on the basis of phylogenomic comparisons to GTDB R226. Formerly known as family DUPQ01 in GTDB R226. The description of the family is the same as for its type genus Thyboroniella

Family Tilstibacteriaceae

[til.sti.bac.te.ri.a'ce.ae] N.L
neut. Tilstibacterium, the type
genus of the family; L. fem. pl.
suff. -aceae, ending to denote a
family; N.L. fem. pl. n.
Tilstibacteriaceae, the
Tilstibacterium family

Family established on the basis of phylogenomic comparisons to GTDB R226. Formerly known as family UBA5794 in GTDB R226. The description of the family is the same as for its type genus Tilstibacterium

Family Tistediaceae

[tis.te.di.a'ce.ae] N.L neut.
Tistedium, the type genus of the
family; L. fem. pl. suff.  -aceae,
ending to denote a family; N.L.
fem. pl. n. Tistediaceae, the
Tistedium family

Family established on the basis of phylogenomic comparisons to GTDB R226. Formerly known as family DTJY01 in GTDB R226. The description of the family is the same as for its type genus Tistedium

Family Tolstrupiabaceae

[tol.stru.pi.a.ba'ce.ae] N.L fem.
Tolstrupiaba, the type genus of
the family; L. fem. pl. suff.  -
aceae, ending to denote a
family; N.L. fem. pl. n.
Tolstrupiabaceae, the
Tolstrupiaba family

Family established on the basis of phylogenomic comparisons to GTDB R226. Formerly known as family Fen-181 in GTDB R226. The description of the family is the same as for its type species Tolstrupiaba sediminis

Family
Tranbjergivitaceae

[tran.bjer.gi.vi.ta'ce.ae] N.L
fem. Tranbjergivita, the type
genus of the family; L. fem. pl.
suff. -aceae, ending to denote a
family; N.L. fem. pl. n.
Tranbjergivitaceae, the
Tranbjergivita family

Family established on the basis of phylogenomic comparisons to GTDB R226. Formerly known as family JAFGAS01 in GTDB R226. The description of the family is the same as for its type species Tranbjergivita borealis

Family
Treenighedsiabaceae

[tre.e.nig.hed.si.a.ba'ce.ae] N.L
fem. Treenighedsiaba, the type
genus of the family; L. fem. pl.
suff. -aceae, ending to denote a
family; N.L. fem. pl. n.
Treenighedsiabaceae, the
Treenighedsiaba family

Family established on the basis of phylogenomic comparisons to GTDB R226. Formerly known as family SZUA-36 in GTDB R226. The description of the family is the same as for its type species Treenighedsiaba orica

Family
Treenighedsiaceae

[tre.e.nig.hed.si.a'ce.ae] N.L
masc. Treenighedsius, the type
genus of the family; L. fem. pl.
suff. -aceae, ending to denote a
family; N.L. fem. pl. n.
Treenighedsiaceae, the
Treenighedsius family

Family established on the basis of phylogenomic comparisons to GTDB R226. Formerly known as family JACPYF01 in GTDB R226. The description of the family is the same as for its type species Treenighedsius litoralis

Family Tyrstrupiaceae

[tyr.stru.pi.a'ce.ae] N.L neut.
Tyrstrupium, the type genus of
the family; L. fem. pl. suff.  -
aceae, ending to denote a
family; N.L. fem. pl. n.

Family established on the basis of phylogenomic comparisons to GTDB R226. Formerly known as family JAPLXC01 in GTDB R226. The description of the family is the same as for its type species Tyrstrupium boreale
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Tyrstrupiaceae, the Tyrstrupium
family

Family Ulfborgiabaceae

[ulf.bor.gi.a.ba'ce.ae] N.L fem.
Ulfborgiaba, the type genus of
the family; L. fem. pl. suff.  -
aceae, ending to denote a
family; N.L. fem. pl. n.
Ulfborgiabaceae, the
Ulfborgiaba family

Family established on the basis of phylogenomic comparisons to GTDB R226. Formerly known as family BM103 in GTDB R226. The description of the family is the same as for its type species Ulfborgiaba vicina

Family Vandetiellaceae

[van.de.ti.el.la'ce.ae] N.L fem.
Vandetiella, the type genus of
the family; L. fem. pl. suff.  -
aceae, ending to denote a
family; N.L. fem. pl. n.
Vandetiellaceae, the Vandetiella
family

Family established on the basis of phylogenomic comparisons to GTDB R226. Formerly known as family VadinHA17 in GTDB R226. The description of the family is the same as for its type species 

Family Vangianaceae

[van.gi.a.na'ce.ae] N.L fem.
Vangiana, the type genus of the
family; L. fem. pl. suff.  -aceae,
ending to denote a family; N.L.
fem. pl. n. Vangianaceae, the
Vangiana family

Family established on the basis of phylogenomic comparisons to GTDB R226. Formerly known as family GWA1-40-21 in GTDB R226. The description of the family is the same as for its type genus 

Family Vedersoeaceae

[ve.der.soe.a'ce.ae] N.L masc.
Vedersoeus, the type genus of
the family; L. fem. pl. suff.  -
aceae, ending to denote a
family; N.L. fem. pl. n.
Vedersoeaceae, the Vedersoeus
family

Family established on the basis of phylogenomic comparisons to GTDB R226. Formerly known as family DRKV01 in GTDB R226. The description of the family is the same as for its type species Vedersoeus sediminis

Family
Vestermariellaceae

[ves.ter.ma.ri.el.la'ce.ae] N.L
fem. Vestermariella, the type
genus of the family; L. fem. pl.
suff. -aceae, ending to denote a
family; N.L. fem. pl. n.
Vestermariellaceae, the
Vestermariella family

Family established on the basis of phylogenomic comparisons to GTDB R226. Formerly known as family UBA9214 in GTDB R226. The description of the family is the same as for its type genus Vestermariella

Family Vibyaceae

[vi.by.a'ce.ae] N.L neut.
Vibyum, the type genus of the
family; L. fem. pl. suff.  -aceae,
ending to denote a family; N.L.
fem. pl. n. Vibyaceae, the
Vibyum family

Family established on the basis of phylogenomic comparisons to GTDB R226. Formerly known as family UBA1568 in GTDB R226. The description of the family is the same as for its type species Vibyum boreale

Family
Vicininissumicolaceae

[vi.ci.ni.nis.su.mi.co.la'ce.ae]
N.L masc. Vicininissumicola,
the type genus of the family; L.
fem. pl. suff. -aceae, ending to
denote a family; N.L. fem. pl.
n. Vicininissumicolaceae, the
Vicininissumicola family

Family established on the basis of phylogenomic comparisons to GTDB R226. Formerly known as family UBA10799 in GTDB R226. The description of the family is the same as for its type genus Vicininissumicola

Family
Viciniskagenimenaceae

[vi.ci.ni.ska.ge.ni.me.na'ce.ae]
N.L neut. Viciniskagenimen,
the type genus of the family; L.
fem. pl. suff. -aceae, ending to
denote a family; N.L. fem. pl.
n. Viciniskagenimenaceae, the
Viciniskagenimen family

Family established on the basis of phylogenomic comparisons to GTDB R226. Formerly known as family LZORAL124-64-63 in GTDB R226. The description of the family is the same as for its type genus 

Family Villersoeaceae

[vil.ler.soe.a'ce.ae] N.L neut.
Villersoeum, the type genus of
the family; L. fem. pl. suff.  -
aceae, ending to denote a
family; N.L. fem. pl. n.
Villersoeaceae, the Villersoeum
family

Family established on the basis of phylogenomic comparisons to GTDB R226. Formerly known as family SCTI01 in GTDB R226. The description of the family is the same as for its type genus Villersoeum

[vil.stru.pi.me.na'ce.ae] N.L
neut. Vilstrupimen, the type
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Family
Vilstrupimenaceae

genus of the family; L. fem. pl.
suff. -aceae, ending to denote a
family; N.L. fem. pl. n.
Vilstrupimenaceae, the
Vilstrupimen family

Family established on the basis of phylogenomic comparisons to GTDB R226. Formerly known as family DTEX01 in GTDB R226. The description of the family is the same as for its type species Vilstrupimen contiguum

Family Vindebyaceae

[vin.de.by.a'ce.ae] N.L masc.
Vindebyus, the type genus of
the family; L. fem. pl. suff.  -
aceae, ending to denote a
family; N.L. fem. pl. n.
Vindebyaceae, the Vindebyus
family

Family established on the basis of phylogenomic comparisons to GTDB R226. Formerly known as family JAKEFK01 in GTDB R226. The description of the family is the same as for its type genus Vindebyus

Family
Vindingisomataceae

[vin.din.gi.so.ma.ta'ce.ae] N.L
neut. Vindingisoma, the type
genus of the family; L. fem. pl.
suff. -aceae, ending to denote a
family; N.L. fem. pl. n.
Vindingisomataceae, the
Vindingisoma family

Family established on the basis of phylogenomic comparisons to GTDB R226. Formerly known as family F1-60-MAGs149 in GTDB R226. The description of the family is the same as for its type species 

Family
Viskingesomataceae

[vis.kin.ge.so.ma.ta'ce.ae] N.L
neut. Viskingesoma, the type
genus of the family; L. fem. pl.
suff. -aceae, ending to denote a
family; N.L. fem. pl. n.
Viskingesomataceae, the
Viskingesoma family

Family established on the basis of phylogenomic comparisons to GTDB R226. Formerly known as family JBGSLN01 in GTDB R226. The description of the family is the same as for its type genus Viskingesoma

Family Vittenianaceae

[vit.te.ni.a.na'ce.ae] N.L fem.
Vitteniana, the type genus of
the family; L. fem. pl. suff.  -
aceae, ending to denote a
family; N.L. fem. pl. n.
Vittenianaceae, the Vitteniana
family

Family established on the basis of phylogenomic comparisons to GTDB R226. Formerly known as family JAIQFR01 in GTDB R226. The description of the family is the same as for its type species Vitteniana similis

Family Vognsildiellaceae

[vogn.sil.di.el.la'ce.ae] N.L fem.
Vognsildiella, the type genus of
the family; L. fem. pl. suff.  -
aceae, ending to denote a
family; N.L. fem. pl. n.
Vognsildiellaceae, the
Vognsildiella family

Family established on the basis of phylogenomic comparisons to GTDB R226. Formerly known as family SMXQ01 in GTDB R226. The description of the family is the same as for its type genus Vognsildiella

Family Vonsildianaceae

[von.sil.di.a.na'ce.ae] N.L fem.
Vonsildiana, the type genus of
the family; L. fem. pl. suff.  -
aceae, ending to denote a
family; N.L. fem. pl. n.
Vonsildianaceae, the
Vonsildiana family

Family established on the basis of phylogenomic comparisons to GTDB R226. Formerly known as family RAAP-2 in GTDB R226. The description of the family is the same as for its type species Vonsildiana terrestris

Family Vrouevitaceae

[vrou.e.vi.ta'ce.ae] N.L fem.
Vrouevita, the type genus of the
family; L. fem. pl. suff.  -aceae,
ending to denote a family; N.L.
fem. pl. n. Vrouevitaceae, the
Vrouevita family

Family established on the basis of phylogenomic comparisons to GTDB R226. Formerly known as family QHBO01 in GTDB R226. The description of the family is the same as for its type genus Vrouevita

Family Zionsivitaceae

[zi.on.si.vi.ta'ce.ae] N.L fem.
Zionsivita, the type genus of the
family; L. fem. pl. suff.  -aceae,
ending to denote a family; N.L.
fem. pl. n. Zionsivitaceae, the
Zionsivita family

Family established on the basis of phylogenomic comparisons to GTDB R226. Formerly known as family JAJRXK01 in GTDB R226. The description of the family is the same as for its type genus Zionsivita

Genus Aabenraaus

[a.a.ben.ra.a'us] Danish n.
Aabenraa, Danish city; N.L.
masc. n. Aabenraaus, Microbe
named after the Danish city of
Aabenraa, near which the
genome of the type species was
recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus JAJZPH01 in GTDB R226. The description of the genus is the same as for its type species 
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Genus Aabybacter

[a.a.by.bac'ter] Danish n. Aaby,
Danish parish; N.L. masc. n.
bacter, a rod; N.L. masc. n.
Aabybacter, Microbe named
after the Danish parish of Aaby,
near which the genome of the
type species was recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus JAKASV01 in GTDB R226. The description of the genus is the same as for its type species 

Genus Aadumius

[a.a.du'mi.us] Danish n.
Aadum, Danish parish; N.L.
masc. n. Aadumius, Microbe
named after the Danish parish
of Aadum, near which the
genome of the type species was
recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. The description of the genus is the same as for its type species Aadumius lacustris

Genus Aarbyvivens

[a.ar.by.vi'vens] Danish n.
Aarby, Danish parish; L. masc.
pres. part. vivens, living; N.L.
masc. n. Aarbyvivens, Microbe
named after the Danish parish
of Aarby, near which the
genome of the type species was
recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus JALZUV01 in GTDB R226. The description of the genus is the same as for its type species 

Genus Aarestrupisoma

[a.a.res.tru.pi.so'ma] Danish n.
Aarestrup, Danish parish; Gr.
neut. n. soma, a body; N.L.
neut. n. Aarestrupisoma,
Microbe named after the Danish
parish of Aarestrup, near which
the genome of the type species
was recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus DASXVU01 in GTDB R226. The description of the genus is the same as for its type species 

Genus Aarsiana

[a.ar.si.a'na] Danish n. Aars,
Danish city; N.L. fem. n.
Aarsiana, Microbe named after
the Danish city of Aars, near
which the genome of the type
species was recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus JAFGPL01 in GTDB R226. The description of the genus is the same as for its type species 

Genus Aastrupimorpha

[a.as.tru.pi.mor'pha] Danish n.
Aastrup, Danish parish; Gr.
fem. n. morpha, a form or
shape; N.L. fem. n.
Aastrupimorpha, Microbe named
after the Danish parish of
Aastrup, near which the genome
of the type species was
recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus JAIQGF01 in GTDB R226. The description of the genus is the same as for its type species 

Genus Aasumibacter

[a.a.su.mi.bac'ter] Danish n.
Aasum, Danish parish; N.L.
masc. n. bacter, a rod; N.L.
masc. n. Aasumibacter,
Microbe named after the Danish
parish of Aasum, near which the
genome of the type species was
recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. The description of the genus is the same as for its type species Aasumibacter vicinus

Genus Abybrobacter

[a.by.bro.bac'ter] Danish n.
Abybro, Danish city; N.L. masc.
n. bacter, a rod; N.L. masc. n.
Abybrobacter, Microbe named
after the Danish city of Abybro,
near which the genome of the
type species was recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus 2-02-FULL-45-22_A in GTDB R226. The description of the genus is the same as for its type species 

Genus Adborkibacterium

[ad.bor.ki.bac.te'ri.um] L. prep.
ad, near; Danish n. Soender
Bork, Danish parish; N.L. neut.
n. bacterium, a bacterium; N.L.
neut. n. Adborkibacterium,
Microbe arbitrarily named after
the Danish parish of Soender

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus UBA11358 in GTDB R226, and genus JAJPKI01 in GTDB R220. The description of the genus is the same as for its type species
Adborkibacterium terreum.
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Bork, near which the genome of
the type species was recovered.

Genus Adborkihabitans

[ad.bor.ki.ha.bi'tans] L. prep.
ad, near; Danish n. Soender
Bork, Danish parish; L. masc.
pres. part. habitans,
inhabiting; N.L. masc. n.
Adborkihabitans, Microbe
arbitrarily named after the
Danish parish of Soender Bork,
near which the genome of the
type species was recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus JAFAMS01 in GTDB R226. The description of the genus is the same as for its type species 

Genus Adborkimicrobium

[ad.bor.ki.mi.cro'bi.um] L. prep.
ad, near; Danish n. Soender
Bork, Danish parish; N.L. neut.
n. microbium, a microbe; N.L.
neut. n. Adborkimicrobium,
Microbe arbitrarily named after
the Danish parish of Soender
Bork, near which the genome of
the type species was recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. The description of the genus is the same as for its type species Adborkimicrobium terrestre

Genus Adnissumiaba

[ad.nis.su.mi.a'ba] L. prep. ad,
near; Danish n. Soender
Nissum, Danish parish; N.L.
fem. n. Adnissumiaba, Microbe
arbitrarily named after the
Danish parish of Soender
Nissum, near which the genome
of the type species was
recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus CF-167 in GTDB R226. The description of the genus is the same as for its type species 

Genus Adskageniaba

[ad.ska.ge.ni.a'ba] L. prep. ad,
near; Danish n. Skagen, Danish
city; N.L. fem. n.
Adskageniaba, Microbe
arbitrarily named after the
Danish city of Skagen, near
which the genome of the type
species was recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus MWCR01 in GTDB R226. The description of the genus is the same as for its type species 

Genus Adskagenimen

[ad.ska.ge'ni.men] L. prep. ad,
near; Danish n. Skagen, Danish
city; N.L. neut. n.
Adskagenimen, Microbe
arbitrarily named after the
Danish city of Skagen, near
which the genome of the type
species was recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus JAPLWQ01 in GTDB R226. The description of the genus is the same as for its type species 

Genus Adskagenisoma

[ad.ska.ge.ni.so'ma] L. prep.
ad, near; Danish n. Skagen,
Danish city; Gr. neut. n. soma,
a body; N.L. neut. n.
Adskagenisoma, Microbe named
after the Danish city of Skagen,
near which the genome of the
type species was recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus DAOVYC01 in GTDB R226. The description of the genus is the same as for its type species 

Genus Adskagenium

[ad.ska.ge'ni.um] L. prep. ad,
near; Danish n. Skagen, Danish
city; N.L. neut. n.
Adskagenium, Microbe named
after the Danish city of Skagen,
near which the genome of the
type species was recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus DATKGW01 in GTDB R226. The description of the genus is the same as for its type species 

Genus Adslevivita

[ad.sle.vi.vi'ta] L. prep. ad,
near; Danish n. Adslev, Danish
parish; L. fem. n. vita, life; N.L.
fem. n. Adslevivita, Microbe
named after the Danish parish
of Adslev, near which the
genome of the type species was

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus JACMNW01 in GTDB R226. The description of the genus is the same as for its type species 
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recovered.

Genus Aeroskobingiana

[ae.ro.sko.bin.gi.a'na] Danish
n. AEroskobing, Danish city;
N.L. fem. n. Aeroskobingiana,
Microbe named after the Danish
city of AEroskobing, near which
the genome of the type species
was recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus JAICSD01 in GTDB R226. The description of the genus is the same as for its type species 

Genus Affininissumius

[af.fi.ni.nis.su'mi.us] L. pref.
affini, near; Danish n. Soender
Nissum, Danish parish; N.L.
masc. n. Affininissumius,
Microbe arbitrarily named after
the Danish parish of Soender
Nissum, near which the genome
of the type species was
recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. The description of the genus is the same as for its type species Affininissumius propinquus

Genus Affininissumivita

[af.fi.ni.nis.su.mi.vi'ta] L. pref.
affini, near; Danish n. Soender
Nissum, Danish parish; L. fem.
n. vita, life; N.L. fem. n.
Affininissumivita, Microbe
arbitrarily named after the
Danish parish of Soender
Nissum, near which the genome
of the type species was
recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. The description of the genus is the same as for its type species Affininissumivita propinqua

Genus Affiniskagenius

[af.fi.ni.ska.ge'ni.us] L. pref.
affini, near; Danish n. Skagen,
Danish city; N.L. masc. n.
Affiniskagenius, Microbe named
after the Danish city of Skagen,
near which the genome of the
type species was recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus UBA5069 in GTDB R226. The description of the genus is the same as for its type species 

Genus
Agedrupimicrobium

[a.ge.dru.pi.mi.cro'bi.um]
Danish n. Agedrup, Danish
parish; N.L. neut. n.
microbium, a microbe; N.L.
neut. n. Agedrupimicrobium,
Microbe named after the Danish
parish of Agedrup, near which
the genome of the type species
was recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus JACCVC01 in GTDB R226. The description of the genus is the same as for its type species 

Genus Aggericoccus

[ag.ge.ri.coc'cus] Danish n.
Agger, Danish parish; N.L.
masc. n. coccus, a grain or
seed; N.L. masc. n.
Aggericoccus, Microbe named
after the Danish parish of Agger,
near which the genome of the
type species was recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus JAUWCL01 in GTDB R226. The description of the genus is the same as for its type species 

Genus Aggersborgimen

[ag.gers.bor'gi.men] Danish n.
Aggersborg, Danish parish; N.L.
neut. n. Aggersborgimen,
Microbe arbitrarily named after
the Danish parish of
Aggersborg, near which the
genome of the type species was
recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus AC-56 in GTDB R226. The description of the genus is the same as for its type species 

Genus Ajstrupiana

[aj.stru.pi.a'na] Danish n. Store
Ajstrup, Danish parish; N.L.
fem. n. Ajstrupiana, Microbe
arbitrarily named after the
Danish parish of Store Ajstrup,
near which the genome of the
type species was recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus JARRQJ01 in GTDB R226. The description of the genus is the same as for its type species 

[aj.stru.pi.el'la] Danish n. Store
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Genus Ajstrupiella
Ajstrup, Danish parish; N.L.
fem. n. Ajstrupiella, Microbe
arbitrarily named after the
Danish parish of Store Ajstrup,
near which the genome of the
type species was recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. The description of the genus is the same as for its type species Ajstrupiella septentrionalis

Genus Ajstrupimorpha

[aj.stru.pi.mor'pha] Danish n.
Store Ajstrup, Danish parish; Gr.
fem. n. morpha, a form or
shape; N.L. fem. n.
Ajstrupimorpha, Microbe
arbitrarily named after the
Danish parish of Store Ajstrup,
near which the genome of the
type species was recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. The description of the genus is the same as for its type species Ajstrupimorpha ripica

Genus Ajstrupium

[aj.stru'pi.um] Danish n. Store
Ajstrup, Danish parish; N.L.
neut. n. Ajstrupium, Microbe
arbitrarily named after the
Danish parish of Store Ajstrup,
near which the genome of the
type species was recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus JAFGMV01 in GTDB R226. The description of the genus is the same as for its type species 

Genus Akirkebyaba

[a.kir.ke.by.a'ba] Danish n.
Akirkeby, Danish city; N.L. fem.
n. Akirkebyaba, Microbe
arbitrarily named after the
Danish city of Akirkeby, near
which the genome of the type
species was recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus JACDCA01 in GTDB R226. The description of the genus is the same as for its type species 

Genus Albaekimicrobium

[al.bae.ki.mi.cro'bi.um] Danish
n. Albaek, Danish city; N.L.
neut. n. microbium, a microbe;
N.L. neut. n.
Albaekimicrobium, Microbe
named after the Danish city of
Albaek, near which the genome
of the type species was
recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus JACMLC01 in GTDB R226. The description of the genus is the same as for its type species 

Genus Allerimonas

[al.le.ri'mo.nas] Danish n. Aller,
Danish parish; L. fem. n.
monas, a unit; N.L. fem. n.
Allerimonas, Microbe named
after the Danish parish of Aller,
near which the genome of the
type species was recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. The description of the genus is the same as for its type species Allerimonas propinqua

Genus Allerivita

[al.le.ri.vi'ta] Danish n. Aller,
Danish parish; L. fem. n. vita,
life; N.L. fem. n. Allerivita,
Microbe named after the Danish
parish of Aller, near which the
genome of the type species was
recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus JAFGRL01 in GTDB R226. The description of the genus is the same as for its type species 

Genus Allingihabitans

[al.lin.gi.ha.bi'tans] Danish n.
Oester Alling, Danish parish; L.
masc. pres. part. habitans,
inhabiting; N.L. masc. n.
Allingihabitans, Microbe
arbitrarily named after the
Danish parish of Oester Alling,
near which the genome of the
type species was recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus DAHUXN01 in GTDB R226. The description of the genus is the same as for its type species 

Genus Allingium

[al.lin'gi.um] Danish n. Alling,
Danish parish; N.L. neut. n.
Allingium, Microbe named after
the Danish parish of Alling, near
which the genome of the type
species was recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus JAFAHZ01 in GTDB R226. The description of the genus is the same as for its type species 
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Genus Allohaderslevella

[Al.lo.ha.der.sle.vel'la] Gr.
masc. pron. allos, another,
other, different; Danish n.
Haderslev, Danish city; N.L.
fem. n. Allohaderslevella,
Microbe named after the Danish
city of Haderslev, near which
the genome of the type species
was recovered

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus RBG-13-51-18 in GTDB R226. The description of the genus is the same as for its type species 

Genus Allorisella

[Al.lo.ri.sel'la] Gr. masc. pron.
allos, another, other, different;
Danish n. Rise, Danish parish;
N.L. fem. n. Allorisella, Microbe
named after the Danish parish
of Rise, near which the genome
of the type species was
recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus DASXHY01 in GTDB R226. The description of the genus is the same as for its type species 

Genus Alsgardeaba

[als.gar.de.a'ba] Danish n.
Alsgarde, Danish city; N.L. fem.
n. Alsgardeaba, Microbe
arbitrarily named after the
Danish city of Alsgarde, near
which the genome of the type
species was recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus VRUE01 in GTDB R226. The description of the genus is the same as for its type species 

Genus Alslevihabitans

[als.le.vi.ha.bi'tans] Danish n.
Alslev, Danish parish; L. masc.
pres. part. habitans,
inhabiting; N.L. masc. n.
Alslevihabitans, Microbe named
after the Danish parish of Alslev,
near which the genome of the
type species was recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus JAKLIN01 in GTDB R226. The description of the genus is the same as for its type species 

Genus Alstediella

[al.ste.di.el'la] Danish n.
Alsted, Danish parish; N.L. fem.
n. Alstediella, Microbe named
after the Danish parish of
Alsted, near which the genome
of the type species was
recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus JALZOC01 in GTDB R226. The description of the genus is the same as for its type species 

Genus Ardeniana

[ar.de.ni.a'na] Danish n. Arden,
Danish city; N.L. fem. n.
Ardeniana, Microbe named after
the Danish city of Arden, near
which the genome of the type
species was recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus JAJFMA01 in GTDB R226. The description of the genus is the same as for its type species 

Genus Ardeniplasma

[ar.de.ni.plas'ma] Danish n.
Store Arden, Danish parish; Gr.
neut. n. plasma, a form; N.L.
neut. n. Ardeniplasma, Microbe
arbitrarily named after the
Danish parish of Store Arden,
near which the genome of the
type species was recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. The description of the genus is the same as for its type species Ardeniplasma terreum

Genus Assensius

[as.sen'si.us] Danish n. Assens,
Danish city; N.L. masc. n.
Assensius, Microbe named after
the Danish city of Assens, near
which the genome of the type
species was recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus DASRWT01 in GTDB R226. The description of the genus is the same as for its type species 

Genus Auningicola

[au.nin.gi'co.la] Danish n.
Auning, Danish city; L. masc.
suff. cola, an inhabitant; N.L.
masc. n. Auningicola, Microbe
named after the Danish city of
Auning, near which the genome
of the type species was
recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus REEB76 in GTDB R226. The description of the genus is the same as for its type species 
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Genus Baekmarksbroaba

[baek.marks.bro.a'ba] Danish
n. Baekmarksbro, Danish city;
N.L. fem. n. Baekmarksbroaba,
Microbe arbitrarily named after
the Danish city of
Baekmarksbro, near which the
genome of the type species was
recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus JAOUGY01 in GTDB R226. The description of the genus is the same as for its type species 

Genus Bedstedimen

[bed.ste'di.men] Danish n.
Bedsted, Danish parish; N.L.
neut. n. Bedstedimen, Microbe
arbitrarily named after the
Danish parish of Bedsted, near
which the genome of the type
species was recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. The description of the genus is the same as for its type species Bedstedimen aridum

Genus Bevtoftiana

[bev.tof.ti.a'na] Danish n.
Bevtoft, Danish parish; N.L.
fem. n. Bevtoftiana, Microbe
named after the Danish parish
of Bevtoft, near which the
genome of the type species was
recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus Gp1-AA133 in GTDB R226. The description of the genus is the same as for its type species 

Genus Billumimen

[bil.lu'mi.men] Danish n.
Billum, Danish parish; N.L.
neut. n. Billumimen, Microbe
arbitrarily named after the
Danish parish of Billum, near
which the genome of the type
species was recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus DATFNI01 in GTDB R226. The description of the genus is the same as for its type species 

Genus Billumimonas

[bil.lu.mi'mo.nas] Danish n.
Billum, Danish parish; L. fem.
n. monas, a unit; N.L. fem. n.
Billumimonas, Microbe named
after the Danish parish of
Billum, near which the genome
of the type species was
recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus JAGQGZ01 in GTDB R226. The description of the genus is the same as for its type species 

Genus Billundivita

[bil.lun.di.vi'ta] Danish n.
Billund, Danish city; L. fem. n.
vita, life; N.L. fem. n.
Billundivita, Microbe named
after the Danish city of Billund,
near which the genome of the
type species was recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus JAIOQJ01 in GTDB R226. The description of the genus is the same as for its type species 

Genus Binderupiella

[bin.de.ru.pi.el'la] Danish n.
Binderup, Danish parish; N.L.
fem. n. Binderupiella, Microbe
named after the Danish parish
of Binderup, near which the
genome of the type species was
recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. The description of the genus is the same as for its type species Binderupiella litoralis

Genus Binderupimen

[bin.de.ru'pi.men] Danish n.
Binderup, Danish parish; N.L.
neut. n. Binderupimen, Microbe
arbitrarily named after the
Danish parish of Binderup, near
which the genome of the type
species was recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus JAKQTR01 in GTDB R226. The description of the genus is the same as for its type species 

Genus Binderupivita

[bin.de.ru.pi.vi'ta] Danish n.
Binderup, Danish parish; L.
fem. n. vita, life; N.L. fem. n.
Binderupivita, Microbe named
after the Danish parish of
Binderup, near which the
genome of the type species was
recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. The description of the genus is the same as for its type species Binderupivita danica
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Genus Birkerodiella
[bir.ke.ro.di.el'la] Danish n.
Birkerod, Danish city; N.L. fem.
n. Birkerodiella, Microbe named
after the Danish city of Birkerod,
near which the genome of the
type species was recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. The description of the genus is the same as for its type species Birkerodiella proxima

Genus Bisleviella

[bis.le.vi.el'la] Danish n. Bislev,
Danish parish; N.L. fem. n.
Bisleviella, Microbe named after
the Danish parish of Bislev, near
which the genome of the type
species was recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus JAMDEO01 in GTDB R226. The description of the genus is the same as for its type species 

Genus Bjerningiella

[bjer.nin.gi.el'la] Danish n.
Bjerning, Danish parish; N.L.
fem. n. Bjerningiella, Microbe
named after the Danish parish
of Bjerning, near which the
genome of the type species was
recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus RBG-13-51-36 in GTDB R226. The description of the genus is the same as for its type species 

Genus Bjerrebyvita

[bjer.re.by.vi'ta] Danish n.
Bjerreby, Danish parish; L. fem.
n. vita, life; N.L. fem. n.
Bjerrebyvita, Microbe named
after the Danish parish of
Bjerreby, near which the
genome of the type species was
recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus JAHFUI01 in GTDB R226. The description of the genus is the same as for its type species 

Genus Bjolderupicola

[bjol.de.ru.pi'co.la] Danish n.
Bjolderup, Danish parish; L.
masc. suff. cola, an inhabitant;
N.L. masc. n. Bjolderupicola,
Microbe named after the Danish
parish of Bjolderup, near which
the genome of the type species
was recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. The description of the genus is the same as for its type species Bjolderupicola septentrionalis

Genus Blaereum

[blae're.um] Danish n. Blaere,
Danish parish; N.L. neut. n.
Blaereum, Microbe named after
the Danish parish of Blaere,
near which the genome of the
type species was recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus PALSA-1335 in GTDB R226. The description of the genus is the same as for its type species 

Genus Bodilskerimen

[bo.dil.ske'ri.men] Danish n.
Bodilsker, Danish parish; N.L.
neut. n. Bodilskerimen, Microbe
arbitrarily named after the
Danish parish of Bodilsker, near
which the genome of the type
species was recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus JAPLIS01 in GTDB R226. The description of the genus is the same as for its type species 

Genus Boestrupisoma

[boes.tru.pi.so'ma] Danish n.
Boestrup, Danish parish; Gr.
neut. n. soma, a body; N.L.
neut. n. Boestrupisoma,
Microbe named after the Danish
parish of Boestrup, near which
the genome of the type species
was recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus JACDER01 in GTDB R226. The description of the genus is the same as for its type species 

Genus Boevlingiaba

[boev.lin.gi.a'ba] Danish n.
Boevling, Danish parish; N.L.
fem. n. Boevlingiaba, Microbe
arbitrarily named after the
Danish parish of Boevling, near
which the genome of the type
species was recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus DATHZQ01 in GTDB R226. The description of the genus is the same as for its type species 

Genus Bonnerupium

[bon.ne.ru'pi.um] Danish n.
Bonnerup, Danish city; N.L.
neut. n. Bonnerupium, Microbe
named after the Danish city of
Bonnerup, near which the

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus WHTI01 in GTDB R226. The description of the genus is the same as for its type species 

Proposed Taxon Etymology Description

https://seqco.de/i:53888
https://seqco.de/i:54409
https://seqco.de/i:54130
https://seqco.de/i:53977
https://seqco.de/i:54691
https://seqco.de/i:54228
https://seqco.de/i:53104
https://seqco.de/i:53187
https://seqco.de/i:54685
https://seqco.de/i:54542


genome of the type species was
recovered.

Genus Borkimonas

[bor.ki'mo.nas] Danish n.
Soender Bork, Danish parish; L.
fem. n. monas, a unit; N.L.
fem. n. Borkimonas, Microbe
arbitrarily named after the
Danish parish of Soender Bork,
near which the genome of the
type species was recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. The description of the genus is the same as for its type species Borkimonas danica

Genus Borrella

[bor.rel'la] Danish n. Borre,
Danish city; N.L. fem. n.
Borrella, Microbe named after
the Danish city of Borre, near
which the genome of the type
species was recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus SPCO01 in GTDB R226. The description of the genus is the same as for its type species 

Genus Bovimorpha

[bo.vi.mor'pha] Danish n. Bov,
Danish parish; Gr. fem. n.
morpha, a form or shape; N.L.
fem. n. Bovimorpha, Microbe
named after the Danish parish
of Bov, near which the genome
of the type species was
recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus CAIRYW01 in GTDB R226. The description of the genus is the same as for its type species 

Genus Bregningeaba

[breg.nin.ge.a'ba] Danish n.
Bregninge, Danish parish; N.L.
fem. n. Bregningeaba, Microbe
arbitrarily named after the
Danish parish of Bregninge, near
which the genome of the type
species was recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. The description of the genus is the same as for its type species Bregningeaba aquidulcis

Genus Bregningeana

[breg.nin.ge.a'na] Danish n.
Bregninge, Danish parish; N.L.
fem. n. Bregningeana, Microbe
named after the Danish parish
of Bregninge, near which the
genome of the type species was
recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. The description of the genus is the same as for its type species Bregningeana aquidulcis

Genus Bregningesoma

[breg.nin.ge.so'ma] Danish n.
Bregninge, Danish parish; Gr.
neut. n. soma, a body; N.L.
neut. n. Bregningesoma,
Microbe named after the Danish
parish of Bregninge, near which
the genome of the type species
was recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. The description of the genus is the same as for its type species Bregningesoma aquaticum

Genus Bregningevita

[breg.nin.ge.vi'ta] Danish n.
Bregninge, Danish parish; L.
fem. n. vita, life; N.L. fem. n.
Bregningevita, Microbe named
after the Danish parish of
Bregninge, near which the
genome of the type species was
recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. The description of the genus is the same as for its type species Bregningevita scandiae

Genus Brobyana

[bro.by.a'na] Danish n. Norre
Broby, Danish city; N.L. fem. n.
Brobyana, Microbe arbitrarily
named after the Danish city of
Norre Broby, near which the
genome of the type species was
recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus JAJYKN01 in GTDB R226. The description of the genus is the same as for its type species 

Genus Brobyhabitans

[bro.by.ha.bi'tans] Danish n.
Noerre Broby, Danish parish; L.
masc. pres. part. habitans,
inhabiting; N.L. masc. n.
Brobyhabitans, Microbe
arbitrarily named after the

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus JAJZKE01 in GTDB R226. The description of the genus is the same as for its type species 
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Danish parish of Noerre Broby,
near which the genome of the
type species was recovered.

Genus Brobyvita

[bro.by.vi'ta] Danish n.
Soender Broby, Danish parish;
L. fem. n. vita, life; N.L. fem.
n. Brobyvita, Microbe arbitrarily
named after the Danish parish
of Soender Broby, near which
the genome of the type species
was recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus JARLHI01 in GTDB R226. The description of the genus is the same as for its type species 

Genus Broendumium

[bro.en.du'mi.um] Danish n.
Store Broendum, Danish parish;
N.L. neut. n. Broendumium,
Microbe arbitrarily named after
the Danish parish of Store
Broendum, near which the
genome of the type species was
recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus JAGVKY01 in GTDB R226. The description of the genus is the same as for its type species 

Genus Broendumivita

[broen.du.mi.vi'ta] Danish n.
Broendum, Danish parish; L.
fem. n. vita, life; N.L. fem. n.
Broendumivita, Microbe named
after the Danish parish of
Broendum, near which the
genome of the type species was
recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. The description of the genus is the same as for its type species Broendumivita vicina

Genus Brorstrupimen

[bror.stru'pi.men] Danish n.
Brorstrup, Danish parish; N.L.
neut. n. Brorstrupimen, Microbe
arbitrarily named after the
Danish parish of Brorstrup, near
which the genome of the type
species was recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus JANYAK01 in GTDB R226. The description of the genus is the same as for its type species 

Genus Bryndumiplasma

[bryn.du.mi.plas'ma] Danish n.
Bryndum, Danish parish; Gr.
neut. n. plasma, a form; N.L.
neut. n. Bryndumiplasma,
Microbe named after the Danish
parish of Bryndum, near which
the genome of the type species
was recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus JAJYUY01 in GTDB R226. The description of the genus is the same as for its type species 

Genus Bryndumius

[bryn.du'mi.us] Danish n.
Bryndum, Danish parish; N.L.
masc. n. Bryndumius, Microbe
named after the Danish parish
of Bryndum, near which the
genome of the type species was
recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. The description of the genus is the same as for its type species Bryndumius litoralis

Genus Bryrupiana

[bry.ru.pi.a'na] Danish n.
Bryrup, Danish parish; N.L.
fem. n. Bryrupiana, Microbe
named after the Danish parish
of Bryrup, near which the
genome of the type species was
recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus AC-51 in GTDB R226. The description of the genus is the same as for its type species 

Genus Bullerupicola

[bul.le.ru.pi'co.la] Danish n.
Bullerup, Danish city; L. masc.
suff. cola, an inhabitant; N.L.
masc. n. Bullerupicola, Microbe
named after the Danish city of
Bullerup, near which the
genome of the type species was
recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus UBA6224 in GTDB R226. The description of the genus is the same as for its type species 

[by.ru.mi.vi'vens] Danish n.
Byrum, Danish city; L. masc.
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Genus Byrumivivens
pres. part. vivens, living; N.L.
masc. n. Byrumivivens, Microbe
named after the Danish city of
Byrum, near which the genome
of the type species was
recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus JAJPJE01 in GTDB R226. The description of the genus is the same as for its type species 

Genus Christiansfeldium

[chris.tians.fel'di.um] Danish n.
Christiansfeld, Danish city; N.L.
neut. n. Christiansfeldium,
Microbe named after the Danish
city of Christiansfeld, near which
the genome of the type species
was recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. The description of the genus is the same as for its type species Christiansfeldium simile

Genus Daastrupimen

[da.as.tru'pi.men] Danish n.
Daastrup, Danish parish; N.L.
neut. n. Daastrupimen, Microbe
arbitrarily named after the
Danish parish of Daastrup, near
which the genome of the type
species was recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus JAHEKZ01 in GTDB R226. The description of the genus is the same as for its type species 

Genus Damsholtecola

[dams.hol.te'co.la] Danish n.
Damsholte, Danish parish; L.
masc. suff. cola, an inhabitant;
N.L. masc. n. Damsholtecola,
Microbe named after the Danish
parish of Damsholte, near which
the genome of the type species
was recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus DATBDN01 in GTDB R226. The description of the genus is the same as for its type species 

Genus Diernaesiella

[di.er.nae.si.el'la] Danish n.
Diernaes, Danish parish; N.L.
fem. n. Diernaesiella, Microbe
named after the Danish parish
of Diernaes, near which the
genome of the type species was
recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus PRDV01 in GTDB R226. The description of the genus is the same as for its type species 

Genus Doelbyus

[doel'by.us] Danish n. Doelby,
Danish parish; N.L. masc. n.
Doelbyus, Microbe named after
the Danish parish of Doelby,
near which the genome of the
type species was recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus LJNS01 in GTDB R226. The description of the genus is the same as for its type species 

Genus Dommerbymen

[dom.mer'by.men] Danish n.
Dommerby, Danish parish; N.L.
neut. n. Dommerbymen,
Microbe arbitrarily named after
the Danish parish of Dommerby,
near which the genome of the
type species was recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus VGXI01 in GTDB R226. The description of the genus is the same as for its type species 

Genus Dragstrupisoma

[drag.stru.pi.so'ma] Danish n.
Dragstrup, Danish parish; Gr.
neut. n. soma, a body; N.L.
neut. n. Dragstrupisoma,
Microbe named after the Danish
parish of Dragstrup, near which
the genome of the type species
was recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus JBBQNR01 in GTDB R226. The description of the genus is the same as for its type species 

Genus Drejoehabitans

[dre.joe.ha.bi'tans] Danish n.
Drejoe, Danish parish; L. masc.
pres. part. habitans,
inhabiting; N.L. masc. n.
Drejoehabitans, Microbe named
after the Danish parish of
Drejoe, near which the genome
of the type species was
recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus C-114 in GTDB R226. The description of the genus is the same as for its type species 

[dre.joel'la] Danish n. Drejoe,
Danish parish; N.L. fem. n.
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Genus Drejoella Drejoella, Microbe named after
the Danish parish of Drejoe,
near which the genome of the
type species was recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus DAIUEP01 in GTDB R226. The description of the genus is the same as for its type species 

Genus Drejoemorpha

[dre.joe.mor'pha] Danish n.
Drejoe, Danish parish; Gr. fem.
n. morpha, a form or shape;
N.L. fem. n. Drejoemorpha,
Microbe named after the Danish
parish of Drejoe, near which the
genome of the type species was
recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus DATBAT01 in GTDB R226. The description of the genus is the same as for its type species 

Genus Drejoeum

[drej'oe.um] Danish n. Drejoe,
Danish parish; N.L. neut. n.
Drejoeum, Microbe named after
the Danish parish of Drejoe,
near which the genome of the
type species was recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus DASUPK01 in GTDB R226. The description of the genus is the same as for its type species 

Genus Dreslettesoma

[dres.let.te.so'ma] Danish n.
Dreslette, Danish parish; Gr.
neut. n. soma, a body; N.L.
neut. n. Dreslettesoma,
Microbe named after the Danish
parish of Dreslette, near which
the genome of the type species
was recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus DATFTE01 in GTDB R226. The description of the genus is the same as for its type species 

Genus Drigstrupium

[drig.stru'pi.um] Danish n.
Drigstrup, Danish parish; N.L.
neut. n. Drigstrupium, Microbe
named after the Danish parish
of Drigstrup, near which the
genome of the type species was
recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. The description of the genus is the same as for its type species Drigstrupium litorale

Genus Durupiaba

[du.ru.pi.a'ba] Danish n. Durup,
Danish parish; N.L. fem. n.
Durupiaba, Microbe arbitrarily
named after the Danish parish
of Durup, near which the
genome of the type species was
recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus JAGGTI01 in GTDB R226. The description of the genus is the same as for its type species 

Genus Ebdrupicola

[eb.dru.pi'co.la] Danish n.
Ebdrup, Danish parish; L. masc.
suff. cola, an inhabitant; N.L.
masc. n. Ebdrupicola, Microbe
named after the Danish parish
of Ebdrup, near which the
genome of the type species was
recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus JACCZH01 in GTDB R226. The description of the genus is the same as for its type species 

Genus Egensehabitans

[e.gen.se.ha.bi'tans] Danish n.
Egense, Danish parish; L. masc.
pres. part. habitans,
inhabiting; N.L. masc. n.
Egensehabitans, Microbe named
after the Danish parish of
Egense, near which the genome
of the type species was
recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus DATBHM01 in GTDB R226. The description of the genus is the same as for its type species 

Genus Egerisiella

[e.ge.ri.si.el'la] Danish n.
Egeris, Danish parish; N.L. fem.
n. Egerisiella, Microbe named
after the Danish parish of
Egeris, near which the genome
of the type species was
recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus SPDF01 in GTDB R226. The description of the genus is the same as for its type species 

[eg.tve.di.vi'ta] Danish n.
Egtved, Danish city; L. fem. n.
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Genus Egtvedivita vita, life; N.L. fem. n.
Egtvedivita, Microbe named
after the Danish city of Egtved,
near which the genome of the
type species was recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus Palsa-1233 in GTDB R226. The description of the genus is the same as for its type species 

Genus Egvadium

[eg.va'di.um] Danish n. Egvad,
Danish parish; N.L. neut. n.
Egvadium, Microbe named after
the Danish parish of Egvad, near
which the genome of the type
species was recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. The description of the genus is the same as for its type species Egvadium lacustre

Genus Ejdrupibacter

[ej.dru.pi.bac'ter] Danish n.
Ejdrup, Danish parish; N.L.
masc. n. bacter, a rod; N.L.
masc. n. Ejdrupibacter, Microbe
named after the Danish parish
of Ejdrup, near which the
genome of the type species was
recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus Fen-1039 in GTDB R226. The description of the genus is the same as for its type species 

Genus Ejerslevisoma

[ej.er.sle.vi.so'ma] Danish n.
Ejerslev, Danish parish; Gr.
neut. n. soma, a body; N.L.
neut. n. Ejerslevisoma, Microbe
named after the Danish parish
of Ejerslev, near which the
genome of the type species was
recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus JABDBE01 in GTDB R226. The description of the genus is the same as for its type species 

Genus Ejsingicoccus

[ej.sin.gi.coc'cus] Danish n.
Ejsing, Danish parish; N.L.
masc. n. coccus, a grain or
seed; N.L. masc. n.
Ejsingicoccus, Microbe named
after the Danish parish of Ejsing,
near which the genome of the
type species was recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus UBA1162 in GTDB R226. The description of the genus is the same as for its type species 

Genus Ellingivita

[el.lin.gi.vi'ta] Danish n. Elling,
Danish city; L. fem. n. vita, life;
N.L. fem. n. Ellingivita, Microbe
named after the Danish city of
Elling, near which the genome of
the type species was recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus DASYKT01 in GTDB R226. The description of the genus is the same as for its type species 

Genus Elmelundeaba

[el.me.lun.de.a'ba] Danish n.
Elmelunde, Danish parish; N.L.
fem. n. Elmelundeaba, Microbe
arbitrarily named after the
Danish parish of Elmelunde,
near which the genome of the
type species was recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus ZC4RG19 in GTDB R226. The description of the genus is the same as for its type species 

Genus Elsborgius

[els.bor'gi.us] Danish n.
Elsborg, Danish parish; N.L.
masc. n. Elsborgius, Microbe
named after the Danish parish
of Elsborg, near which the
genome of the type species was
recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. The description of the genus is the same as for its type species Elsborgius terreus

Genus Endelavebacter

[en.de.la.ve.bac'ter] Danish n.
Endelave, Danish parish; N.L.
masc. n. bacter, a rod; N.L.
masc. n. Endelavebacter,
Microbe named after the Danish
parish of Endelave, near which
the genome of the type species
was recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus DASPUH01 in GTDB R226. The description of the genus is the same as for its type species 

Genus Endelavemonas

[en.de.la.ve'mo.nas] Danish n.
Endelave, Danish parish; L.
fem. n. monas, a unit; N.L.
fem. n. Endelavemonas,
Microbe named after the Danish Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus PALSA-270 in GTDB R226. The description of the genus is the same as for its type species 
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parish of Endelave, near which
the genome of the type species
was recovered.

Genus Engbjergivita

[eng.bjer.gi.vi'ta] Danish n.
Engbjerg, Danish parish; L.
fem. n. vita, life; N.L. fem. n.
Engbjergivita, Microbe named
after the Danish parish of
Engbjerg, near which the
genome of the type species was
recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. The description of the genus is the same as for its type species Engbjergivita europaea

Genus Engesvangiaba

[en.ges.van.gi.a'ba] Danish n.
Engesvang, Danish parish; N.L.
fem. n. Engesvangiaba,
Microbe arbitrarily named after
the Danish parish of Engesvang,
near which the genome of the
type species was recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus Palsa-360 in GTDB R226. The description of the genus is the same as for its type species 

Genus Enslevisoma

[en.sle.vi.so'ma] Danish n.
Enslev, Danish parish; Gr. neut.
n. soma, a body; N.L. neut. n.
Enslevisoma, Microbe named
after the Danish parish of
Enslev, near which the genome
of the type species was
recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. The description of the genus is the same as for its type species Enslevisoma aridum

Genus Enstedimicrobium

[en.ste.di.mi.cro'bi.um] Danish
n. Ensted, Danish parish; N.L.
neut. n. microbium, a microbe;
N.L. neut. n.
Enstedimicrobium, Microbe
named after the Danish parish
of Ensted, near which the
genome of the type species was
recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus C7867-001 in GTDB R226. The description of the genus is the same as for its type species 

Genus Estruplundiana

[es.trup.lun.di.a'na] Danish n.
Estruplund, Danish parish; N.L.
fem. n. Estruplundiana, Microbe
named after the Danish parish
of Estruplund, near which the
genome of the type species was
recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. The description of the genus is the same as for its type species Estruplundiana tellurica

Genus Estvadibacterium

[est.va.di.bac.te'ri.um] Danish
n. Estvad, Danish parish; N.L.
neut. n. bacterium, a
bacterium; N.L. neut. n.
Estvadibacterium, Microbe
named after the Danish parish
of Estvad, near which the
genome of the type species was
recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus JAJPKK01 in GTDB R226. The description of the genus is the same as for its type species 

Genus Estvadius

[est.va'di.us] Danish n. Estvad,
Danish parish; N.L. masc. n.
Estvadius, Microbe named after
the Danish parish of Estvad,
near which the genome of the
type species was recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus VGWX01 in GTDB R226. The description of the genus is the same as for its type species 

Genus Faaborgimorpha

[fa.a.bor.gi.mor'pha] Danish n.
Faaborg, Danish city; Gr. fem.
n. morpha, a form or shape;
N.L. fem. n. Faaborgimorpha,
Microbe named after the Danish
city of Faaborg, near which the
genome of the type species was
recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus Bog-793 in GTDB R226. The description of the genus is the same as for its type species 

[fa.ru.mi.bac'ter] Danish n.
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Genus Farumibacter
Farum, Danish city; N.L. masc.
n. bacter, a rod; N.L. masc. n.
Farumibacter, Microbe named
after the Danish city of Farum,
near which the genome of the
type species was recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus PALSA-457 in GTDB R226. The description of the genus is the same as for its type species 

Genus Fausingibacter

[fau.sin.gi.bac'ter] Danish n.
Fausing, Danish parish; N.L.
masc. n. bacter, a rod; N.L.
masc. n. Fausingibacter,
Microbe named after the Danish
parish of Fausing, near which
the genome of the type species
was recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus JAHFUA01 in GTDB R226. The description of the genus is the same as for its type species 

Genus Felstedibacter

[fel.ste.di.bac'ter] Danish n.
Felsted, Danish parish; N.L.
masc. n. bacter, a rod; N.L.
masc. n. Felstedibacter,
Microbe named after the Danish
parish of Felsted, near which the
genome of the type species was
recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus Fen-1362 in GTDB R226. The description of the genus is the same as for its type species 

Genus Fjelstrupiaba

[fjel.stru.pi.a'ba] Danish n.
Fjelstrup, Danish parish; N.L.
fem. n. Fjelstrupiaba, Microbe
arbitrarily named after the
Danish parish of Fjelstrup, near
which the genome of the type
species was recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. The description of the genus is the same as for its type species Fjelstrupiaba borealis

Genus Flejsborgiaba

[flejs.bor.gi.a'ba] Danish n.
Flejsborg, Danish parish; N.L.
fem. n. Flejsborgiaba, Microbe
arbitrarily named after the
Danish parish of Flejsborg, near
which the genome of the type
species was recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. The description of the genus is the same as for its type species Flejsborgiaba litoralis

Genus Flynderiella

[flyn.de.ri.el'la] Danish n.
Flynder, Danish parish; N.L.
fem. n. Flynderiella, Microbe
named after the Danish parish
of Flynder, near which the
genome of the type species was
recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. The description of the genus is the same as for its type species Flynderiella similis

Genus Flynderium

[flyn.de'ri.um] Danish n.
Flynder, Danish parish; N.L.
neut. n. Flynderium, Microbe
named after the Danish parish
of Flynder, near which the
genome of the type species was
recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. The description of the genus is the same as for its type species Flynderium europaeum

Genus Foevlingiana

[foev.lin.gi.a'na] Danish n.
Foevling, Danish parish; N.L.
fem. n. Foevlingiana, Microbe
named after the Danish parish
of Foevling, near which the
genome of the type species was
recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus VAXT01 in GTDB R226. The description of the genus is the same as for its type species 

Genus Fraeerimicrobium

[frae.e.ri.mi.cro'bi.um] Danish
n. Fraeer, Danish parish; N.L.
neut. n. microbium, a microbe;
N.L. neut. n.
Fraeerimicrobium, Microbe
named after the Danish parish
of Fraeer, near which the
genome of the type species was
recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus QIAJ01 in GTDB R226. The description of the genus is the same as for its type species 

[fram.le.vi.vi'ta] Danish n.
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Genus Framlevivita
Framlev, Danish city; L. fem. n.
vita, life; N.L. fem. n.
Framlevivita, Microbe named
after the Danish city of Framlev,
near which the genome of the
type species was recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus JANNBN01 in GTDB R226. The description of the genus is the same as for its type species 

Genus Fredensisoma

[fre.den.si.so'ma] Danish n.
Fredens, Danish parish; Gr.
neut. n. soma, a body; N.L.
neut. n. Fredensisoma, Microbe
named after the Danish parish
of Fredens, near which the
genome of the type species was
recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. The description of the genus is the same as for its type species Fredensisoma oricum

Genus Frederiksiana

[fre.de.rik.si.a'na] Danish n.
Frederiks, Danish parish; N.L.
fem. n. Frederiksiana, Microbe
named after the Danish parish
of Frederiks, near which the
genome of the type species was
recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus JAKIWV01 in GTDB R226. The description of the genus is the same as for its type species 

Genus Froerupimorpha

[froe.ru.pi.mor'pha] Danish n.
Froerup, Danish parish; Gr.
fem. n. morpha, a form or
shape; N.L. fem. n.
Froerupimorpha, Microbe named
after the Danish parish of
Froerup, near which the genome
of the type species was
recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. The description of the genus is the same as for its type species Froerupimorpha borealis

Genus Galtenibacter

[gal.te.ni.bac'ter] Danish n.
Noerre Galten, Danish parish;
N.L. masc. n. bacter, a rod;
N.L. masc. n. Galtenibacter,
Microbe arbitrarily named after
the Danish parish of Noerre
Galten, near which the genome
of the type species was
recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus UBA5072 in GTDB R226. The description of the genus is the same as for its type species 

Genus Gammelstrupium

[gam.mel.stru'pi.um] Danish n.
Gammelstrup, Danish parish;
N.L. neut. n. Gammelstrupium,
Microbe named after the Danish
parish of Gammelstrup, near
which the genome of the type
species was recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. The description of the genus is the same as for its type species Gammelstrupium septentrionale

Genus Gedvedius

[ged.ve'di.us] Danish n.
Gedved, Danish city; N.L.
masc. n. Gedvedius, Microbe
named after the Danish city of
Gedved, near which the genome
of the type species was
recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. The description of the genus is the same as for its type species Gedvedius lacustris

Genus Gerdingisoma

[ger.din.gi.so'ma] Danish n.
Gerding, Danish parish; Gr.
neut. n. soma, a body; N.L.
neut. n. Gerdingisoma, Microbe
named after the Danish parish
of Gerding, near which the
genome of the type species was
recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus DATAES01 in GTDB R226. The description of the genus is the same as for its type species 

Genus Gettrupivita

[get.tru.pi.vi'ta] Danish n.
Gettrup, Danish parish; L. fem.
n. vita, life; N.L. fem. n.
Gettrupivita, Microbe named
after the Danish parish of
Gettrup, near which the genome
of the type species was

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus JAUWGC01 in GTDB R226. The description of the genus is the same as for its type species 
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recovered.

Genus Giverimen

[gi.ve'ri.men] Danish n. Giver,
Danish parish; N.L. neut. n.
Giverimen, Microbe arbitrarily
named after the Danish parish
of Giver, near which the genome
of the type species was
recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus SZUA-46 in GTDB R226. The description of the genus is the same as for its type species 

Genus Gjerrildiella

[gjer.ril.di.el'la] Danish n.
Gjerrild, Danish parish; N.L.
fem. n. Gjerrildiella, Microbe
named after the Danish parish
of Gjerrild, near which the
genome of the type species was
recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus JAFAYN01 in GTDB R226. The description of the genus is the same as for its type species 

Genus Gjesingiaba

[gje.sin.gi.a'ba] Danish n.
Gjesing, Danish parish; N.L.
fem. n. Gjesingiaba, Microbe
arbitrarily named after the
Danish parish of Gjesing, near
which the genome of the type
species was recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus RBG-16-34-14 in GTDB R226. The description of the genus is the same as for its type species 

Genus Gjesingium

[gje.sin'gi.um] Danish n.
Gjesing, Danish parish; N.L.
neut. n. Gjesingium, Microbe
named after the Danish parish
of Gjesing, near which the
genome of the type species was
recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus FEN-1297 in GTDB R226. The description of the genus is the same as for its type species 

Genus Glesborgium

[gles.bor'gi.um] Danish n.
Glesborg, Danish parish; N.L.
neut. n. Glesborgium, Microbe
named after the Danish parish
of Glesborg, near which the
genome of the type species was
recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. The description of the genus is the same as for its type species Glesborgium aridum

Genus Glyngoereum

[glyn.goe're.um] Danish n.
Glyngoere, Danish parish; N.L.
neut. n. Glyngoereum, Microbe
named after the Danish parish
of Glyngoere, near which the
genome of the type species was
recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus DATFFO01 in GTDB R226. The description of the genus is the same as for its type species 

Genus Goerdingisoma

[goer.din.gi.so'ma] Danish n.
Goerding, Danish parish; Gr.
neut. n. soma, a body; N.L.
neut. n. Goerdingisoma,
Microbe named after the Danish
parish of Goerding, near which
the genome of the type species
was recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus SZUA-442 in GTDB R226. The description of the genus is the same as for its type species 

Genus Graedstrupiella

[graed.stru.pi.el'la] Danish n.
Graedstrup, Danish parish; N.L.
fem. n. Graedstrupiella,
Microbe named after the Danish
parish of Graedstrup, near which
the genome of the type species
was recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus JARIHD01 in GTDB R226. The description of the genus is the same as for its type species 

Genus Granslevivita

[gran.sle.vi.vi'ta] Danish n.
Granslev, Danish parish; L. fem.
n. vita, life; N.L. fem. n.
Granslevivita, Microbe named
after the Danish parish of
Granslev, near which the
genome of the type species was
recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus DASSJM01 in GTDB R226. The description of the genus is the same as for its type species 
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Genus Grarupibacterium

[gra.ru.pi.bac.te'ri.um] Danish
n. Grarup, Danish parish; N.L.
neut. n. bacterium, a
bacterium; N.L. neut. n.
Grarupibacterium, Microbe
named after the Danish parish
of Grarup, near which the
genome of the type species was
recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus BS750m-G71 in GTDB R226. The description of the genus is the same as for its type species 

Genus Grarupimicrobium

[gra.ru.pi.mi.cro'bi.um] Danish
n. Grarup, Danish parish; N.L.
neut. n. microbium, a microbe;
N.L. neut. n.
Grarupimicrobium, Microbe
named after the Danish parish
of Grarup, near which the
genome of the type species was
recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus O2-01-FULL-39-8 in GTDB R226. The description of the genus is the same as for its type species 

Genus Gravlevius

[grav.le'vi.us] Danish n.
Gravlev, Danish parish; N.L.
masc. n. Gravlevius, Microbe
named after the Danish parish
of Gravlev, near which the
genome of the type species was
recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus PALSA-1003 in GTDB R226. The description of the genus is the same as for its type species 

Genus Grenella

[gre.nel'la] Danish n. Grene,
Danish parish; N.L. fem. n.
Grenella, Microbe named after
the Danish parish of Grene, near
which the genome of the type
species was recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus JAJPII01 in GTDB R226. The description of the genus is the same as for its type species 

Genus Grindstediaba

[grind.ste.di.a'ba] Danish n.
Grindsted, Danish city; N.L.
fem. n. Grindstediaba, Microbe
arbitrarily named after the
Danish city of Grindsted, near
which the genome of the type
species was recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. The description of the genus is the same as for its type species Grindstediaba terrestris

Genus Groenningimen

[groen.nin'gi.men] Danish n.
Groenning, Danish parish; N.L.
neut. n. Groenningimen,
Microbe arbitrarily named after
the Danish parish of Groenning,
near which the genome of the
type species was recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus PHOS-HE28 in GTDB R226. The description of the genus is the same as for its type species 

Genus Grundtvigsius

[grund.tvig'si.us] Danish n.
Grundtvigs, Danish parish; N.L.
masc. n. Grundtvigsius,
Microbe named after the Danish
parish of Grundtvigs, near which
the genome of the type species
was recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. The description of the genus is the same as for its type species Grundtvigsius aridus

Genus Grynderupisoma

[gryn.de.ru.pi.so'ma] Danish n.
Grynderup, Danish parish; Gr.
neut. n. soma, a body; N.L.
neut. n. Grynderupisoma,
Microbe named after the Danish
parish of Grynderup, near which
the genome of the type species
was recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus Fen-1255 in GTDB R226. The description of the genus is the same as for its type species 

Genus
Gudhjemibacterium

[gud.hje.mi.bac.te'ri.um]
Danish n. Gudhjem, Danish
city; N.L. neut. n. bacterium, a
bacterium; N.L. neut. n.
Gudhjemibacterium, Microbe
named after the Danish city of
Gudhjem, near which the
genome of the type species was

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus JAMXLG01 in GTDB R226. The description of the genus is the same as for its type species 
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recovered.

Genus Gudumium

[gu.du'mi.um] Danish n.
Gudum, Danish parish; N.L.
neut. n. Gudumium, Microbe
named after the Danish parish
of Gudum, near which the
genome of the type species was
recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus JACDAL01 in GTDB R226. The description of the genus is the same as for its type species 

Genus Guldagerisoma

[gul.da.ge.ri.so'ma] Danish n.
Guldager, Danish parish; Gr.
neut. n. soma, a body; N.L.
neut. n. Guldagerisoma,
Microbe named after the Danish
parish of Guldager, near which
the genome of the type species
was recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus FEB-12 in GTDB R226. The description of the genus is the same as for its type species 

Genus Gunderstedicola

[gun.der.ste.di'co.la] Danish n.
Gundersted, Danish parish; L.
masc. suff. cola, an inhabitant;
N.L. masc. n. Gunderstedicola,
Microbe named after the Danish
parish of Gundersted, near
which the genome of the type
species was recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus JADLGL01 in GTDB R226. The description of the genus is the same as for its type species 

Genus Gyllingicola

[gyl.lin.gi'co.la] Danish n.
Gylling, Danish parish; L. masc.
suff. cola, an inhabitant; N.L.
masc. n. Gyllingicola, Microbe
named after the Danish parish
of Gylling, near which the
genome of the type species was
recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus UBA11236 in GTDB R226. The description of the genus is the same as for its type species 

Genus Gyllingiella

[gyl.lin.gi.el'la] Danish n.
Gylling, Danish parish; N.L.
fem. n. Gyllingiella, Microbe
named after the Danish parish
of Gylling, near which the
genome of the type species was
recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus JAKASX01 in GTDB R226. The description of the genus is the same as for its type species 

Genus Gyllingisoma

[gyl.lin.gi.so'ma] Danish n.
Gylling, Danish parish; Gr.
neut. n. soma, a body; N.L.
neut. n. Gyllingisoma, Microbe
named after the Danish parish
of Gylling, near which the
genome of the type species was
recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus JAJPKE01 in GTDB R226. The description of the genus is the same as for its type species 

Genus Haasumivivens

[ha.a.su.mi.vi'vens] Danish n.
Haasum, Danish parish; L.
masc. pres. part. vivens,
living; N.L. masc. n.
Haasumivivens, Microbe named
after the Danish parish of
Haasum, near which the
genome of the type species was
recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus JAUSKB01 in GTDB R226. The description of the genus is the same as for its type species 

Genus Hadbjergicola

[had.bjer.gi'co.la] Danish n.
Hadbjerg, Danish parish; L.
masc. suff. cola, an inhabitant;
N.L. masc. n. Hadbjergicola,
Microbe named after the Danish
parish of Hadbjerg, near which
the genome of the type species
was recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus RBG-16-49-21 in GTDB R226. The description of the genus is the same as for its type species 

[had.ste.ni.bac'ter] Danish n.
Hadsten, Danish city; N.L.
masc. n. bacter, a rod; N.L.
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Genus Hadstenibacter masc. n. Hadstenibacter,
Microbe named after the Danish
city of Hadsten, near which the
genome of the type species was
recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus DASZEX01 in GTDB R226. The description of the genus is the same as for its type species 

Genus Haldumiella

[hal.du.mi.el'la] Danish n.
Haldum, Danish parish; N.L.
fem. n. Haldumiella, Microbe
named after the Danish parish
of Haldum, near which the
genome of the type species was
recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus UTCFX2 in GTDB R226. The description of the genus is the same as for its type species 

Genus Halkibacter

[hal.ki.bac'ter] Danish n. Halk,
Danish parish; N.L. masc. n.
bacter, a rod; N.L. masc. n.
Halkibacter, Microbe named
after the Danish parish of Halk,
near which the genome of the
type species was recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. The description of the genus is the same as for its type species Halkibacter septentrionalis

Genus Halkiella

[hal.ki.el'la] Danish n. Halk,
Danish parish; N.L. fem. n.
Halkiella, Microbe named after
the Danish parish of Halk, near
which the genome of the type
species was recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. The description of the genus is the same as for its type species Halkiella affinis

Genus Halsiella

[hal.si.el'la] Danish n. Hals,
Danish city; N.L. fem. n.
Halsiella, Microbe named after
the Danish city of Hals, near
which the genome of the type
species was recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus DASUNP01 in GTDB R226. The description of the genus is the same as for its type species 

Genus Handbjergiaba

[hand.bjer.gi.a'ba] Danish n.
Handbjerg, Danish parish; N.L.
fem. n. Handbjergiaba, Microbe
arbitrarily named after the
Danish parish of Handbjerg,
near which the genome of the
type species was recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus Fen-1298 in GTDB R226. The description of the genus is the same as for its type species 

Genus
Hanstedimicrobium

[han.ste.di.mi.cro'bi.um]
Danish n. Hansted, Danish
parish; N.L. neut. n.
microbium, a microbe; N.L.
neut. n. Hanstedimicrobium,
Microbe named after the Danish
parish of Hansted, near which
the genome of the type species
was recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus DAHXMV01 in GTDB R226. The description of the genus is the same as for its type species 

Genus Harbooremen

[har.bo.o're.men] Danish n.
Harboore, Danish city; N.L.
neut. n. Harbooremen, Microbe
arbitrarily named after the
Danish city of Harboore, near
which the genome of the type
species was recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus JABDQA01 in GTDB R226. The description of the genus is the same as for its type species 

Genus Harlevimorpha

[har.le.vi.mor'pha] Danish n.
Harlev, Danish city; Gr. fem. n.
morpha, a form or shape; N.L.
fem. n. Harlevimorpha, Microbe
named after the Danish city of
Harlev, near which the genome
of the type species was
recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus CADEEN01 in GTDB R226. The description of the genus is the same as for its type species 

[har.re.ha.bi'tans] Danish n.
Harre, Danish parish; L. masc.
pres. part. habitans,
inhabiting; N.L. masc. n.
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Genus Harrehabitans Harrehabitans, Microbe named
after the Danish parish of Harre,
near which the genome of the
type species was recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus JALNZF01 in GTDB R226. The description of the genus is the same as for its type species 

Genus Havbromicrobium

[hav.bro.mi.cro'bi.um] Danish
n. Havbro, Danish parish; N.L.
neut. n. microbium, a microbe;
N.L. neut. n.
Havbromicrobium, Microbe
named after the Danish parish
of Havbro, near which the
genome of the type species was
recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. The description of the genus is the same as for its type species Havbromicrobium litorale

Genus Havbroum

[hav'bro.um] Danish n. Havbro,
Danish parish; N.L. neut. n.
Havbroum, Microbe named after
the Danish parish of Havbro,
near which the genome of the
type species was recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus JALHMI01 in GTDB R226. The description of the genus is the same as for its type species 

Genus Haversleviella

[ha.ver.sle.vi.el'la] Danish n.
Haverslev, Danish parish; N.L.
fem. n. Haversleviella, Microbe
named after the Danish parish
of Haverslev, near which the
genome of the type species was
recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus CAIYYT01 in GTDB R226. The description of the genus is the same as for its type species 

Genus Heddingeus

[hed.din'ge.us] Danish n. Store
Heddinge, Danish city; N.L.
masc. n. Heddingeus, Microbe
arbitrarily named after the
Danish city of Store Heddinge,
near which the genome of the
type species was recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus JACCTU01 in GTDB R226. The description of the genus is the same as for its type species 

Genus Hejnsvigiella

[hejn.svi.gi.el'la] Danish n.
Hejnsvig, Danish parish; N.L.
fem. n. Hejnsvigiella, Microbe
named after the Danish parish
of Hejnsvig, near which the
genome of the type species was
recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus BPUI01 in GTDB R226. The description of the genus is the same as for its type species 

Genus Helligsoella

[hel.lig.soel'la] Danish n.
Helligsoe, Danish parish; N.L.
fem. n. Helligsoella, Microbe
named after the Danish parish
of Helligsoe, near which the
genome of the type species was
recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus MADRE3 in GTDB R226. The description of the genus is the same as for its type species 

Genus Hemiaba

[he.mi.a'ba] Danish n. Hem,
Danish parish; N.L. fem. n.
Hemiaba, Microbe arbitrarily
named after the Danish parish
of Hem, near which the genome
of the type species was
recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus JAHEEL01 in GTDB R226. The description of the genus is the same as for its type species 

Genus Hemmediaba

[hem.me.di.a'ba] Danish n.
Hemmed, Danish parish; N.L.
fem. n. Hemmediaba, Microbe
arbitrarily named after the
Danish parish of Hemmed, near
which the genome of the type
species was recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus DASTVO01 in GTDB R226. The description of the genus is the same as for its type species 

Genus Hemmetimen

[hem.me'ti.men] Danish n.
Hemmet, Danish city; N.L.
neut. n. Hemmetimen, Microbe
arbitrarily named after the
Danish city of Hemmet, near
which the genome of the type

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. The description of the genus is the same as for its type species Hemmetimen vicinum
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species was recovered.

Genus Hennevivens

[hen.ne.vi'vens] Danish n.
Henne, Danish parish; L. masc.
pres. part. vivens, living; N.L.
masc. n. Hennevivens, Microbe
named after the Danish parish
of Henne, near which the
genome of the type species was
recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus DAHVFK01 in GTDB R226. The description of the genus is the same as for its type species 

Genus Herslevibacter

[hers.le.vi.bac'ter] Danish n.
Herslev, Danish parish; N.L.
masc. n. bacter, a rod; N.L.
masc. n. Herslevibacter,
Microbe named after the Danish
parish of Herslev, near which
the genome of the type species
was recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus PALSA-612 in GTDB R226. The description of the genus is the same as for its type species 

Genus Hindborgiana

[hind.bor.gi.a'na] Danish n.
Hindborg, Danish parish; N.L.
fem. n. Hindborgiana, Microbe
named after the Danish parish
of Hindborg, near which the
genome of the type species was
recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. The description of the genus is the same as for its type species Hindborgiana septentrionalis

Genus Hinnerupiana

[hin.ne.ru.pi.a'na] Danish n.
Hinnerup, Danish city; N.L.
fem. n. Hinnerupiana, Microbe
named after the Danish city of
Hinnerup, near which the
genome of the type species was
recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. The description of the genus is the same as for its type species Hinnerupiana septentrionalis

Genus Hjerkibacterium

[hjer.ki.bac.te'ri.um] Danish n.
Hjerk, Danish parish; N.L. neut.
n. bacterium, a bacterium; N.L.
neut. n. Hjerkibacterium,
Microbe named after the Danish
parish of Hjerk, near which the
genome of the type species was
recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. The description of the genus is the same as for its type species Hjerkibacterium telluricum

Genus Hjermitsleviaba

[hjer.mit.sle.vi.a'ba] Danish n.
Vester Hjermitslev, Danish
parish; N.L. fem. n.
Hjermitsleviaba, Microbe
arbitrarily named after the
Danish parish of Vester
Hjermitslev, near which the
genome of the type species was
recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus Palsa-739 in GTDB R226. The description of the genus is the same as for its type species 

Genus Hjerndrupiaba

[hjern.dru.pi.a'ba] Danish n.
Hjerndrup, Danish parish; N.L.
fem. n. Hjerndrupiaba, Microbe
arbitrarily named after the
Danish parish of Hjerndrup, near
which the genome of the type
species was recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus Fen-1359 in GTDB R226. The description of the genus is the same as for its type species 

Genus Hjertingimen

[hjer.tin'gi.men] Danish n.
Hjerting, Danish parish; N.L.
neut. n. Hjertingimen, Microbe
arbitrarily named after the
Danish parish of Hjerting, near
which the genome of the type
species was recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus SLFE01 in GTDB R226. The description of the genus is the same as for its type species 

Genus Hjertingisoma

[hjer.tin.gi.so'ma] Danish n.
Hjerting, Danish parish; Gr.
neut. n. soma, a body; N.L.
neut. n. Hjertingisoma, Microbe Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus CAMPKL01 in GTDB R226. The description of the genus is the same as for its type species 
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named after the Danish parish
of Hjerting, near which the
genome of the type species was
recovered.

Genus Hjordkaeriella

[hjord.kae.ri.el'la] Danish n.
Hjordkaer, Danish city; N.L.
fem. n. Hjordkaeriella, Microbe
named after the Danish city of
Hjordkaer, near which the
genome of the type species was
recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus UBA11358 in GTDB R226, and genus UBA7542 in GTDB R220. The description of the genus is the same as for its type species
Hjordkaeriella lacustris.

Genus Hoddevivens

[hod.de.vi'vens] Danish n.
Hodde, Danish parish; L. masc.
pres. part. vivens, living; N.L.
masc. n. Hoddevivens, Microbe
named after the Danish parish
of Hodde, near which the
genome of the type species was
recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus DAOMFB01 in GTDB R226. The description of the genus is the same as for its type species 

Genus Hoejslevicola

[hoej.sle.vi'co.la] Danish n.
Hoejslev, Danish parish; L.
masc. suff. cola, an inhabitant;
N.L. masc. n. Hoejslevicola,
Microbe named after the Danish
parish of Hoejslev, near which
the genome of the type species
was recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus B10-G9 in GTDB R226. The description of the genus is the same as for its type species 

Genus Hoerningimen

[hoer.nin'gi.men] Danish n.
Hoerning, Danish parish; N.L.
neut. n. Hoerningimen, Microbe
arbitrarily named after the
Danish parish of Hoerning, near
which the genome of the type
species was recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. The description of the genus is the same as for its type species Hoerningimen europaeum

Genus Hoerupimicrobium

[hoe.ru.pi.mi.cro'bi.um] Danish
n. Hoerup, Danish parish; N.L.
neut. n. microbium, a microbe;
N.L. neut. n.
Hoerupimicrobium, Microbe
named after the Danish parish
of Hoerup, near which the
genome of the type species was
recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus GWA1-54-10 in GTDB R226. The description of the genus is the same as for its type species 

Genus Holboelimen

[hol.boe'li.men] Danish n.
Holboel, Danish parish; N.L.
neut. n. Holboelimen, Microbe
arbitrarily named after the
Danish parish of Holboel, near
which the genome of the type
species was recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus Fen-1254 in GTDB R226. The description of the genus is the same as for its type species 

Genus Holtecola

[hol.te'co.la] Danish n. Gammel
Holte, Danish parish; L. masc.
suff. cola, an inhabitant; N.L.
masc. n. Holtecola, Microbe
arbitrarily named after the
Danish parish of Gammel Holte,
near which the genome of the
type species was recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus QUBU01 in GTDB R226. The description of the genus is the same as for its type species 

Genus Holtugicola

[hol.tu.gi'co.la] Danish n.
Holtug, Danish parish; L. masc.
suff. cola, an inhabitant; N.L.
masc. n. Holtugicola, Microbe
named after the Danish parish
of Holtug, near which the
genome of the type species was
recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus UBA11740 in GTDB R226. The description of the genus is the same as for its type species 

[ho'men] Danish n. Ho, Danish
parish; N.L. neut. n. Homen,
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Genus Homen Microbe arbitrarily named after
the Danish parish of Ho, near
which the genome of the type
species was recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. The description of the genus is the same as for its type species Homen litorale

Genus Hoptrupicoccus

[hop.tru.pi.coc'cus] Danish n.
Hoptrup, Danish parish; N.L.
masc. n. coccus, a grain or
seed; N.L. masc. n.
Hoptrupicoccus, Microbe named
after the Danish parish of
Hoptrup, near which the
genome of the type species was
recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus 9FT-COMBO-48-23 in GTDB R226. The description of the genus is the same as for its type species 

Genus Hoptrupimen

[hop.tru'pi.men] Danish n.
Hoptrup, Danish parish; N.L.
neut. n. Hoptrupimen, Microbe
arbitrarily named after the
Danish parish of Hoptrup, near
which the genome of the type
species was recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus CAIKMD01 in GTDB R226. The description of the genus is the same as for its type species 

Genus Hoptrupisoma

[hop.tru.pi.so'ma] Danish n.
Hoptrup, Danish parish; Gr.
neut. n. soma, a body; N.L.
neut. n. Hoptrupisoma, Microbe
named after the Danish parish
of Hoptrup, near which the
genome of the type species was
recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus 2-02-FULL-66-22 in GTDB R226. The description of the genus is the same as for its type species 

Genus Horneus

[hor'ne.us] Danish n. Horne,
Danish parish; N.L. masc. n.
Horneus, Microbe named after
the Danish parish of Horne, near
which the genome of the type
species was recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus JAKALD01 in GTDB R226. The description of the genus is the same as for its type species 

Genus Horningisoma

[hor.nin.gi.so'ma] Danish n.
Horning, Danish city; Gr. neut.
n. soma, a body; N.L. neut. n.
Horningisoma, Microbe named
after the Danish city of Horning,
near which the genome of the
type species was recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus SSEF01 in GTDB R226. The description of the genus is the same as for its type species 

Genus Hornumiana

[hor.nu.mi.a'na] Danish n.
Vester Hornum, Danish city;
N.L. fem. n. Hornumiana,
Microbe arbitrarily named after
the Danish city of Vester
Hornum, near which the genome
of the type species was
recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. The description of the genus is the same as for its type species Hornumiana europaea

Genus Hornumimonas

[hor.nu.mi'mo.nas] Danish n.
Vester Hornum, Danish city; L.
fem. n. monas, a unit; N.L.
fem. n. Hornumimonas,
Microbe arbitrarily named after
the Danish city of Vester
Hornum, near which the genome
of the type species was
recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus JBBQDK01 in GTDB R226. The description of the genus is the same as for its type species 

Genus Horsensiella

[hors.en.si.el'la] Danish n.
Horsens, Danish city; N.L. fem.
n. Horsensiella, Microbe named
after the Danish city of Horsens,
near which the genome of the
type species was recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. The description of the genus is the same as for its type species Horsensiella propinqua

[hors.hol'mi.men] Danish n.
Horsholm, Danish city; N.L.
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Genus Horsholmimen neut. n. Horsholmimen,
Microbe arbitrarily named after
the Danish city of Horsholm,
near which the genome of the
type species was recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus Fen-1135 in GTDB R226. The description of the genus is the same as for its type species 

Genus Hostrupibacterium

[hos.tru.pi.bac.te'ri.um] Danish
n. Hostrup, Danish parish; N.L.
neut. n. bacterium, a
bacterium; N.L. neut. n.
Hostrupibacterium, Microbe
named after the Danish parish
of Hostrup, near which the
genome of the type species was
recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus CAIXSE01 in GTDB R226. The description of the genus is the same as for its type species 

Genus Hoveniaba

[ho.ve.ni.a'ba] Danish n.
Hoven, Danish parish; N.L. fem.
n. Hoveniaba, Microbe
arbitrarily named after the
Danish parish of Hoven, near
which the genome of the type
species was recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. The description of the genus is the same as for its type species Hoveniaba danica

Genus Humblella

[hum.blel'la] Danish n. Humble,
Danish city; N.L. fem. n.
Humblella, Microbe named after
the Danish city of Humble, near
which the genome of the type
species was recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus DATFVB01 in GTDB R226. The description of the genus is the same as for its type species 

Genus Husbyana

[hus.by.a'na] Danish n. Husby,
Danish parish; N.L. fem. n.
Husbyana, Microbe named after
the Danish parish of Husby, near
which the genome of the type
species was recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus DATIRA01 in GTDB R226. The description of the genus is the same as for its type species 

Genus Husbymorpha

[hus.by.mor'pha] Danish n.
Husby, Danish parish; Gr. fem.
n. morpha, a form or shape;
N.L. fem. n. Husbymorpha,
Microbe named after the Danish
parish of Husby, near which the
genome of the type species was
recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus JAICJC01 in GTDB R226. The description of the genus is the same as for its type species 

Genus Hvidbjergius

[hvid.bjer'gi.us] Danish n.
Hvidbjerg, Danish parish; N.L.
masc. n. Hvidbjergius, Microbe
named after the Danish parish
of Hvidbjerg, near which the
genome of the type species was
recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus Fen-1245 in GTDB R226. The description of the genus is the same as for its type species 

Genus Hygumiana

[hy.gu.mi.a'na] Danish n.
Hygum, Danish parish; N.L.
fem. n. Hygumiana, Microbe
named after the Danish parish
of Hygum, near which the
genome of the type species was
recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus SZUA-22 in GTDB R226. The description of the genus is the same as for its type species 

Genus Ibskericola

[ib.ske.ri.co'la] Danish n.
Ibsker, Danish parish; L. masc.
suff. cola, an inhabitant; N.L.
masc. n. Ibskericola, Microbe
named after the Danish parish
of Ibsker, near which the
genome of the type species was
recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. The description of the genus is the same as for its type species Ibskericola contiguus

Genus Ibskerisoma

[ib.ske.ri.so'ma] Danish n.
Ibsker, Danish parish; Gr. neut.
n. soma, a body; N.L. neut. n.
Ibskerisoma, Microbe named Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus DASZWJ01 in GTDB R226. The description of the genus is the same as for its type species 
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after the Danish parish of Ibsker,
near which the genome of the
type species was recovered.

Genus Ibskerium

[ib.ske'ri.um] Danish n. Ibsker,
Danish parish; N.L. neut. n.
Ibskerium, Microbe named after
the Danish parish of Ibsker, near
which the genome of the type
species was recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus JBBQPD01 in GTDB R226. The description of the genus is the same as for its type species 

Genus Iglsoevivens

[igl.soe.vi'vens] Danish n.
Iglsoe, Danish parish; L. masc.
pres. part. vivens, living; N.L.
masc. n. Iglsoevivens, Microbe
named after the Danish parish
of Iglsoe, near which the
genome of the type species was
recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus CAMYOC01 in GTDB R226. The description of the genus is the same as for its type species 

Genus Ilskoviplasma

[il.sko.vi.plas'ma] Danish n.
Ilskov, Danish parish; Gr. neut.
n. plasma, a form; N.L. neut.
n. Ilskoviplasma, Microbe
named after the Danish parish
of Ilskov, near which the
genome of the type species was
recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus UBA12276 in GTDB R226. The description of the genus is the same as for its type species 

Genus Ingstrupimen

[ing.stru'pi.men] Danish n.
Ingstrup, Danish parish; N.L.
neut. n. Ingstrupimen, Microbe
arbitrarily named after the
Danish parish of Ingstrup, near
which the genome of the type
species was recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus CAJCIW01 in GTDB R226. The description of the genus is the same as for its type species 

Genus Isenvadium

[is.en.va'di.um] Danish n.
Isenvad, Danish city; N.L. neut.
n. Isenvadium, Microbe named
after the Danish city of Isenvad,
near which the genome of the
type species was recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. The description of the genus is the same as for its type species Isenvadium contiguum

Genus Janderupiella

[jan.de.ru.pi.el'la] Danish n.
Janderup, Danish parish; N.L.
fem. n. Janderupiella, Microbe
named after the Danish parish
of Janderup, near which the
genome of the type species was
recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. The description of the genus is the same as for its type species Janderupiella adiacens

Genus Janderupisoma

[jan.de.ru.pi.so'ma] Danish n.
Janderup, Danish parish; Gr.
neut. n. soma, a body; N.L.
neut. n. Janderupisoma,
Microbe named after the Danish
parish of Janderup, near which
the genome of the type species
was recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. The description of the genus is the same as for its type species Janderupisoma oricum

Genus Janderupivita

[jan.de.ru.pi.vi'ta] Danish n.
Janderup, Danish parish; L.
fem. n. vita, life; N.L. fem. n.
Janderupivita, Microbe named
after the Danish parish of
Janderup, near which the
genome of the type species was
recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus FEN-299 in GTDB R226. The description of the genus is the same as for its type species 

Genus Jannerupisoma

[jan.ne.ru.pi.so'ma] Danish n.
Jannerup, Danish parish; Gr.
neut. n. soma, a body; N.L.
neut. n. Jannerupisoma,
Microbe named after the Danish
parish of Jannerup, near which
the genome of the type species

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus DAIDHG01 in GTDB R226. The description of the genus is the same as for its type species 
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was recovered.

Genus Jebjergicola

[je.bjer.gi'co.la] Danish n.
Jebjerg, Danish parish; L. masc.
suff. cola, an inhabitant; N.L.
masc. n. Jebjergicola, Microbe
named after the Danish parish
of Jebjerg, near which the
genome of the type species was
recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. The description of the genus is the same as for its type species Jebjergicola affinis

Genus Jegerupiella

[je.ge.ru.pi.el'la] Danish n.
Jegerup, Danish parish; N.L.
fem. n. Jegerupiella, Microbe
named after the Danish parish
of Jegerup, near which the
genome of the type species was
recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus JAKAHT01 in GTDB R226. The description of the genus is the same as for its type species 

Genus Jelsivita

[jel.si.vi'ta] Danish n. Jels,
Danish parish; L. fem. n. vita,
life; N.L. fem. n. Jelsivita,
Microbe named after the Danish
parish of Jels, near which the
genome of the type species was
recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. The description of the genus is the same as for its type species Jelsivita contigua

Genus Jernebacter

[jer.ne.bac'ter] Danish n. Jerne,
Danish parish; N.L. masc. n.
bacter, a rod; N.L. masc. n.
Jernebacter, Microbe named
after the Danish parish of Jerne,
near which the genome of the
type species was recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. The description of the genus is the same as for its type species Jernebacter glebicus

Genus Jerupium

[je.ru'pi.um] Danish n. Jerup,
Danish city; N.L. neut. n.
Jerupium, Microbe named after
the Danish city of Jerup, near
which the genome of the type
species was recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus QHXM01 in GTDB R226. The description of the genus is the same as for its type species 

Genus Jetsmarkimen

[jet.smar'ki.men] Danish n.
Jetsmark, Danish parish; N.L.
neut. n. Jetsmarkimen, Microbe
arbitrarily named after the
Danish parish of Jetsmark, near
which the genome of the type
species was recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus PALSA-1295 in GTDB R226. The description of the genus is the same as for its type species 

Genus Jungshovediaba

[jungs.ho.ve.di.a'ba] Danish n.
Jungshoved, Danish parish; N.L.
fem. n. Jungshovediaba,
Microbe arbitrarily named after
the Danish parish of
Jungshoved, near which the
genome of the type species was
recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus DASUVM01 in GTDB R226. The description of the genus is the same as for its type species 

Genus Kaerumiaba

[kae.ru.mi.a'ba] Danish n.
Kaerum, Danish parish; N.L.
fem. n. Kaerumiaba, Microbe
arbitrarily named after the
Danish parish of Kaerum, near
which the genome of the type
species was recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus VAYN01 in GTDB R226. The description of the genus is the same as for its type species 

Genus Kalundborgimen

[ka.lund.bor'gi.men] Danish n.
Kalundborg, Danish city; N.L.
neut. n. Kalundborgimen,
Microbe arbitrarily named after
the Danish city of Kalundborg,
near which the genome of the
type species was recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. The description of the genus is the same as for its type species Kalundborgimen aquaticum
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Genus Kalvehavecola

[kal.ve.ha.ve'co.la] Danish n.
Kalvehave, Danish parish; L.
masc. suff. cola, an inhabitant;
N.L. masc. n. Kalvehavecola,
Microbe named after the Danish
parish of Kalvehave, near which
the genome of the type species
was recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. The description of the genus is the same as for its type species Kalvehavecola aridus

Genus Karupiplasma

[ka.ru.pi.plas'ma] Danish n.
Karup, Danish city; Gr. neut. n.
plasma, a form; N.L. neut. n.
Karupiplasma, Microbe named
after the Danish city of Karup,
near which the genome of the
type species was recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus UBA184 in GTDB R226. The description of the genus is the same as for its type species 

Genus Kastbjergiana

[kast.bjer.gi.a'na] Danish n.
Kastbjerg, Danish parish; N.L.
fem. n. Kastbjergiana, Microbe
named after the Danish parish
of Kastbjerg, near which the
genome of the type species was
recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus DASYPP01 in GTDB R226. The description of the genus is the same as for its type species 

Genus Kastediaba

[kas.te.di.a'ba] Danish n.
Kasted, Danish parish; N.L.
fem. n. Kastediaba, Microbe
arbitrarily named after the
Danish parish of Kasted, near
which the genome of the type
species was recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus AR5 in GTDB R226. The description of the genus is the same as for its type species 

Genus Kattrupimen

[kat.tru'pi.men] Danish n.
Kattrup, Danish parish; N.L.
neut. n. Kattrupimen, Microbe
arbitrarily named after the
Danish parish of Kattrup, near
which the genome of the type
species was recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus CAIQCM01 in GTDB R226. The description of the genus is the same as for its type species 

Genus Keldbybacterium

[keld.by.bac.te'ri.um] Danish n.
Keldby, Danish parish; N.L.
neut. n. bacterium, a
bacterium; N.L. neut. n.
Keldbybacterium, Microbe
named after the Danish parish
of Keldby, near which the
genome of the type species was
recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus SCUD01 in GTDB R226. The description of the genus is the same as for its type species 

Genus Keldbyplasma

[keld.by.plas'ma] Danish n.
Keldby, Danish parish; Gr.
neut. n. plasma, a form; N.L.
neut. n. Keldbyplasma, Microbe
named after the Danish parish
of Keldby, near which the
genome of the type species was
recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. The description of the genus is the same as for its type species Keldbyplasma nordicum

Genus Kirkebyum

[kir.ke'by.um] Danish n.
Bording Kirkeby, Danish city;
N.L. neut. n. Kirkebyum,
Microbe arbitrarily named after
the Danish city of Bording
Kirkeby, near which the genome
of the type species was
recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus Palsa-892 in GTDB R226. The description of the genus is the same as for its type species 

Genus Kjellerupiella

[kjel.le.ru.pi.el'la] Danish n.
Kjellerup, Danish city; N.L. fem.
n. Kjellerupiella, Microbe named
after the Danish city of
Kjellerup, near which the
genome of the type species was
recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. The description of the genus is the same as for its type species Kjellerupiella glebica
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Genus Klipleviana

[kli.ple.vi.a'na] Danish n.
Kliplev, Danish parish; N.L.
fem. n. Klipleviana, Microbe
named after the Danish parish
of Kliplev, near which the
genome of the type species was
recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus JAKAGE01 in GTDB R226. The description of the genus is the same as for its type species 

Genus Klitmollerisoma

[klit.mol.le.ri.so'ma] Danish n.
Klitmoller, Danish city; Gr.
neut. n. soma, a body; N.L.
neut. n. Klitmollerisoma,
Microbe named after the Danish
city of Klitmoller, near which the
genome of the type species was
recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus Palsa-1033 in GTDB R226. The description of the genus is the same as for its type species 

Genus Klostersogniana

[klos.ter.sog.ni.a'na] Danish n.
Klostersogn, Danish parish; N.L.
fem. n. Klostersogniana,
Microbe named after the Danish
parish of Klostersogn, near
which the genome of the type
species was recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. The description of the genus is the same as for its type species Klostersogniana europaea

Genus Knudskerisoma

[knud.ske.ri.so'ma] Danish n.
Knudsker, Danish parish; Gr.
neut. n. soma, a body; N.L.
neut. n. Knudskerisoma,
Microbe named after the Danish
parish of Knudsker, near which
the genome of the type species
was recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus QHVT01 in GTDB R226. The description of the genus is the same as for its type species 

Genus Kobberupiella

[kob.be.ru.pi.el'la] Danish n.
Kobberup, Danish parish; N.L.
fem. n. Kobberupiella, Microbe
named after the Danish parish
of Kobberup, near which the
genome of the type species was
recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus FEB-7 in GTDB R226. The description of the genus is the same as for its type species 

Genus Koedimen

[koed'i.men] Danish n. Koed,
Danish parish; N.L. neut. n.
Koedimen, Microbe arbitrarily
named after the Danish parish
of Koed, near which the genome
of the type species was
recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. The description of the genus is the same as for its type species Koedimen telluricum

Genus Koelkaerius

[koel.kae'ri.us] Danish n.
Koelkaer, Danish parish; N.L.
masc. n. Koelkaerius, Microbe
named after the Danish parish
of Koelkaer, near which the
genome of the type species was
recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus JASLEW01 in GTDB R226. The description of the genus is the same as for its type species 

Genus Koelstrupimen

[koel.stru'pi.men] Danish n.
Koelstrup, Danish parish; N.L.
neut. n. Koelstrupimen,
Microbe arbitrarily named after
the Danish parish of Koelstrup,
near which the genome of the
type species was recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. The description of the genus is the same as for its type species Koelstrupimen humicum

Genus Kolindicoccus

[ko.lin.di.coc'cus] Danish n.
Kolind, Danish parish; N.L.
masc. n. coccus, a grain or
seed; N.L. masc. n.
Kolindicoccus, Microbe named
after the Danish parish of
Kolind, near which the genome
of the type species was

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus UBA6163 in GTDB R226. The description of the genus is the same as for its type species 
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recovered.

Genus Koltius

[kol'ti.us] Danish n. Kolt,
Danish city; N.L. masc. n.
Koltius, Microbe named after the
Danish city of Kolt, near which
the genome of the type species
was recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus JAHECQ01 in GTDB R226. The description of the genus is the same as for its type species 

Genus Komdrupiana

[kom.dru.pi.a'na] Danish n.
Komdrup, Danish parish; N.L.
fem. n. Komdrupiana, Microbe
named after the Danish parish
of Komdrup, near which the
genome of the type species was
recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. The description of the genus is the same as for its type species Komdrupiana europaea

Genus Kongersleviana

[kon.ger.sle.vi.a'na] Danish n.
Noerre Kongerslev, Danish
parish; N.L. fem. n.
Kongersleviana, Microbe
arbitrarily named after the
Danish parish of Noerre
Kongerslev, near which the
genome of the type species was
recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus JACCSI01 in GTDB R226. The description of the genus is the same as for its type species 

Genus Kongerslevius

[kon.ger.sle'vi.us] Danish n.
Soender Kongerslev, Danish
parish; N.L. masc. n.
Kongerslevius, Microbe
arbitrarily named after the
Danish parish of Soender
Kongerslev, near which the
genome of the type species was
recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. The description of the genus is the same as for its type species Kongerslevius danicus

Genus Kornumiella

[kor.nu.mi.el'la] Danish n.
Kornum, Danish parish; N.L.
fem. n. Kornumiella, Microbe
named after the Danish parish
of Kornum, near which the
genome of the type species was
recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus JALYNX01 in GTDB R226. The description of the genus is the same as for its type species 

Genus Kragelundicola

[kra.ge.lun.di'co.la] Danish n.
Kragelund, Danish parish; L.
masc. suff. cola, an inhabitant;
N.L. masc. n. Kragelundicola,
Microbe named after the Danish
parish of Kragelund, near which
the genome of the type species
was recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus AP-15 in GTDB R226. The description of the genus is the same as for its type species 

Genus Krusana

[kru.sa'na] Danish n. Krusa,
Danish city; N.L. fem. n.
Krusana, Microbe named after
the Danish city of Krusa, near
which the genome of the type
species was recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus JAGXTH01 in GTDB R226. The description of the genus is the same as for its type species 

Genus Krusasoma

[kru.sa.so'ma] Danish n. Krusa,
Danish city; Gr. neut. n. soma,
a body; N.L. neut. n.
Krusasoma, Microbe named
after the Danish city of Krusa,
near which the genome of the
type species was recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus REEB95 in GTDB R226. The description of the genus is the same as for its type species 

Genus Kvaersiplasma

[kvaer.si.plas'ma] Danish n.
Kvaers, Danish parish; Gr.
neut. n. plasma, a form; N.L.
neut. n. Kvaersiplasma,
Microbe named after the Danish
parish of Kvaers, near which the
genome of the type species was
recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus Bog-38 in GTDB R226. The description of the genus is the same as for its type species 
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Genus Kvaglundium

[kvag.lun'di.um] Danish n.
Kvaglund, Danish parish; N.L.
neut. n. Kvaglundium, Microbe
named after the Danish parish
of Kvaglund, near which the
genome of the type species was
recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. The description of the genus is the same as for its type species Kvaglundium oricum

Genus Kvolsibacter

[kvol.si.bac'ter] Danish n.
Kvols, Danish parish; N.L.
masc. n. bacter, a rod; N.L.
masc. n. Kvolsibacter, Microbe
named after the Danish parish
of Kvols, near which the genome
of the type species was
recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. The description of the genus is the same as for its type species Kvolsibacter europaeus

Genus Kvongivita

[kvon.gi.vi'ta] Danish n. Kvong,
Danish parish; L. fem. n. vita,
life; N.L. fem. n. Kvongivita,
Microbe named after the Danish
parish of Kvong, near which the
genome of the type species was
recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus DASZUK01 in GTDB R226. The description of the genus is the same as for its type species 

Genus Landetivita

[lan.de.ti.vi'ta] Danish n.
Landet, Danish parish; L. fem.
n. vita, life; N.L. fem. n.
Landetivita, Microbe named
after the Danish parish of
Landet, near which the genome
of the type species was
recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus JAIBJP01 in GTDB R226. The description of the genus is the same as for its type species 

Genus Lemicola

[le.mi'co.la] Danish n. Lem,
Danish parish; L. masc. suff.
cola, an inhabitant; N.L. masc.
n. Lemicola, Microbe named
after the Danish parish of Lem,
near which the genome of the
type species was recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus Fen-1308 in GTDB R226. The description of the genus is the same as for its type species 

Genus Lerbjergius

[ler.bjer'gi.us] Danish n.
Lerbjerg, Danish parish; N.L.
masc. n. Lerbjergius, Microbe
named after the Danish parish
of Lerbjerg, near which the
genome of the type species was
recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus FEB-25 in GTDB R226. The description of the genus is the same as for its type species 

Genus Lillevordemen

[lil.le.vor'de.men] Danish n.
Lillevorde, Danish parish; N.L.
neut. n. Lillevordemen, Microbe
arbitrarily named after the
Danish parish of Lillevorde, near
which the genome of the type
species was recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus JACPYM01 in GTDB R226. The description of the genus is the same as for its type species 

Genus Linaavivens

[li.na.a.vi'vens] Danish n.
Linaa, Danish parish; L. masc.
pres. part. vivens, living; N.L.
masc. n. Linaavivens, Microbe
named after the Danish parish
of Linaa, near which the genome
of the type species was
recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus Bog-473 in GTDB R226. The description of the genus is the same as for its type species 

Genus Lindetiplasma

[lin.de.ti.plas'ma] Danish n.
Oester Lindet, Danish parish;
Gr. neut. n. plasma, a form;
N.L. neut. n. Lindetiplasma,
Microbe arbitrarily named after
the Danish parish of Oester
Lindet, near which the genome

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. The description of the genus is the same as for its type species Lindetiplasma septentrionale
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of the type species was
recovered.

Genus Lisbjergisoma

[lis.bjer.gi.so'ma] Danish n.
Lisbjerg, Danish city; Gr. neut.
n. soma, a body; N.L. neut. n.
Lisbjergisoma, Microbe named
after the Danish city of Lisbjerg,
near which the genome of the
type species was recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus JBGPLJ01 in GTDB R226. The description of the genus is the same as for its type species 

Genus Ljoersleviella

[ljoer.sle.vi.el'la] Danish n.
Ljoerslev, Danish parish; N.L.
fem. n. Ljoersleviella, Microbe
named after the Danish parish
of Ljoerslev, near which the
genome of the type species was
recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. The description of the genus is the same as for its type species Ljoersleviella tellurica

Genus Lodbjergiaba

[lod.bjer.gi.a'ba] Danish n.
Lodbjerg, Danish parish; N.L.
fem. n. Lodbjergiaba, Microbe
arbitrarily named after the
Danish parish of Lodbjerg, near
which the genome of the type
species was recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus C7867-002 in GTDB R226. The description of the genus is the same as for its type species 

Genus Loedderupimen

[loed.de.ru'pi.men] Danish n.
Loedderup, Danish parish; N.L.
neut. n. Loedderupimen,
Microbe arbitrarily named after
the Danish parish of Loedderup,
near which the genome of the
type species was recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus RPRC01 in GTDB R226. The description of the genus is the same as for its type species 

Genus Loegumiaba

[loe.gu.mi.a'ba] Danish n.
Oester Loegum, Danish parish;
N.L. fem. n. Loegumiaba,
Microbe arbitrarily named after
the Danish parish of Oester
Loegum, near which the genome
of the type species was
recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. The description of the genus is the same as for its type species Loegumiaba danica

Genus Loegumimorpha

[loe.gu.mi.mor'pha] Danish n.
Oester Loegum, Danish parish;
Gr. fem. n. morpha, a form or
shape; N.L. fem. n.
Loegumimorpha, Microbe
arbitrarily named after the
Danish parish of Oester
Loegum, near which the genome
of the type species was
recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus REEB91 in GTDB R226. The description of the genus is the same as for its type species 

Genus Loejtimicrobium

[loej.ti.mi.cro'bi.um] Danish n.
Loejt, Danish parish; N.L. neut.
n. microbium, a microbe; N.L.
neut. n. Loejtimicrobium,
Microbe named after the Danish
parish of Loejt, near which the
genome of the type species was
recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. The description of the genus is the same as for its type species Loejtimicrobium contiguum

Genus Loennella

[loen.nel'la] Danish n. Loenne,
Danish parish; N.L. fem. n.
Loennella, Microbe named after
the Danish parish of Loenne,
near which the genome of the
type species was recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus JAFAHD01 in GTDB R226. The description of the genus is the same as for its type species 

Genus Loennemen

[loen'ne.men] Danish n.
Loenne, Danish parish; N.L.
neut. n. Loennemen, Microbe
arbitrarily named after the
Danish parish of Loenne, near

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus JAKAVN01 in GTDB R226. The description of the genus is the same as for its type species 
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which the genome of the type
species was recovered.

Genus Lonstrupium

[lon.stru'pi.um] Danish n.
Lonstrup, Danish city; N.L.
neut. n. Lonstrupium, Microbe
named after the Danish city of
Lonstrup, near which the
genome of the type species was
recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus JANLWZ01 in GTDB R226. The description of the genus is the same as for its type species 

Genus Lumbyella

[lum.by.el'la] Danish n. Lumby,
Danish city; N.L. fem. n.
Lumbyella, Microbe named after
the Danish city of Lumby, near
which the genome of the type
species was recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. The description of the genus is the same as for its type species Lumbyella orica

Genus Lundebacter

[lun.de.bac'ter] Danish n.
Lunde, Danish parish; N.L.
masc. n. bacter, a rod; N.L.
masc. n. Lundebacter, Microbe
named after the Danish parish
of Lunde, near which the
genome of the type species was
recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. The description of the genus is the same as for its type species Lundebacter aridus

Genus Lundoebacter

[lun.doe.bac'ter] Danish n.
Lundoe, Danish parish; N.L.
masc. n. bacter, a rod; N.L.
masc. n. Lundoebacter,
Microbe named after the Danish
parish of Lundoe, near which the
genome of the type species was
recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus SZUA-544 in GTDB R226. The description of the genus is the same as for its type species 

Genus
Lundumimicrobium

[lun.du.mi.mi.cro'bi.um] Danish
n. Lundum, Danish parish; N.L.
neut. n. microbium, a microbe;
N.L. neut. n.
Lundumimicrobium, Microbe
named after the Danish parish
of Lundum, near which the
genome of the type species was
recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus DTPU01 in GTDB R226. The description of the genus is the same as for its type species 

Genus Lybyana

[ly.by.a'na] Danish n. Lyby,
Danish parish; N.L. fem. n.
Lybyana, Microbe named after
the Danish parish of Lyby, near
which the genome of the type
species was recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus GCA-020346225 in GTDB R226. The description of the genus is the same as for its type species 

Genus Lydumiaba

[ly.du.mi.a'ba] Danish n.
Lydum, Danish parish; N.L.
fem. n. Lydumiaba, Microbe
arbitrarily named after the
Danish parish of Lydum, near
which the genome of the type
species was recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus JAJXTN01 in GTDB R226. The description of the genus is the same as for its type species 

Genus Lyneplasma

[ly.ne.plas'ma] Danish n. Lyne,
Danish parish; Gr. neut. n.
plasma, a form; N.L. neut. n.
Lyneplasma, Microbe named
after the Danish parish of Lyne,
near which the genome of the
type species was recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus UBA8941 in GTDB R226. The description of the genus is the same as for its type species 

Genus Lyngaabacter

[lyn.ga.a.bac'ter] Danish n.
Lyngaa, Danish parish; N.L.
masc. n. bacter, a rod; N.L.
masc. n. Lyngaabacter,
Microbe named after the Danish
parish of Lyngaa, near which the
genome of the type species was

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus JALOKP01 in GTDB R226. The description of the genus is the same as for its type species 

Proposed Taxon Etymology Description

https://seqco.de/i:54335
https://seqco.de/i:53805
https://seqco.de/i:53113
https://seqco.de/i:53895
https://seqco.de/i:53196
https://seqco.de/i:54484
https://seqco.de/i:53984
https://seqco.de/i:54416
https://seqco.de/i:54137


recovered.

Genus Lysgaardicola

[lys.ga.ar.di'co.la] Danish n.
Lysgaard, Danish parish; L.
masc. suff. cola, an inhabitant;
N.L. masc. n. Lysgaardicola,
Microbe named after the Danish
parish of Lysgaard, near which
the genome of the type species
was recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus Palsa-744 in GTDB R226. The description of the genus is the same as for its type species 

Genus Lystrupiaba

[lys.tru.pi.a'ba] Danish n.
Lystrup, Danish city; N.L. fem.
n. Lystrupiaba, Microbe
arbitrarily named after the
Danish city of Lystrup, near
which the genome of the type
species was recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus Palsa-851 in GTDB R226. The description of the genus is the same as for its type species 

Genus Lystrupivivens

[lys.tru.pi.vi'vens] Danish n.
Lystrup, Danish city; L. masc.
pres. part. vivens, living; N.L.
masc. n. Lystrupivivens,
Microbe named after the Danish
city of Lystrup, near which the
genome of the type species was
recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus KBS-83 in GTDB R226. The description of the genus is the same as for its type species 

Genus Maarupihabitans

[ma.a.ru.pi.ha.bi'tans] Danish
n. Maarup, Danish parish; L.
masc. pres. part. habitans,
inhabiting; N.L. masc. n.
Maarupihabitans, Microbe
named after the Danish parish
of Maarup, near which the
genome of the type species was
recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus JAQBAA01 in GTDB R226. The description of the genus is the same as for its type species 

Genus Madumicoccus

[ma.du.mi.coc'cus] Danish n.
Madum, Danish parish; N.L.
masc. n. coccus, a grain or
seed; N.L. masc. n.
Madumicoccus, Microbe named
after the Danish parish of
Madum, near which the genome
of the type species was
recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. The description of the genus is the same as for its type species Madumicoccus scandiae

Genus Maglebybacterium

[mag.le.by.bac.te'ri.um] Danish
n. Magleby, Danish parish; N.L.
neut. n. bacterium, a
bacterium; N.L. neut. n.
Maglebybacterium, Microbe
named after the Danish parish
of Magleby, near which the
genome of the type species was
recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus JALZKA01 in GTDB R226. The description of the genus is the same as for its type species 

Genus Mammenisoma

[mam.me.ni.so'ma] Danish n.
Mammen, Danish parish; Gr.
neut. n. soma, a body; N.L.
neut. n. Mammenisoma,
Microbe named after the Danish
parish of Mammen, near which
the genome of the type species
was recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. The description of the genus is the same as for its type species Mammenisoma propinquum

Genus Mandoevita

[man.doe.vi'ta] Danish n.
Mandoe, Danish parish; L. fem.
n. vita, life; N.L. fem. n.
Mandoevita, Microbe named
after the Danish parish of
Mandoe, near which the genome
of the type species was
recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus DP-20 in GTDB R226. The description of the genus is the same as for its type species 
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Genus Marsletimorpha

[mar.sle.ti.mor'pha] Danish n.
Marslet, Danish city; Gr. fem.
n. morpha, a form or shape;
N.L. fem. n. Marsletimorpha,
Microbe named after the Danish
city of Marslet, near which the
genome of the type species was
recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus XYB1-FULL-47-11 in GTDB R226. The description of the genus is the same as for its type species 

Genus Marslevibacter

[mars.le.vi.bac'ter] Danish n.
Marslev, Danish parish; N.L.
masc. n. bacter, a rod; N.L.
masc. n. Marslevibacter,
Microbe named after the Danish
parish of Marslev, near which
the genome of the type species
was recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus DASSNU01 in GTDB R226. The description of the genus is the same as for its type species 

Genus Marstalimorpha

[mar.sta.li.mor'pha] Danish n.
Marstal, Danish city; Gr. fem.
n. morpha, a form or shape;
N.L. fem. n. Marstalimorpha,
Microbe named after the Danish
city of Marstal, near which the
genome of the type species was
recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus JADZED01 in GTDB R226. The description of the genus is the same as for its type species 

Genus Maugstrupicola

[maug.stru.pi'co.la] Danish n.
Maugstrup, Danish parish; L.
masc. suff. cola, an inhabitant;
N.L. masc. n. Maugstrupicola,
Microbe named after the Danish
parish of Maugstrup, near which
the genome of the type species
was recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus JAMCRC01 in GTDB R226. The description of the genus is the same as for its type species 

Genus Maugstrupiella

[maug.stru.pi.el'la] Danish n.
Maugstrup, Danish parish; N.L.
fem. n. Maugstrupiella, Microbe
named after the Danish parish
of Maugstrup, near which the
genome of the type species was
recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus DASWZN01 in GTDB R226. The description of the genus is the same as for its type species 

Genus Moeborgiaba

[moe.bor.gi.a'ba] Danish n.
Moeborg, Danish parish; N.L.
fem. n. Moeborgiaba, Microbe
arbitrarily named after the
Danish parish of Moeborg, near
which the genome of the type
species was recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus CAXMST01 in GTDB R226. The description of the genus is the same as for its type species 

Genus Moltrupiella

[mol.tru.pi.el'la] Danish n.
Moltrup, Danish parish; N.L.
fem. n. Moltrupiella, Microbe
named after the Danish parish
of Moltrup, near which the
genome of the type species was
recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus UBA9973 in GTDB R226. The description of the genus is the same as for its type species 

Genus Moltrupihabitans

[mol.tru.pi.ha.bi'tans] Danish
n. Moltrup, Danish parish; L.
masc. pres. part. habitans,
inhabiting; N.L. masc. n.
Moltrupihabitans, Microbe
named after the Danish parish
of Moltrup, near which the
genome of the type species was
recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus JAENIV01 in GTDB R226. The description of the genus is the same as for its type species 

Genus Morsimorpha

[mor.si.mor'pha] Danish n.
Nykobing Mors, Danish city; Gr.
fem. n. morpha, a form or
shape; N.L. fem. n.
Morsimorpha, Microbe arbitrarily
named after the Danish city of Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus DASWJQ01 in GTDB R226. The description of the genus is the same as for its type species 
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Nykobing Mors, near which the
genome of the type species was
recovered.

Genus Mosbjergius

[mos.bjer'gi.us] Danish n.
Mosbjerg, Danish parish; N.L.
masc. n. Mosbjergius, Microbe
named after the Danish parish
of Mosbjerg, near which the
genome of the type species was
recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. The description of the genus is the same as for its type species Mosbjergius danicus

Genus Moubacter

[mou.bac'ter] Danish n. Mou,
Danish parish; N.L. masc. n.
bacter, a rod; N.L. masc. n.
Moubacter, Microbe named after
the Danish parish of Mou, near
which the genome of the type
species was recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus JAJNBA01 in GTDB R226. The description of the genus is the same as for its type species 

Genus Mulebybacter

[mu.le.by.bac'ter] Danish n.
Muleby, Danish city; N.L. masc.
n. bacter, a rod; N.L. masc. n.
Mulebybacter, Microbe named
after the Danish city of Muleby,
near which the genome of the
type species was recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus JBBQXH01 in GTDB R226. The description of the genus is the same as for its type species 

Genus Munkeboum

[mun.ke'bo.um] Danish n.
Munkebo, Danish city; N.L.
neut. n. Munkeboum, Microbe
named after the Danish city of
Munkebo, near which the
genome of the type species was
recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. The description of the genus is the same as for its type species Munkeboum oricum

Genus Naesbjergiella

[naes.bjer.gi.el'la] Danish n.
Naesbjerg, Danish parish; N.L.
fem. n. Naesbjergiella, Microbe
named after the Danish parish
of Naesbjerg, near which the
genome of the type species was
recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus JAGVPT01 in GTDB R226. The description of the genus is the same as for its type species 

Genus Naesborgicola

[naes.bor.gi'co.la] Danish n.
Naesborg, Danish parish; L.
masc. suff. cola, an inhabitant;
N.L. masc. n. Naesborgicola,
Microbe named after the Danish
parish of Naesborg, near which
the genome of the type species
was recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus JBDTSW01 in GTDB R226. The description of the genus is the same as for its type species 

Genus Nautrupisoma

[nau.tru.pi.so'ma] Danish n.
Nautrup, Danish parish; Gr.
neut. n. soma, a body; N.L.
neut. n. Nautrupisoma, Microbe
named after the Danish parish
of Nautrup, near which the
genome of the type species was
recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus JAGGAG01 in GTDB R226. The description of the genus is the same as for its type species 

Genus Nebelibacter

[ne.be.li.bac'ter] Danish n.
Noerre Nebel, Danish city; N.L.
masc. n. bacter, a rod; N.L.
masc. n. Nebelibacter, Microbe
arbitrarily named after the
Danish city of Noerre Nebel,
near which the genome of the
type species was recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus JAFAHS01 in GTDB R226. The description of the genus is the same as for its type species 

[ne.be.li.bac.te'ri.um] Danish n.
Nebel, Danish parish; N.L.
neut. n. bacterium, a
bacterium; N.L. neut. n.
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Genus Nebelibacterium Nebelibacterium, Microbe
named after the Danish parish
of Nebel, near which the
genome of the type species was
recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus UBA2241 in GTDB R226. The description of the genus is the same as for its type species 

Genus Nebelisoma

[ne.be.li.so'ma] Danish n.
Vester Nebel, Danish parish; Gr.
neut. n. soma, a body; N.L.
neut. n. Nebelisoma, Microbe
arbitrarily named after the
Danish parish of Vester Nebel,
near which the genome of the
type species was recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus UBA877 in GTDB R226. The description of the genus is the same as for its type species 

Genus Nebelivivens

[ne.be.li.vi'vens] Danish n.
Noerre Nebel, Danish city; L.
masc. pres. part. vivens,
living; N.L. masc. n.
Nebelivivens, Microbe arbitrarily
named after the Danish city of
Noerre Nebel, near which the
genome of the type species was
recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus PALSA-1336 in GTDB R226. The description of the genus is the same as for its type species 

Genus Neesibacter

[ne.e.si.bac'ter] Danish n.
Nees, Danish parish; N.L.
masc. n. bacter, a rod; N.L.
masc. n. Neesibacter, Microbe
named after the Danish parish
of Nees, near which the genome
of the type species was
recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus UBA10649 in GTDB R226. The description of the genus is the same as for its type species 

Genus Nexobacterium

[ne.xo.bac.te'ri.um] Danish n.
Nexo, Danish city; N.L. neut. n.
bacterium, a bacterium; N.L.
neut. n. Nexobacterium,
Microbe named after the Danish
city of Nexo, near which the
genome of the type species was
recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. The description of the genus is the same as for its type species Nexobacterium aridum

Genus Nexoeus

[ne'xoe.us] Danish n. Nexoe,
Danish parish; N.L. masc. n.
Nexoeus, Microbe named after
the Danish parish of Nexoe, near
which the genome of the type
species was recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus JABDBL01 in GTDB R226. The description of the genus is the same as for its type species 

Genus Nexoevita

[ne.xoe.vi'ta] Danish n. Nexoe,
Danish parish; L. fem. n. vita,
life; N.L. fem. n. Nexoevita,
Microbe named after the Danish
parish of Nexoe, near which the
genome of the type species was
recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus DATJTR01 in GTDB R226. The description of the genus is the same as for its type species 

Genus Nibecola

[ni.be'co.la] Danish n. Nibe,
Danish city; L. masc. suff. cola,
an inhabitant; N.L. masc. n.
Nibecola, Microbe named after
the Danish city of Nibe, near
which the genome of the type
species was recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus DATKME01 in GTDB R226. The description of the genus is the same as for its type species 

Genus Noeragerimen

[noe.ra.ge'ri.men] Danish n.
Noerager, Danish parish; N.L.
neut. n. Noeragerimen, Microbe
arbitrarily named after the
Danish parish of Noerager, near
which the genome of the type
species was recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. The description of the genus is the same as for its type species Noeragerimen vicinum

[noer.ha.a'ba] Danish n.
Noerhaa, Danish parish; N.L.
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Genus Noerhaaba
fem. n. Noerhaaba, Microbe
arbitrarily named after the
Danish parish of Noerhaa, near
which the genome of the type
species was recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus Bog-877 in GTDB R226. The description of the genus is the same as for its type species 

Genus Noragerisoma

[no.ra.ge.ri.so'ma] Danish n.
Norager, Danish city; Gr. neut.
n. soma, a body; N.L. neut. n.
Noragerisoma, Microbe named
after the Danish city of Norager,
near which the genome of the
type species was recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. The description of the genus is the same as for its type species Noragerisoma telluricum

Genus Nordbyana

[nord.by.a'na] Danish n.
Nordby, Danish city; N.L. fem.
n. Nordbyana, Microbe named
after the Danish city of Nordby,
near which the genome of the
type species was recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus WHSW01 in GTDB R226. The description of the genus is the same as for its type species 

Genus Norsibacterium

[nor.si.bac.te'ri.um] Danish n.
Nors, Danish parish; N.L. neut.
n. bacterium, a bacterium; N.L.
neut. n. Norsibacterium,
Microbe named after the Danish
parish of Nors, near which the
genome of the type species was
recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. The description of the genus is the same as for its type species Norsibacterium proximum

Genus Nustrupicoccus

[nus.tru.pi.coc'cus] Danish n.
Nustrup, Danish parish; N.L.
masc. n. coccus, a grain or
seed; N.L. masc. n.
Nustrupicoccus, Microbe named
after the Danish parish of
Nustrup, near which the genome
of the type species was
recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus UBA10107 in GTDB R226. The description of the genus is the same as for its type species 

Genus Nykerimen

[ny.ke'ri.men] Danish n. Nyker,
Danish city; N.L. neut. n.
Nykerimen, Microbe arbitrarily
named after the Danish city of
Nyker, near which the genome
of the type species was
recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus 12-FULL-67-14b in GTDB R226. The description of the genus is the same as for its type species 

Genus Nylarskeriana

[ny.lars.ke.ri.a'na] Danish n.
Nylarsker, Danish parish; N.L.
fem. n. Nylarskeriana, Microbe
named after the Danish parish
of Nylarsker, near which the
genome of the type species was
recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus JAUYQR01 in GTDB R226. The description of the genus is the same as for its type species 

Genus Nyordiaba

[ny.or.di.a'ba] Danish n. Nyord,
Danish parish; N.L. fem. n.
Nyordiaba, Microbe arbitrarily
named after the Danish parish
of Nyord, near which the
genome of the type species was
recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus JAIVJM01 in GTDB R226. The description of the genus is the same as for its type species 

Genus Nyordihabitans

[ny.or.di.ha.bi'tans] Danish n.
Nyord, Danish parish; L. masc.
pres. part. habitans,
inhabiting; N.L. masc. n.
Nyordihabitans, Microbe named
after the Danish parish of Nyord,
near which the genome of the
type species was recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus JAAYBF01 in GTDB R226. The description of the genus is the same as for its type species 

[ny.van.gi.mor'pha] Danish n.
Nyvang, Danish parish; Gr.
fem. n. morpha, a form or
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Genus Nyvangimorpha shape; N.L. fem. n.
Nyvangimorpha, Microbe named
after the Danish parish of
Nyvang, near which the genome
of the type species was
recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus RDZH01 in GTDB R226. The description of the genus is the same as for its type species 

Genus
Oddensebacterium

[od.den.se.bac.te'ri.um] Danish
n. Oddense, Danish parish; N.L.
neut. n. bacterium, a
bacterium; N.L. neut. n.
Oddensebacterium, Microbe
named after the Danish parish
of Oddense, near which the
genome of the type species was
recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. The description of the genus is the same as for its type species Oddensebacterium simile

Genus Odderium

[od.de'ri.um] Danish n. Odder,
Danish city; N.L. neut. n.
Odderium, Microbe named after
the Danish city of Odder, near
which the genome of the type
species was recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus Gp1-AA145 in GTDB R226. The description of the genus is the same as for its type species 

Genus
Oedstedimicrobium

[oed.ste.di.mi.cro'bi.um]
Danish n. Oedsted, Danish
parish; N.L. neut. n.
microbium, a microbe; N.L.
neut. n. Oedstedimicrobium,
Microbe named after the Danish
parish of Oedsted, near which
the genome of the type species
was recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus JAKAHE01 in GTDB R226. The description of the genus is the same as for its type species 

Genus Oedumimorpha

[oe.du.mi.mor'pha] Danish n.
Oedum, Danish parish; Gr. fem.
n. morpha, a form or shape;
N.L. fem. n. Oedumimorpha,
Microbe named after the Danish
parish of Oedum, near which the
genome of the type species was
recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus SSS58A in GTDB R226. The description of the genus is the same as for its type species 

Genus Oelstedimen

[oel.ste'di.men] Danish n.
Oelsted, Danish parish; N.L.
neut. n. Oelstedimen, Microbe
arbitrarily named after the
Danish parish of Oelsted, near
which the genome of the type
species was recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus CF-46 in GTDB R226. The description of the genus is the same as for its type species 

Genus Oerdingivivens

[oer.din.gi.vi'vens] Danish n.
Oerding, Danish parish; L.
masc. pres. part. vivens,
living; N.L. masc. n.
Oerdingivivens, Microbe named
after the Danish parish of
Oerding, near which the genome
of the type species was
recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus UBA668 in GTDB R226. The description of the genus is the same as for its type species 

Genus Oernhoejiana

[oern.hoe.ji.a'na] Danish n.
Oernhoej, Danish parish; N.L.
fem. n. Oernhoejiana, Microbe
named after the Danish parish
of Oernhoej, near which the
genome of the type species was
recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus DAOMRS01 in GTDB R226. The description of the genus is the same as for its type species 

Genus Oerridslevicola

[oer.rid.sle.vi'co.la] Danish n.
Oerridslev, Danish parish; L.
masc. suff. cola, an inhabitant;
N.L. masc. n. Oerridslevicola,
Microbe named after the Danish
parish of Oerridslev, near which
the genome of the type species

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus SR-FBR-E99 in GTDB R226. The description of the genus is the same as for its type species 
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was recovered.

Genus
Oerslevklosterivita

[oers.lev.klos.te.ri.vi'ta] Danish
n. Oerslevkloster, Danish parish;
L. fem. n. vita, life; N.L. fem.
n. Oerslevklosterivita, Microbe
named after the Danish parish
of Oerslevkloster, near which
the genome of the type species
was recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus JAZGGS01 in GTDB R226. The description of the genus is the same as for its type species 

Genus Oerumisoma

[oe.ru.mi.so'ma] Danish n.
Oerum, Danish parish; Gr.
neut. n. soma, a body; N.L.
neut. n. Oerumisoma, Microbe
named after the Danish parish
of Oerum, near which the
genome of the type species was
recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus UBA4744 in GTDB R226. The description of the genus is the same as for its type species 

Genus Oesbyana

[oes.by.a'na] Danish n. Oesby,
Danish parish; N.L. fem. n.
Oesbyana, Microbe named after
the Danish parish of Oesby, near
which the genome of the type
species was recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus JADGNZ01 in GTDB R226. The description of the genus is the same as for its type species 

Genus Oesbybacterium

[oes.by.bac.te'ri.um] Danish n.
Oesby, Danish parish; N.L.
neut. n. bacterium, a
bacterium; N.L. neut. n.
Oesbybacterium, Microbe
named after the Danish parish
of Oesby, near which the
genome of the type species was
recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus PALSA-600 in GTDB R226. The description of the genus is the same as for its type species 

Genus Oesella

[oe.sel'la] Danish n. Oese,
Danish parish; N.L. fem. n.
Oesella, Microbe named after
the Danish parish of Oese, near
which the genome of the type
species was recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus JAJXXT01 in GTDB R226. The description of the genus is the same as for its type species 

Genus Oesterlarskerium

[oes.ter.lars.ke'ri.um] Danish n.
Oesterlarsker, Danish parish;
N.L. neut. n. Oesterlarskerium,
Microbe named after the Danish
parish of Oesterlarsker, near
which the genome of the type
species was recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus JAICWY01 in GTDB R226. The description of the genus is the same as for its type species 

Genus Oestermarieana

[oes.ter.ma.rie.a'na] Danish n.
Oestermarie, Danish parish;
N.L. fem. n. Oestermarieana,
Microbe named after the Danish
parish of Oestermarie, near
which the genome of the type
species was recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus JANWJD01 in GTDB R226. The description of the genus is the same as for its type species 

Genus Oestrupibacter

[oes.tru.pi.bac'ter] Danish n.
Oestrup, Danish parish; N.L.
masc. n. bacter, a rod; N.L.
masc. n. Oestrupibacter,
Microbe named after the Danish
parish of Oestrup, near which
the genome of the type species
was recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus UBA7803 in GTDB R226. The description of the genus is the same as for its type species 

Genus Oestrupivivens

[oes.tru.pi.vi'vens] Danish n.
Oestrup, Danish parish; L.
masc. pres. part. vivens,
living; N.L. masc. n.
Oestrupivivens, Microbe named
after the Danish parish of
Oestrup, near which the genome

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. The description of the genus is the same as for its type species Oestrupivivens oricus
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of the type species was
recovered.

Genus Oksboliana

[oks.bo.li.a'na] Danish n.
Oksbol, Danish city; N.L. fem.
n. Oksboliana, Microbe named
after the Danish city of Oksbol,
near which the genome of the
type species was recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. The description of the genus is the same as for its type species Oksboliana litoralis

Genus Oksboliella

[oks.bo.li.el'la] Danish n.
Oksbol, Danish city; N.L. fem.
n. Oksboliella, Microbe named
after the Danish city of Oksbol,
near which the genome of the
type species was recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus CF-113 in GTDB R226. The description of the genus is the same as for its type species 

Genus Oksbysoma

[oks.by.so'ma] Danish n.
Oksby, Danish parish; Gr. neut.
n. soma, a body; N.L. neut. n.
Oksbysoma, Microbe named
after the Danish parish of
Oksby, near which the genome
of the type species was
recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus DATJGR01 in GTDB R226. The description of the genus is the same as for its type species 

Genus Oksenvadisoma

[ok.sen.va.di.so'ma] Danish n.
Oksenvad, Danish parish; Gr.
neut. n. soma, a body; N.L.
neut. n. Oksenvadisoma,
Microbe named after the Danish
parish of Oksenvad, near which
the genome of the type species
was recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus 2-12-FULL-60-25 in GTDB R226. The description of the genus is the same as for its type species 

Genus Olgodiaba

[ol.go.di.a'ba] Danish n. Olgod,
Danish city; N.L. fem. n.
Olgodiaba, Microbe arbitrarily
named after the Danish city of
Olgod, near which the genome
of the type species was
recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus JALHUB01 in GTDB R226. The description of the genus is the same as for its type species 

Genus Olskerimonas

[ol.ske.ri'mo.nas] Danish n.
Olsker, Danish parish; L. fem.
n. monas, a unit; N.L. fem. n.
Olskerimonas, Microbe named
after the Danish parish of
Olsker, near which the genome
of the type species was
recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. The description of the genus is the same as for its type species Olskerimonas humica

Genus Ottestrupium

[ot.tes.tru'pi.um] Danish n.
Ottestrup, Danish parish; N.L.
neut. n. Ottestrupium, Microbe
named after the Danish parish
of Ottestrup, near which the
genome of the type species was
recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus FEN-1191 in GTDB R226. The description of the genus is the same as for its type species 

Genus Ottingiana

[ot.tin.gi.a'na] Danish n. Otting,
Danish parish; N.L. fem. n.
Ottingiana, Microbe named after
the Danish parish of Otting, near
which the genome of the type
species was recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus JBBQUN01 in GTDB R226. The description of the genus is the same as for its type species 

Genus Oudrupius

[ou.dru'pi.us] Danish n.
Oudrup, Danish parish; N.L.
masc. n. Oudrupius, Microbe
named after the Danish parish
of Oudrup, near which the
genome of the type species was
recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. The description of the genus is the same as for its type species Oudrupius oricus

[ou.tru.pi.bac.te'ri.um] Danish
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Genus Outrupibacterium

n. Outrup, Danish city; N.L.
neut. n. bacterium, a
bacterium; N.L. neut. n.
Outrupibacterium, Microbe
named after the Danish city of
Outrup, near which the genome
of the type species was
recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus Fen-183 in GTDB R226. The description of the genus is the same as for its type species 

Genus Padborgicola

[pad.bor.gi'co.la] Danish n.
Padborg, Danish city; L. masc.
suff. cola, an inhabitant; N.L.
masc. n. Padborgicola, Microbe
named after the Danish city of
Padborg, near which the
genome of the type species was
recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus DATKGQ01 in GTDB R226. The description of the genus is the same as for its type species 

Genus Padborgisoma

[pad.bor.gi.so'ma] Danish n.
Padborg, Danish city; Gr. neut.
n. soma, a body; N.L. neut. n.
Padborgisoma, Microbe named
after the Danish city of Padborg,
near which the genome of the
type species was recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus Ga0074140 in GTDB R226. The description of the genus is the same as for its type species 

Genus Pandrupibacter

[pan.dru.pi.bac'ter] Danish n.
Pandrup, Danish city; N.L.
masc. n. bacter, a rod; N.L.
masc. n. Pandrupibacter,
Microbe named after the Danish
city of Pandrup, near which the
genome of the type species was
recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus DATKHE01 in GTDB R226. The description of the genus is the same as for its type species 

Genus Pederskeriella

[pe.der.ske.ri.el'la] Danish n.
Pedersker, Danish parish; N.L.
fem. n. Pederskeriella, Microbe
named after the Danish parish
of Pedersker, near which the
genome of the type species was
recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. The description of the genus is the same as for its type species Pederskeriella vicina

Genus Pederskerisoma

[pe.der.ske.ri.so'ma] Danish n.
Pedersker, Danish parish; Gr.
neut. n. soma, a body; N.L.
neut. n. Pederskerisoma,
Microbe named after the Danish
parish of Pedersker, near which
the genome of the type species
was recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus JBBQIT01 in GTDB R226. The description of the genus is the same as for its type species 

Genus Pederskerius

[pe.der.ske'ri.us] Danish n.
Pedersker, Danish parish; N.L.
masc. n. Pederskerius, Microbe
named after the Danish parish
of Pedersker, near which the
genome of the type species was
recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus JBBRAD01 in GTDB R226. The description of the genus is the same as for its type species 

Genus Periskagenicola

[pe.ri.ska.ge.ni'co.la] Gr. pref.
peri, near; Danish n. Skagen,
Danish city; L. masc. suff. cola,
an inhabitant; N.L. masc. n.
Periskagenicola, Microbe named
after the Danish city of Skagen,
near which the genome of the
type species was recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus JACRPT01 in GTDB R226. The description of the genus is the same as for its type species 

Genus Periskagenivita

[pe.ri.ska.ge.ni.vi'ta] Gr. pref.
peri, near; Danish n. Skagen,
Danish city; L. fem. n. vita, life;
N.L. fem. n. Periskagenivita,
Microbe named after the Danish
city of Skagen, near which the

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus SOIL31 in GTDB R226. The description of the genus is the same as for its type species 
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genome of the type species was
recovered.

Genus Pjedstedimen

[pjed.ste'di.men] Danish n.
Pjedsted, Danish parish; N.L.
neut. n. Pjedstedimen, Microbe
arbitrarily named after the
Danish parish of Pjedsted, near
which the genome of the type
species was recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus Gp6-AA45 in GTDB R226. The description of the genus is the same as for its type species 

Genus Povlskericola

[povl.ske.ri'co.la] Danish n.
Povlsker, Danish parish; L.
masc. suff. cola, an inhabitant;
N.L. masc. n. Povlskericola,
Microbe named after the Danish
parish of Povlsker, near which
the genome of the type species
was recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. The description of the genus is the same as for its type species Povlskericola terrestris

Genus Povlskerimen

[povl.ske'ri.men] Danish n.
Povlsker, Danish parish; N.L.
neut. n. Povlskerimen, Microbe
arbitrarily named after the
Danish parish of Povlsker, near
which the genome of the type
species was recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus Palsa-1400 in GTDB R226. The description of the genus is the same as for its type species 

Genus Propeborkiana

[pro.pe.bor.ki.a'na] L. prep.
prope, near; Danish n. Noerre
Bork, Danish parish; N.L. fem.
n. Propeborkiana, Microbe
arbitrarily named after the
Danish parish of Noerre Bork,
near which the genome of the
type species was recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus JAJACO01 in GTDB R226. The description of the genus is the same as for its type species 

Genus Propeborkiella

[pro.pe.bor.ki.el'la] L. prep.
prope, near; Danish n. Soender
Bork, Danish parish; N.L. fem.
n. Propeborkiella, Microbe
arbitrarily named after the
Danish parish of Soender Bork,
near which the genome of the
type species was recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. The description of the genus is the same as for its type species Propeborkiella europaea

Genus
Propenissumisoma

[pro.pe.nis.su.mi.so'ma] L.
prep. prope, near; Danish n.
Soender Nissum, Danish parish;
Gr. neut. n. soma, a body; N.L.
neut. n. Propenissumisoma,
Microbe arbitrarily named after
the Danish parish of Soender
Nissum, near which the genome
of the type species was
recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus DATFTF01 in GTDB R226. The description of the genus is the same as for its type species 

Genus Propeskageniana

[pro.pe.ska.ge.ni.a'na] L. prep.
prope, near; Danish n. Skagen,
Danish city; N.L. fem. n.
Propeskageniana, Microbe
named after the Danish city of
Skagen, near which the genome
of the type species was
recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus JAADJA01 in GTDB R226. The description of the genus is the same as for its type species 

Genus Raabjergium

[ra.a.bjer'gi.um] Danish n.
Raabjerg, Danish parish; N.L.
neut. n. Raabjergium, Microbe
named after the Danish parish
of Raabjerg, near which the
genome of the type species was
recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus PSRF01 in GTDB R226. The description of the genus is the same as for its type species 

[ra.as.te.di.a'ba] Danish n.
Raasted, Danish parish; N.L.
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Genus Raastediaba fem. n. Raastediaba, Microbe
arbitrarily named after the
Danish parish of Raasted, near
which the genome of the type
species was recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. The description of the genus is the same as for its type species Raastediaba similis

Genus
Rakkebybacterium

[rak.ke.by.bac.te'ri.um] Danish
n. Rakkeby, Danish parish; N.L.
neut. n. bacterium, a
bacterium; N.L. neut. n.
Rakkebybacterium, Microbe
named after the Danish parish
of Rakkeby, near which the
genome of the type species was
recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus CADCVQ01 in GTDB R226. The description of the genus is the same as for its type species 

Genus Raklevivivens

[rak.le.vi.vi'vens] Danish n.
Raklev, Danish parish; L. masc.
pres. part. vivens, living; N.L.
masc. n. Raklevivivens,
Microbe named after the Danish
parish of Raklev, near which the
genome of the type species was
recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus JACKIP01 in GTDB R226. The description of the genus is the same as for its type species 

Genus Ramsingimen

[ram.sin'gi.men] Danish n.
Ramsing, Danish parish; N.L.
neut. n. Ramsingimen, Microbe
arbitrarily named after the
Danish parish of Ramsing, near
which the genome of the type
species was recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus CAIOTC01 in GTDB R226. The description of the genus is the same as for its type species 

Genus Ravnkildemen

[ravn.kil'de.men] Danish n.
Ravnkilde, Danish parish; N.L.
neut. n. Ravnkildemen, Microbe
arbitrarily named after the
Danish parish of Ravnkilde, near
which the genome of the type
species was recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus JABFSM01 in GTDB R226. The description of the genus is the same as for its type species 

Genus Ravnsnaesimen

[ravn.snae'si.men] Danish n.
Ravnsnaes, Danish city; N.L.
neut. n. Ravnsnaesimen,
Microbe arbitrarily named after
the Danish city of Ravnsnaes,
near which the genome of the
type species was recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus WS-9 in GTDB R226. The description of the genus is the same as for its type species 

Genus Reseniella

[re.se.ni.el'la] Danish n. Resen,
Danish parish; N.L. fem. n.
Reseniella, Microbe named after
the Danish parish of Resen, near
which the genome of the type
species was recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus 67-14 in GTDB R226. The description of the genus is the same as for its type species 

Genus Rimsoesoma

[rim.soe.so'ma] Danish n.
Rimsoe, Danish parish; Gr.
neut. n. soma, a body; N.L.
neut. n. Rimsoesoma, Microbe
named after the Danish parish
of Rimsoe, near which the
genome of the type species was
recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus JTS-RE37 in GTDB R226. The description of the genus is the same as for its type species 

Genus Rimsoevivens

[rim.soe.vi'vens] Danish n.
Rimsoe, Danish parish; L. masc.
pres. part. vivens, living; N.L.
masc. n. Rimsoevivens,
Microbe named after the Danish
parish of Rimsoe, near which the
genome of the type species was
recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus JALQXV01 in GTDB R226. The description of the genus is the same as for its type species 

[rin.di.vi'ta] Danish n. Soender
Rind, Danish parish; L. fem. n.
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Genus Rindivita vita, life; N.L. fem. n. Rindivita,
Microbe arbitrarily named after
the Danish parish of Soender
Rind, near which the genome of
the type species was recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. The description of the genus is the same as for its type species Rindivita affinis

Genus Ringivemicrobium

[rin.gi.ve.mi.cro'bi.um] Danish
n. Ringive, Danish parish; N.L.
neut. n. microbium, a microbe;
N.L. neut. n.
Ringivemicrobium, Microbe
named after the Danish parish
of Ringive, near which the
genome of the type species was
recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus CF-96 in GTDB R226. The description of the genus is the same as for its type species 

Genus Rinkenaesisoma

[rin.ke.nae.si.so'ma] Danish n.
Rinkenaes, Danish parish; Gr.
neut. n. soma, a body; N.L.
neut. n. Rinkenaesisoma,
Microbe named after the Danish
parish of Rinkenaes, near which
the genome of the type species
was recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus JALYMR01 in GTDB R226. The description of the genus is the same as for its type species 

Genus Rinkenaesium

[rin.ke.nae'si.um] Danish n.
Rinkenaes, Danish parish; N.L.
neut. n. Rinkenaesium, Microbe
named after the Danish parish
of Rinkenaes, near which the
genome of the type species was
recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus JAENWD01 in GTDB R226. The description of the genus is the same as for its type species 

Genus Risemonas

[ri.se'mo.nas] Danish n. Rise,
Danish parish; L. fem. n.
monas, a unit; N.L. fem. n.
Risemonas, Microbe named
after the Danish parish of Rise,
near which the genome of the
type species was recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. The description of the genus is the same as for its type species Risemonas terrea

Genus Roebacterium

[roe.bac.te'ri.um] Danish n.
Roe, Danish parish; N.L. neut.
n. bacterium, a bacterium; N.L.
neut. n. Roebacterium, Microbe
named after the Danish parish
of Roe, near which the genome
of the type species was
recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus CADDYT01 in GTDB R226. The description of the genus is the same as for its type species 

Genus Roenbjergimen

[roen.bjer'gi.men] Danish n.
Roenbjerg, Danish parish; N.L.
neut. n. Roenbjergimen,
Microbe arbitrarily named after
the Danish parish of Roenbjerg,
near which the genome of the
type species was recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus BOG-1370 in GTDB R226. The description of the genus is the same as for its type species 

Genus Roerbaekicola

[roer.bae.ki'co.la] Danish n.
Roerbaek, Danish parish; L.
masc. suff. cola, an inhabitant;
N.L. masc. n. Roerbaekicola,
Microbe named after the Danish
parish of Roerbaek, near which
the genome of the type species
was recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. The description of the genus is the same as for its type species Roerbaekicola terreus

Genus Roerbyvivens

[roer.by.vi'vens] Danish n.
Roerby, Danish parish; L. masc.
pres. part. vivens, living; N.L.
masc. n. Roerbyvivens, Microbe
named after the Danish parish
of Roerby, near which the
genome of the type species was
recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus JBCDKH01 in GTDB R226. The description of the genus is the same as for its type species 
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Genus Roesnaesimen

[roes.nae'si.men] Danish n.
Roesnaes, Danish parish; N.L.
neut. n. Roesnaesimen,
Microbe arbitrarily named after
the Danish parish of Roesnaes,
near which the genome of the
type species was recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus JBCCOW01 in GTDB R226. The description of the genus is the same as for its type species 

Genus Rudicoccus

[ru.di.coc'cus] Danish n. Rud,
Danish parish; N.L. masc. n.
coccus, a grain or seed; N.L.
masc. n. Rudicoccus, Microbe
named after the Danish parish
of Rud, near which the genome
of the type species was
recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus JAJRAN01 in GTDB R226. The description of the genus is the same as for its type species 

Genus Rudkobingisoma

[rud.ko.bin.gi.so'ma] Danish n.
Rudkobing, Danish city; Gr.
neut. n. soma, a body; N.L.
neut. n. Rudkobingisoma,
Microbe named after the Danish
city of Rudkobing, near which
the genome of the type species
was recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus JBBQBH01 in GTDB R226. The description of the genus is the same as for its type species 

Genus Rutskerihabitans

[rut.ske.ri.ha.bi'tans] Danish n.
Rutsker, Danish parish; L.
masc. pres. part. habitans,
inhabiting; N.L. masc. n.
Rutskerihabitans, Microbe
named after the Danish parish
of Rutsker, near which the
genome of the type species was
recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. The description of the genus is the same as for its type species Rutskerihabitans telluricus

Genus Rydeaba

[ry.de.a'ba] Danish n. Ryde,
Danish parish; N.L. fem. n.
Rydeaba, Microbe arbitrarily
named after the Danish parish
of Ryde, near which the genome
of the type species was
recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus JADFXI01 in GTDB R226. The description of the genus is the same as for its type species 

Genus Ryemorpha

[ry.e.mor'pha] Danish n.
Gammel Rye, Danish parish; Gr.
fem. n. morpha, a form or
shape; N.L. fem. n.
Ryemorpha, Microbe arbitrarily
named after the Danish parish
of Gammel Rye, near which the
genome of the type species was
recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus Fen-549 in GTDB R226. The description of the genus is the same as for its type species 

Genus Rysoma

[ry.so'ma] Danish n. Ry, Danish
city; Gr. neut. n. soma, a body;
N.L. neut. n. Rysoma, Microbe
named after the Danish city of
Ry, near which the genome of
the type species was recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus G963675935 in GTDB R226. The description of the genus is the same as for its type species 

Genus Saeddingium

[saed.din'gi.um] Danish n.
Saedding, Danish parish; N.L.
neut. n. Saeddingium, Microbe
named after the Danish parish
of Saedding, near which the
genome of the type species was
recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus JASGTU01 in GTDB R226. The description of the genus is the same as for its type species 

Genus Sahliplasma

[sah.li.plas'ma] Danish n. Sahl,
Danish parish; Gr. neut. n.
plasma, a form; N.L. neut. n.
Sahliplasma, Microbe named
after the Danish parish of Sahl,
near which the genome of the

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus CABMGC01 in GTDB R226. The description of the genus is the same as for its type species 
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type species was recovered.

Genus Saltumihabitans

[sal.tu.mi.ha.bi'tans] Danish n.
Saltum, Danish parish; L. masc.
pres. part. habitans,
inhabiting; N.L. masc. n.
Saltumihabitans, Microbe
named after the Danish parish
of Saltum, near which the
genome of the type species was
recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus DASXXS01 in GTDB R226. The description of the genus is the same as for its type species 

Genus Sebbericola

[seb.be.ri'co.la] Danish n.
Sebber, Danish parish; L. masc.
suff. cola, an inhabitant; N.L.
masc. n. Sebbericola, Microbe
named after the Danish parish
of Sebber, near which the
genome of the type species was
recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. The description of the genus is the same as for its type species Sebbericola ripicus

Genus Sebberimonas

[seb.be.ri'mo.nas] Danish n.
Sebber, Danish parish; L. fem.
n. monas, a unit; N.L. fem. n.
Sebberimonas, Microbe named
after the Danish parish of
Sebber, near which the genome
of the type species was
recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus ZC4RG20 in GTDB R226. The description of the genus is the same as for its type species 

Genus Sebberium

[seb.be'ri.um] Danish n.
Sebber, Danish parish; N.L.
neut. n. Sebberium, Microbe
named after the Danish parish
of Sebber, near which the
genome of the type species was
recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus P52-10 in GTDB R226. The description of the genus is the same as for its type species 

Genus Sedenicola

[se.de.ni'co.la] Danish n.
Seden, Danish city; L. masc.
suff. cola, an inhabitant; N.L.
masc. n. Sedenicola, Microbe
named after the Danish city of
Seden, near which the genome
of the type species was
recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus JADGQF01 in GTDB R226. The description of the genus is the same as for its type species 

Genus Sejerslevicola

[se.jer.sle.vi'co.la] Danish n.
Sejerslev, Danish parish; L.
masc. suff. cola, an inhabitant;
N.L. masc. n. Sejerslevicola,
Microbe named after the Danish
parish of Sejerslev, near which
the genome of the type species
was recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus Palsa-1248 in GTDB R226. The description of the genus is the same as for its type species 

Genus Sennelsisoma

[sen.nel.si.so'ma] Danish n.
Sennels, Danish parish; Gr.
neut. n. soma, a body; N.L.
neut. n. Sennelsisoma, Microbe
named after the Danish parish
of Sennels, near which the
genome of the type species was
recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus JBGPTK01 in GTDB R226. The description of the genus is the same as for its type species 

Genus Sevelisoma

[se.ve.li.so'ma] Danish n.
Sevel, Danish parish; Gr. neut.
n. soma, a body; N.L. neut. n.
Sevelisoma, Microbe named
after the Danish parish of Sevel,
near which the genome of the
type species was recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus DATKGX01 in GTDB R226. The description of the genus is the same as for its type species 

[sie.mi.a'ba] Danish n. Siem,
Danish parish; N.L. fem. n.
Siemiaba, Microbe arbitrarily
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Genus Siemiaba named after the Danish parish
of Siem, near which the genome
of the type species was
recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus 20CM-2-65-7 in GTDB R226. The description of the genus is the same as for its type species 

Genus Simestedium

[si.me.ste'di.um] Danish n.
Simested, Danish parish; N.L.
neut. n. Simestedium, Microbe
named after the Danish parish
of Simested, near which the
genome of the type species was
recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. The description of the genus is the same as for its type species Simestedium europaeum

Genus Simmerboelleana

[sim.mer.boel.le.a'na] Danish
n. Simmerboelle, Danish parish;
N.L. fem. n. Simmerboelleana,
Microbe named after the Danish
parish of Simmerboelle, near
which the genome of the type
species was recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus AC-32 in GTDB R226. The description of the genus is the same as for its type species 

Genus Sjoerringivita

[sjoer.rin.gi.vi'ta] Danish n.
Sjoerring, Danish parish; L.
fem. n. vita, life; N.L. fem. n.
Sjoerringivita, Microbe named
after the Danish parish of
Sjoerring, near which the
genome of the type species was
recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus JAKAUA01 in GTDB R226. The description of the genus is the same as for its type species 

Genus Sjoersleviaba

[sjoer.sle.vi.a'ba] Danish n.
Sjoerslev, Danish parish; N.L.
fem. n. Sjoersleviaba, Microbe
arbitrarily named after the
Danish parish of Sjoerslev, near
which the genome of the type
species was recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus DASTCZ01 in GTDB R226. The description of the genus is the same as for its type species 

Genus Skadsibacterium

[skad.si.bac.te'ri.um] Danish n.
Skads, Danish parish; N.L.
neut. n. bacterium, a
bacterium; N.L. neut. n.
Skadsibacterium, Microbe
named after the Danish parish
of Skads, near which the
genome of the type species was
recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus DATBAX01 in GTDB R226. The description of the genus is the same as for its type species 

Genus Skagenicola

[ska.ge.ni'co.la] Danish n.
Skagen, Danish city; L. masc.
suff. cola, an inhabitant; N.L.
masc. n. Skagenicola, Microbe
named after the Danish city of
Skagen, near which the genome
of the type species was
recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. The description of the genus is the same as for its type species Skagenicola nordicus

Genus Skageniella

[ska.ge.ni.el'la] Danish n.
Skagen, Danish city; N.L. fem.
n. Skageniella, Microbe named
after the Danish city of Skagen,
near which the genome of the
type species was recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. The description of the genus is the same as for its type species Skageniella vicina

Genus Skagenivita

[ska.ge.ni.vi'ta] Danish n.
Skagen, Danish city; L. fem. n.
vita, life; N.L. fem. n.
Skagenivita, Microbe named
after the Danish city of Skagen,
near which the genome of the
type species was recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus JAKLDB01 in GTDB R226. The description of the genus is the same as for its type species 

Genus Skallerupiana

[skal.le.ru.pi.a'na] Danish n.
Skallerup, Danish parish; N.L.
fem. n. Skallerupiana, Microbe
named after the Danish parish Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus JAGOPY01 in GTDB R226. The description of the genus is the same as for its type species 
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of Skallerup, near which the
genome of the type species was
recovered.

Genus Skallerupius

[skal.le.ru'pi.us] Danish n.
Skallerup, Danish parish; N.L.
masc. n. Skallerupius, Microbe
named after the Danish parish
of Skallerup, near which the
genome of the type species was
recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus JAIBJN01 in GTDB R226. The description of the genus is the same as for its type species 

Genus Skarresoella

[skar.re.soel'la] Danish n.
Skarresoe, Danish parish; N.L.
fem. n. Skarresoella, Microbe
named after the Danish parish
of Skarresoe, near which the
genome of the type species was
recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus CAKKSB01 in GTDB R226. The description of the genus is the same as for its type species 

Genus Skebyvita

[ske.by.vi'ta] Danish n. Skeby,
Danish parish; L. fem. n. vita,
life; N.L. fem. n. Skebyvita,
Microbe named after the Danish
parish of Skeby, near which the
genome of the type species was
recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. The description of the genus is the same as for its type species Skebyvita ripica

Genus Skivemorpha

[ski.ve.mor'pha] Danish n.
Skive, Danish city; Gr. fem. n.
morpha, a form or shape; N.L.
fem. n. Skivemorpha, Microbe
named after the Danish city of
Skive, near which the genome of
the type species was recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus UBA5189 in GTDB R226. The description of the genus is the same as for its type species 

Genus Skivumivita

[ski.vu.mi.vi'ta] Danish n.
Skivum, Danish parish; L. fem.
n. vita, life; N.L. fem. n.
Skivumivita, Microbe named
after the Danish parish of
Skivum, near which the genome
of the type species was
recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus JAUVDZ01 in GTDB R226. The description of the genus is the same as for its type species 

Genus Skjoldhoejiana

[skjold.hoe.ji.a'na] Danish n.
Skjoldhoej, Danish parish; N.L.
fem. n. Skjoldhoejiana, Microbe
named after the Danish parish
of Skjoldhoej, near which the
genome of the type species was
recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. The description of the genus is the same as for its type species Skjoldhoejiana tellurica

Genus Skorpingiana

[skor.pin.gi.a'na] Danish n.
Skorping, Danish city; N.L. fem.
n. Skorpingiana, Microbe named
after the Danish city of
Skorping, near which the
genome of the type species was
recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus JAKASW01 in GTDB R226. The description of the genus is the same as for its type species 

Genus Skovlundivita

[skov.lun.di.vi'ta] Danish n.
Skovlund, Danish parish; L.
fem. n. vita, life; N.L. fem. n.
Skovlundivita, Microbe named
after the Danish parish of
Skovlund, near which the
genome of the type species was
recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. The description of the genus is the same as for its type species Skovlundivita sediminis

Genus Skroebelevimen

[skroe.be.le'vi.men] Danish n.
Skroebelev, Danish parish; N.L.
neut. n. Skroebelevimen,
Microbe arbitrarily named after
the Danish parish of Skroebelev,

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus DASPWW01 in GTDB R226. The description of the genus is the same as for its type species 
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near which the genome of the
type species was recovered.

Genus Skrydstrupicola

[skryd.stru.pi'co.la] Danish n.
Skrydstrup, Danish parish; L.
masc. suff. cola, an inhabitant;
N.L. masc. n. Skrydstrupicola,
Microbe named after the Danish
parish of Skrydstrup, near which
the genome of the type species
was recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus DATAXS01 in GTDB R226. The description of the genus is the same as for its type species 

Genus Skyumibacterium

[sky.u.mi.bac.te'ri.um] Danish
n. Skyum, Danish parish; N.L.
neut. n. bacterium, a
bacterium; N.L. neut. n.
Skyumibacterium, Microbe
named after the Danish parish
of Skyum, near which the
genome of the type species was
recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus RHKX01 in GTDB R226. The description of the genus is the same as for its type species 

Genus Smollerupiana

[smol.le.ru.pi.a'na] Danish n.
Smollerup, Danish parish; N.L.
fem. n. Smollerupiana, Microbe
named after the Danish parish
of Smollerup, near which the
genome of the type species was
recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus JACDDX01 in GTDB R226. The description of the genus is the same as for its type species 

Genus Snogebaekimen

[sno.ge.bae'ki.men] Danish n.
Snogebaek, Danish city; N.L.
neut. n. Snogebaekimen,
Microbe arbitrarily named after
the Danish city of Snogebaek,
near which the genome of the
type species was recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus PALSA-350 in GTDB R226. The description of the genus is the same as for its type species 

Genus Snogebaekisoma

[sno.ge.bae.ki.so'ma] Danish n.
Snogebaek, Danish city; Gr.
neut. n. soma, a body; N.L.
neut. n. Snogebaekisoma,
Microbe named after the Danish
city of Snogebaek, near which
the genome of the type species
was recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. The description of the genus is the same as for its type species Snogebaekisoma terrestre

Genus Soeftenivita

[soef.te.ni.vi'ta] Danish n.
Soeften, Danish parish; L. fem.
n. vita, life; N.L. fem. n.
Soeftenivita, Microbe named
after the Danish parish of
Soeften, near which the genome
of the type species was
recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus JAKEHA01 in GTDB R226. The description of the genus is the same as for its type species 

Genus Soelleroedius

[soel.le.roe'di.us] Danish n.
Soelleroed, Danish parish; N.L.
masc. n. Soelleroedius, Microbe
named after the Danish parish
of Soelleroed, near which the
genome of the type species was
recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. The description of the genus is the same as for its type species Soelleroedius adiacens

Genus Soenderbyus

[soen.der'by.us] Danish n.
Soenderby, Danish parish; N.L.
masc. n. Soenderbyus, Microbe
named after the Danish parish
of Soenderby, near which the
genome of the type species was
recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus DASZHJ01 in GTDB R226. The description of the genus is the same as for its type species 

Genus Soenderhonella

[soen.der.ho.nel'la] Danish n.
Soenderho, Danish parish; N.L.
fem. n. Soenderhonella,
Microbe named after the Danish Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus JACVRW01 in GTDB R226. The description of the genus is the same as for its type species 
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parish of Soenderho, near which
the genome of the type species
was recovered.

Genus Soenderhous

[soen.der'ho.us] Danish n.
Soenderho, Danish parish; N.L.
masc. n. Soenderhous, Microbe
named after the Danish parish
of Soenderho, near which the
genome of the type species was
recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus DATEKX01 in GTDB R226. The description of the genus is the same as for its type species 

Genus Soenderupiella

[soen.de.ru.pi.el'la] Danish n.
Soenderup, Danish parish; N.L.
fem. n. Soenderupiella, Microbe
named after the Danish parish
of Soenderup, near which the
genome of the type species was
recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus WHTK01 in GTDB R226. The description of the genus is the same as for its type species 

Genus Softeniella

[sof.te.ni.el'la] Danish n.
Soften, Danish city; N.L. fem.
n. Softeniella, Microbe named
after the Danish city of Soften,
near which the genome of the
type species was recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus JADJOM01 in GTDB R226. The description of the genus is the same as for its type species 

Genus Sommerstediella

[som.mer.ste.di.el'la] Danish n.
Sommersted, Danish parish;
N.L. fem. n. Sommerstediella,
Microbe named after the Danish
parish of Sommersted, near
which the genome of the type
species was recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus JAPKYM01 in GTDB R226. The description of the genus is the same as for its type species 

Genus Sonderborgisoma

[son.der.bor.gi.so'ma] Danish
n. Sonderborg, Danish city; Gr.
neut. n. soma, a body; N.L.
neut. n. Sonderborgisoma,
Microbe named after the Danish
city of Sonderborg, near which
the genome of the type species
was recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus PMNU01 in GTDB R226. The description of the genus is the same as for its type species 

Genus Spoerringium

[spoer.rin'gi.um] Danish n.
Spoerring, Danish parish; N.L.
neut. n. Spoerringium, Microbe
named after the Danish parish
of Spoerring, near which the
genome of the type species was
recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. The description of the genus is the same as for its type species Spoerringium europaeum

Genus Stabyaba

[sta.by.a'ba] Danish n. Staby,
Danish parish; N.L. fem. n.
Stabyaba, Microbe arbitrarily
named after the Danish parish
of Staby, near which the
genome of the type species was
recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. The description of the genus is the same as for its type species Stabyaba vicina

Genus Stabymorpha

[sta.by.mor'pha] Danish n.
Staby, Danish parish; Gr. fem.
n. morpha, a form or shape;
N.L. fem. n. Stabymorpha,
Microbe named after the Danish
parish of Staby, near which the
genome of the type species was
recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus JAHELU01 in GTDB R226. The description of the genus is the same as for its type species 

Genus Stagstrupiana

[stag.stru.pi.a'na] Danish n.
Stagstrup, Danish parish; N.L.
fem. n. Stagstrupiana, Microbe
named after the Danish parish
of Stagstrup, near which the
genome of the type species was

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. The description of the genus is the same as for its type species Stagstrupiana europaea
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recovered.

Genus Starupimen

[sta.ru'pi.men] Danish n.
Oester Starup, Danish parish;
N.L. neut. n. Starupimen,
Microbe arbitrarily named after
the Danish parish of Oester
Starup, near which the genome
of the type species was
recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus Palsa-147 in GTDB R226. The description of the genus is the same as for its type species 

Genus Starupiplasma

[sta.ru.pi.plas'ma] Danish n.
Starup, Danish city; Gr. neut.
n. plasma, a form; N.L. neut.
n. Starupiplasma, Microbe
named after the Danish city of
Starup, near which the genome
of the type species was
recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus COMBO-56-21 in GTDB R226. The description of the genus is the same as for its type species 

Genus Starupisoma

[sta.ru.pi.so'ma] Danish n.
Soender Starup, Danish parish;
Gr. neut. n. soma, a body; N.L.
neut. n. Starupisoma, Microbe
arbitrarily named after the
Danish parish of Soender
Starup, near which the genome
of the type species was
recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus JAPKZH01 in GTDB R226. The description of the genus is the same as for its type species 

Genus Stavnsholtiana

[stavns.hol.ti.a'na] Danish n.
Stavnsholt, Danish city; N.L.
fem. n. Stavnsholtiana, Microbe
named after the Danish city of
Stavnsholt, near which the
genome of the type species was
recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. The description of the genus is the same as for its type species Stavnsholtiana nordica

Genus Stegevita

[ste.ge.vi'ta] Danish n. Stege,
Danish city; L. fem. n. vita, life;
N.L. fem. n. Stegevita, Microbe
named after the Danish city of
Stege, near which the genome
of the type species was
recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus JAWVFN01 in GTDB R226. The description of the genus is the same as for its type species 

Genus Steppingicola

[step.pin.gi'co.la] Danish n.
Stepping, Danish parish; L.
masc. suff. cola, an inhabitant;
N.L. masc. n. Steppingicola,
Microbe named after the Danish
parish of Stepping, near which
the genome of the type species
was recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus Bog-366 in GTDB R226. The description of the genus is the same as for its type species 

Genus Stevnsiana

[stevn.si.a'na] Danish n.
Magleby Stevns, Danish parish;
N.L. fem. n. Stevnsiana,
Microbe arbitrarily named after
the Danish parish of Magleby
Stevns, near which the genome
of the type species was
recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus JACDBZ01 in GTDB R226. The description of the genus is the same as for its type species 

Genus Stigella

[sti.gel'la] Danish n. Stige,
Danish city; N.L. fem. n.
Stigella, Microbe named after
the Danish city of Stige, near
which the genome of the type
species was recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus DASQZK01 in GTDB R226. The description of the genus is the same as for its type species 

Genus Stjaerimonas

[stjae.ri'mo.nas] Danish n.
Stjaer, Danish parish; L. fem. n.
monas, a unit; N.L. fem. n.
Stjaerimonas, Microbe named
after the Danish parish of Stjaer,

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. The description of the genus is the same as for its type species Stjaerimonas propinqua
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near which the genome of the
type species was recovered.

Genus Stoholmivita

[sto.hol.mi.vi'ta] Danish n.
Stoholm, Danish city; L. fem. n.
vita, life; N.L. fem. n.
Stoholmivita, Microbe named
after the Danish city of Stoholm,
near which the genome of the
type species was recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus UBA5794 in GTDB R226. The description of the genus is the same as for its type species 

Genus Strandbycoccus

[strand.by.coc'cus] Danish n.
Strandby, Danish city; N.L.
masc. n. coccus, a grain or
seed; N.L. masc. n.
Strandbycoccus, Microbe named
after the Danish city of
Strandby, near which the
genome of the type species was
recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus DAORHV01 in GTDB R226. The description of the genus is the same as for its type species 

Genus Strynoehabitans

[stry.noe.ha.bi'tans] Danish n.
Strynoe, Danish parish; L.
masc. pres. part. habitans,
inhabiting; N.L. masc. n.
Strynoehabitans, Microbe
named after the Danish parish
of Strynoe, near which the
genome of the type species was
recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus JAVDCA01 in GTDB R226. The description of the genus is the same as for its type species 

Genus Strynoemicrobium

[stry.noe.mi.cro'bi.um] Danish
n. Strynoe, Danish parish; N.L.
neut. n. microbium, a microbe;
N.L. neut. n.
Strynoemicrobium, Microbe
named after the Danish parish
of Strynoe, near which the
genome of the type species was
recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus VBAU01 in GTDB R226. The description of the genus is the same as for its type species 

Genus Strynoevita

[stry.noe.vi'ta] Danish n.
Strynoe, Danish parish; L. fem.
n. vita, life; N.L. fem. n.
Strynoevita, Microbe named
after the Danish parish of
Strynoe, near which the genome
of the type species was
recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus JADMIH01 in GTDB R226. The description of the genus is the same as for its type species 

Genus Suldrupibacter

[sul.dru.pi.bac'ter] Danish n.
Suldrup, Danish parish; N.L.
masc. n. bacter, a rod; N.L.
masc. n. Suldrupibacter,
Microbe named after the Danish
parish of Suldrup, near which
the genome of the type species
was recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus JAJFVC01 in GTDB R226. The description of the genus is the same as for its type species 

Genus Svejbaekivita

[svej.bae.ki.vi'ta] Danish n.
Svejbaek, Danish city; L. fem.
n. vita, life; N.L. fem. n.
Svejbaekivita, Microbe named
after the Danish city of
Svejbaek, near which the
genome of the type species was
recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus DATKIY01 in GTDB R226. The description of the genus is the same as for its type species 

Genus Syvimonas

[sy.vi'mo.nas] Danish n. Syv,
Danish parish; L. fem. n.
monas, a unit; N.L. fem. n.
Syvimonas, Microbe named
after the Danish parish of Syv,
near which the genome of the
type species was recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus JAHJQQ01 in GTDB R226. The description of the genus is the same as for its type species 
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Genus Taebringicola

[taeb.rin.gi'co.la] Danish n.
Taebring, Danish parish; L.
masc. suff. cola, an inhabitant;
N.L. masc. n. Taebringicola,
Microbe named after the Danish
parish of Taebring, near which
the genome of the type species
was recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus JACMLD01 in GTDB R226. The description of the genus is the same as for its type species 

Genus Tejniella

[tej.ni.el'la] Danish n. Tejn,
Danish city; N.L. fem. n.
Tejniella, Microbe named after
the Danish city of Tejn, near
which the genome of the type
species was recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. The description of the genus is the same as for its type species Tejniella affinis

Genus Testrupibacter

[tes.tru.pi.bac'ter] Danish n.
Testrup, Danish parish; N.L.
masc. n. bacter, a rod; N.L.
masc. n. Testrupibacter,
Microbe named after the Danish
parish of Testrup, near which
the genome of the type species
was recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus JBBRHQ01 in GTDB R226. The description of the genus is the same as for its type species 

Genus Themius

[the'mi.us] Danish n. Them,
Danish city; N.L. masc. n.
Themius, Microbe named after
the Danish city of Them, near
which the genome of the type
species was recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus CAITWD01 in GTDB R226. The description of the genus is the same as for its type species 

Genus Thorningiella

[thor.nin.gi.el'la] Danish n.
Thorning, Danish parish; N.L.
fem. n. Thorningiella, Microbe
named after the Danish parish
of Thorning, near which the
genome of the type species was
recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus Palsa-295 in GTDB R226. The description of the genus is the same as for its type species 

Genus Thorstrupivita

[thor.stru.pi.vi'ta] Danish n.
Thorstrup, Danish parish; L.
fem. n. vita, life; N.L. fem. n.
Thorstrupivita, Microbe named
after the Danish parish of
Thorstrup, near which the
genome of the type species was
recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus CAIXZV01 in GTDB R226. The description of the genus is the same as for its type species 

Genus Thuroehabitans

[thu.roe.ha.bi'tans] Danish n.
Thuroe, Danish parish; L. masc.
pres. part. habitans,
inhabiting; N.L. masc. n.
Thuroehabitans, Microbe named
after the Danish parish of
Thuroe, near which the genome
of the type species was
recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. The description of the genus is the same as for its type species Thuroehabitans terreus

Genus Thuromorpha

[thu.ro.mor'pha] Danish n.
Thuro, Danish city; Gr. fem. n.
morpha, a form or shape; N.L.
fem. n. Thuromorpha, Microbe
named after the Danish city of
Thuro, near which the genome
of the type species was
recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus DATMAM01 in GTDB R226. The description of the genus is the same as for its type species 

Genus Thyboroeniana

[thy.bo.roe.ni.a'na] Danish n.
Thyboroen, Danish parish; N.L.
fem. n. Thyboroeniana, Microbe
named after the Danish parish
of Thyboroen, near which the
genome of the type species was
recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus B18-G4 in GTDB R226. The description of the genus is the same as for its type species 
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Genus Thyboroniella

[thy.bo.ro.ni.el'la] Danish n.
Thyboron, Danish city; N.L.
fem. n. Thyboroniella, Microbe
named after the Danish city of
Thyboron, near which the
genome of the type species was
recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus JAFGQE01 in GTDB R226. The description of the genus is the same as for its type species 

Genus Tilstibacterium

[til.sti.bac.te'ri.um] Danish n.
Tilst, Danish parish; N.L. neut.
n. bacterium, a bacterium; N.L.
neut. n. Tilstibacterium,
Microbe named after the Danish
parish of Tilst, near which the
genome of the type species was
recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus JACDBE01 in GTDB R226. The description of the genus is the same as for its type species 

Genus Tinglevius

[tin.gle'vi.us] Danish n. Tinglev,
Danish city; N.L. masc. n.
Tinglevius, Microbe named after
the Danish city of Tinglev, near
which the genome of the type
species was recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus GAS188 in GTDB R226. The description of the genus is the same as for its type species 

Genus Tirslundisoma

[tirs.lun.di.so'ma] Danish n.
Tirslund, Danish parish; Gr.
neut. n. soma, a body; N.L.
neut. n. Tirslundisoma, Microbe
named after the Danish parish
of Tirslund, near which the
genome of the type species was
recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus JAJYJE01 in GTDB R226. The description of the genus is the same as for its type species 

Genus Tistedium

[tis.te'di.um] Danish n.
Kongens Tisted, Danish parish;
N.L. neut. n. Tistedium,
Microbe arbitrarily named after
the Danish parish of Kongens
Tisted, near which the genome
of the type species was
recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. The description of the genus is the same as for its type species Tistedium terreum

Genus Toemmerupius

[toem.me.ru'pi.us] Danish n.
Toemmerup, Danish parish; N.L.
masc. n. Toemmerupius,
Microbe named after the Danish
parish of Toemmerup, near
which the genome of the type
species was recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus UBA2137 in GTDB R226. The description of the genus is the same as for its type species 

Genus Toenningivita

[toen.nin.gi.vi'ta] Danish n.
Toenning, Danish parish; L.
fem. n. vita, life; N.L. fem. n.
Toenningivita, Microbe named
after the Danish parish of
Toenning, near which the
genome of the type species was
recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. The description of the genus is the same as for its type species Toenningivita contigua

Genus Tolnella

[tol.nel'la] Danish n. Tolne,
Danish parish; N.L. fem. n.
Tolnella, Microbe named after
the Danish parish of Tolne, near
which the genome of the type
species was recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus DATLDE01 in GTDB R226. The description of the genus is the same as for its type species 

Genus Tolstrupiaba

[tol.stru.pi.a'ba] Danish n.
Tolstrup, Danish parish; N.L.
fem. n. Tolstrupiaba, Microbe
arbitrarily named after the
Danish parish of Tolstrup, near
which the genome of the type
species was recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus JARKSS01 in GTDB R226. The description of the genus is the same as for its type species 

[torn'by.men] Danish n.
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Genus Tornbymen
Tornby, Danish parish; N.L.
neut. n. Tornbymen, Microbe
arbitrarily named after the
Danish parish of Tornby, near
which the genome of the type
species was recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus CAIMUS01 in GTDB R226. The description of the genus is the same as for its type species 

Genus Torupivita

[to.ru.pi.vi'ta] Danish n. Torup,
Danish parish; L. fem. n. vita,
life; N.L. fem. n. Torupivita,
Microbe named after the Danish
parish of Torup, near which the
genome of the type species was
recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus JABCZH01 in GTDB R226. The description of the genus is the same as for its type species 

Genus Tranbjergivita

[tran.bjer.gi.vi'ta] Danish n.
Tranbjerg, Danish city; L. fem.
n. vita, life; N.L. fem. n.
Tranbjergivita, Microbe named
after the Danish city of
Tranbjerg, near which the
genome of the type species was
recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus JAFGAS01 in GTDB R226. The description of the genus is the same as for its type species 

Genus Tranderupimen

[tran.de.ru'pi.men] Danish n.
Tranderup, Danish parish; N.L.
neut. n. Tranderupimen,
Microbe arbitrarily named after
the Danish parish of Tranderup,
near which the genome of the
type species was recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus DATEGZ01 in GTDB R226. The description of the genus is the same as for its type species 

Genus Treenighedsiaba

[tre.e.nig.hed.si.a'ba] Danish n.
Treenigheds, Danish parish;
N.L. fem. n. Treenighedsiaba,
Microbe arbitrarily named after
the Danish parish of
Treenigheds, near which the
genome of the type species was
recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus SZUA-36 in GTDB R226. The description of the genus is the same as for its type species 

Genus Treenighedsius

[tre.e.nig.hed'si.us] Danish n.
Treenigheds, Danish parish;
N.L. masc. n. Treenighedsius,
Microbe named after the Danish
parish of Treenigheds, near
which the genome of the type
species was recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. The description of the genus is the same as for its type species Treenighedsius litoralis

Genus Troensella

[troen.sel'la] Danish n.
Troense, Danish city; N.L. fem.
n. Troensella, Microbe named
after the Danish city of Troense,
near which the genome of the
type species was recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. The description of the genus is the same as for its type species Troensella tellurica

Genus Tyrstrupium

[tyr.stru'pi.um] Danish n.
Tyrstrup, Danish parish; N.L.
neut. n. Tyrstrupium, Microbe
named after the Danish parish
of Tyrstrup, near which the
genome of the type species was
recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. The description of the genus is the same as for its type species Tyrstrupium boreale

Genus Ubbysoma

[ub.by.so'ma] Danish n. Ubby,
Danish parish; Gr. neut. n.
soma, a body; N.L. neut. n.
Ubbysoma, Microbe named after
the Danish parish of Ubby, near
which the genome of the type
species was recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. The description of the genus is the same as for its type species Ubbysoma aquaticum

Genus Ugevita

[u.ge.vi'ta] Danish n. Uge,
Danish parish; L. fem. n. vita,
life; N.L. fem. n. Ugevita,
Microbe named after the Danish Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus Fen-1038 in GTDB R226. The description of the genus is the same as for its type species 
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parish of Uge, near which the
genome of the type species was
recovered.

Genus Ulfborgiaba

[ulf.bor.gi.a'ba] Danish n.
Ulfborg, Danish city; N.L. fem.
n. Ulfborgiaba, Microbe
arbitrarily named after the
Danish city of Ulfborg, near
which the genome of the type
species was recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus JAHEDT01 in GTDB R226. The description of the genus is the same as for its type species 

Genus
Vaerlosemicrobium

[vaer.lo.se.mi.cro'bi.um] Danish
n. Vaerlose, Danish city; N.L.
neut. n. microbium, a microbe;
N.L. neut. n.
Vaerlosemicrobium, Microbe
named after the Danish city of
Vaerlose, near which the
genome of the type species was
recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus DASRLG01 in GTDB R226. The description of the genus is the same as for its type species 

Genus Vaersleviaba

[vaer.sle.vi.a'ba] Danish n.
Vaerslev, Danish parish; N.L.
fem. n. Vaersleviaba, Microbe
arbitrarily named after the
Danish parish of Vaerslev, near
which the genome of the type
species was recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. The description of the genus is the same as for its type species Vaersleviaba affinis

Genus Vandetiella

[van.de.ti.el'la] Danish n.
Oester Vandet, Danish parish;
N.L. fem. n. Vandetiella,
Microbe arbitrarily named after
the Danish parish of Oester
Vandet, near which the genome
of the type species was
recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus LD21 in GTDB R226. The description of the genus is the same as for its type species 

Genus Vandetius

[van.de'ti.us] Danish n. Vester
Vandet, Danish parish; N.L.
masc. n. Vandetius, Microbe
arbitrarily named after the
Danish parish of Vester Vandet,
near which the genome of the
type species was recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus JAICLK01 in GTDB R226. The description of the genus is the same as for its type species 

Genus Vangiana

[van.gi.a'na] Danish n. Vang,
Danish parish; N.L. fem. n.
Vangiana, Microbe named after
the Danish parish of Vang, near
which the genome of the type
species was recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus Bog-1340 in GTDB R226. The description of the genus is the same as for its type species 

Genus Vardecola

[var.de'co.la] Danish n. Varde,
Danish city; L. masc. suff. cola,
an inhabitant; N.L. masc. n.
Vardecola, Microbe named after
the Danish city of Varde, near
which the genome of the type
species was recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus JAJPHW01 in GTDB R226. The description of the genus is the same as for its type species 

Genus Vedbaekius

[ved.bae'ki.us] Danish n.
Vedbaek, Danish parish; N.L.
masc. n. Vedbaekius, Microbe
named after the Danish parish
of Vedbaek, near which the
genome of the type species was
recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. The description of the genus is the same as for its type species Vedbaekius similis

Genus Vedersoeus

[ve.der'soe.us] Danish n.
Vedersoe, Danish parish; N.L.
masc. n. Vedersoeus, Microbe
named after the Danish parish
of Vedersoe, near which the
genome of the type species was

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus JAGUYX01 in GTDB R226. The description of the genus is the same as for its type species 
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recovered.

Genus Veggerbysoma

[veg.ger.by.so'ma] Danish n.
Veggerby, Danish parish; Gr.
neut. n. soma, a body; N.L.
neut. n. Veggerbysoma,
Microbe named after the Danish
parish of Veggerby, near which
the genome of the type species
was recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus JANWHQ01 in GTDB R226. The description of the genus is the same as for its type species 

Genus Veggerslevimen

[veg.ger.sle'vi.men] Danish n.
Veggerslev, Danish parish; N.L.
neut. n. Veggerslevimen,
Microbe arbitrarily named after
the Danish parish of Veggerslev,
near which the genome of the
type species was recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus CAMLQK01 in GTDB R226. The description of the genus is the same as for its type species 

Genus Vejersleviella

[ve.jer.sle.vi.el'la] Danish n.
Vejerslev, Danish parish; N.L.
fem. n. Vejersleviella, Microbe
named after the Danish parish
of Vejerslev, near which the
genome of the type species was
recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus FEN-1219 in GTDB R226. The description of the genus is the same as for its type species 

Genus Vembimicrobium

[vem.bi.mi.cro'bi.um] Danish n.
Vemb, Danish city; N.L. neut.
n. microbium, a microbe; N.L.
neut. n. Vembimicrobium,
Microbe named after the Danish
city of Vemb, near which the
genome of the type species was
recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus DAOVXM01 in GTDB R226. The description of the genus is the same as for its type species 

Genus Vennebjergiella

[ven.ne.bjer.gi.el'la] Danish n.
Vennebjerg, Danish parish; N.L.
fem. n. Vennebjergiella,
Microbe named after the Danish
parish of Vennebjerg, near
which the genome of the type
species was recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus RPQJ01 in GTDB R226. The description of the genus is the same as for its type species 

Genus Vestermariella

[ves.ter.ma.ri.el'la] Danish n.
Vestermarie, Danish parish;
N.L. fem. n. Vestermariella,
Microbe named after the Danish
parish of Vestermarie, near
which the genome of the type
species was recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus UBA9214 in GTDB R226. The description of the genus is the same as for its type species 

Genus Vesteroecola

[ves.te.roe'co.la] Danish n.
Vesteroe, Danish parish; L.
masc. suff. cola, an inhabitant;
N.L. masc. n. Vesteroecola,
Microbe named after the Danish
parish of Vesteroe, near which
the genome of the type species
was recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. The description of the genus is the same as for its type species Vesteroecola humicus

Genus Vesteroevivens

[ves.te.roe.vi'vens] Danish n.
Vesteroe, Danish parish; L.
masc. pres. part. vivens,
living; N.L. masc. n.
Vesteroevivens, Microbe named
after the Danish parish of
Vesteroe, near which the
genome of the type species was
recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus JOPF136 in GTDB R226. The description of the genus is the same as for its type species 

Genus Vibyum

[vi'by.um] Danish n. Viby,
Danish city; N.L. neut. n.
Vibyum, Microbe named after
the Danish city of Viby, near
which the genome of the type

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus UBA1568 in GTDB R226. The description of the genus is the same as for its type species 
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species was recovered.

Genus Vicininissumicola

[vi.ci.ni.nis.su.mi'co.la] L. masc.
adj. vicinus, near; Danish n.
Soender Nissum, Danish parish;
L. masc. suff. cola, an
inhabitant; N.L. masc. n.
Vicininissumicola, Microbe
arbitrarily named after the
Danish parish of Soender
Nissum, near which the genome
of the type species was
recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus JADKAV01 in GTDB R226. The description of the genus is the same as for its type species 

Genus Viciniskageniaba

[vi.ci.ni.ska.ge.ni.a'ba] L. masc.
adj. vicinus, near; Danish n.
Skagen, Danish city; N.L. fem.
n. Viciniskageniaba, Microbe
arbitrarily named after the
Danish city of Skagen, near
which the genome of the type
species was recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus CTSoil-043 in GTDB R226. The description of the genus is the same as for its type species 

Genus Viciniskagenicola

[vi.ci.ni.ska.ge.ni'co.la] L. masc.
adj. vicinus, near; Danish n.
Skagen, Danish city; L. masc.
suff. cola, an inhabitant; N.L.
masc. n. Viciniskagenicola,
Microbe named after the Danish
city of Skagen, near which the
genome of the type species was
recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus SHZI01 in GTDB R226. The description of the genus is the same as for its type species 

Genus Viciniskageniella

[vi.ci.ni.ska.ge.ni.el'la] L. masc.
adj. vicinus, near; Danish n.
Skagen, Danish city; N.L. fem.
n. Viciniskageniella, Microbe
named after the Danish city of
Skagen, near which the genome
of the type species was
recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus JACXTP01 in GTDB R226. The description of the genus is the same as for its type species 

Genus Viciniskagenimen

[vi.ci.ni.ska.ge'ni.men] L. masc.
adj. vicinus, near; Danish n.
Skagen, Danish city; N.L. neut.
n. Viciniskagenimen, Microbe
arbitrarily named after the
Danish city of Skagen, near
which the genome of the type
species was recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus CALMJK01 in GTDB R226. The description of the genus is the same as for its type species 

Genus Viciniskagenivita

[vi.ci.ni.ska.ge.ni.vi'ta] L. masc.
adj. vicinus, near; Danish n.
Skagen, Danish city; L. fem. n.
vita, life; N.L. fem. n.
Viciniskagenivita, Microbe
named after the Danish city of
Skagen, near which the genome
of the type species was
recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus UBA2211 in GTDB R226. The description of the genus is the same as for its type species 

Genus Vidstrupium

[vid.stru'pi.um] Danish n.
Vidstrup, Danish parish; N.L.
neut. n. Vidstrupium, Microbe
named after the Danish parish
of Vidstrup, near which the
genome of the type species was
recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus VBCG01 in GTDB R226. The description of the genus is the same as for its type species 

Genus Vigsoehabitans

[vig.soe.ha.bi'tans] Danish n.
Vigsoe, Danish parish; L. masc.
pres. part. habitans,
inhabiting; N.L. masc. n.
Vigsoehabitans, Microbe named
after the Danish parish of
Vigsoe, near which the genome

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus JAMQPK01 in GTDB R226. The description of the genus is the same as for its type species 

Proposed Taxon Etymology Description

https://seqco.de/i:54426
https://seqco.de/i:53903
https://seqco.de/i:54147
https://seqco.de/i:53993
https://seqco.de/i:54245
https://seqco.de/i:53124
https://seqco.de/i:53013
https://seqco.de/i:53494


of the type species was
recovered.

Genus Vilecola

[vi.le'co.la] Danish n. Vile,
Danish parish; L. masc. suff.
cola, an inhabitant; N.L. masc.
n. Vilecola, Microbe named after
the Danish parish of Vile, near
which the genome of the type
species was recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus JALYGJ01 in GTDB R226. The description of the genus is the same as for its type species 

Genus Villersoeum

[vil.ler'soe.um] Danish n.
Villersoe, Danish parish; N.L.
neut. n. Villersoeum, Microbe
named after the Danish parish
of Villersoe, near which the
genome of the type species was
recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus JASLFZ01 in GTDB R226. The description of the genus is the same as for its type species 

Genus Vilstrupimen

[vil.stru'pi.men] Danish n.
Vilstrup, Danish parish; N.L.
neut. n. Vilstrupimen, Microbe
arbitrarily named after the
Danish parish of Vilstrup, near
which the genome of the type
species was recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus PIYB01 in GTDB R226. The description of the genus is the same as for its type species 

Genus Vilstrupivita

[vil.stru.pi.vi'ta] Danish n.
Vilstrup, Danish parish; L. fem.
n. vita, life; N.L. fem. n.
Vilstrupivita, Microbe named
after the Danish parish of
Vilstrup, near which the genome
of the type species was
recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus JADGNF01 in GTDB R226. The description of the genus is the same as for its type species 

Genus Vindebyus

[vin.de'by.us] Danish n.
Vindeby, Danish city; N.L.
masc. n. Vindebyus, Microbe
named after the Danish city of
Vindeby, near which the
genome of the type species was
recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. The description of the genus is the same as for its type species Vindebyus terreus

Genus Vinderslevimen

[vin.der.sle'vi.men] Danish n.
Vinderslev, Danish parish; N.L.
neut. n. Vinderslevimen,
Microbe arbitrarily named after
the Danish parish of Vinderslev,
near which the genome of the
type species was recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus PALSA-188 in GTDB R226. The description of the genus is the same as for its type species 

Genus Vinderupivita

[vin.de.ru.pi.vi'ta] Danish n.
Vinderup, Danish city; L. fem.
n. vita, life; N.L. fem. n.
Vinderupivita, Microbe named
after the Danish city of
Vinderup, near which the
genome of the type species was
recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus CAISDH01 in GTDB R226. The description of the genus is the same as for its type species 

Genus Vindiaba

[vin.di.a'ba] Danish n. Vind,
Danish parish; N.L. fem. n.
Vindiaba, Microbe arbitrarily
named after the Danish parish
of Vind, near which the genome
of the type species was
recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus JAJZVS01 in GTDB R226. The description of the genus is the same as for its type species 

Genus Vindingisoma

[vin.din.gi.so'ma] Danish n.
Vinding, Danish parish; Gr.
neut. n. soma, a body; N.L.
neut. n. Vindingisoma, Microbe
named after the Danish parish
of Vinding, near which the
genome of the type species was

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus JANYCN01 in GTDB R226. The description of the genus is the same as for its type species 
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recovered.

Genus Vinkelivivens

[vin.ke.li.vi'vens] Danish n.
Vinkel, Danish parish; L. masc.
pres. part. vivens, living; N.L.
masc. n. Vinkelivivens, Microbe
named after the Danish parish
of Vinkel, near which the
genome of the type species was
recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus Bog-1198 in GTDB R226. The description of the genus is the same as for its type species 

Genus Virklundicola

[virk.lun.di'co.la] Danish n.
Virklund, Danish city; L. masc.
suff. cola, an inhabitant; N.L.
masc. n. Virklundicola, Microbe
named after the Danish city of
Virklund, near which the
genome of the type species was
recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. The description of the genus is the same as for its type species Virklundicola contiguus

Genus Virumibacter

[vi.ru.mi.bac'ter] Danish n.
Virum, Danish parish; N.L.
masc. n. bacter, a rod; N.L.
masc. n. Virumibacter, Microbe
named after the Danish parish
of Virum, near which the
genome of the type species was
recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. The description of the genus is the same as for its type species Virumibacter telluricus

Genus Viskingesoma

[vis.kin.ge.so'ma] Danish n.
Viskinge, Danish parish; Gr.
neut. n. soma, a body; N.L.
neut. n. Viskingesoma, Microbe
named after the Danish parish
of Viskinge, near which the
genome of the type species was
recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus JBGSLN01 in GTDB R226. The description of the genus is the same as for its type species 

Genus Viskumivita

[vis.ku.mi.vi'ta] Danish n.
Viskum, Danish parish; L. fem.
n. vita, life; N.L. fem. n.
Viskumivita, Microbe named
after the Danish parish of
Viskum, near which the genome
of the type species was
recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. The description of the genus is the same as for its type species Viskumivita septentrionalis

Genus Vissingisoma

[vis.sin.gi.so'ma] Danish n.
Vissing, Danish parish; Gr.
neut. n. soma, a body; N.L.
neut. n. Vissingisoma, Microbe
named after the Danish parish
of Vissing, near which the
genome of the type species was
recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. The description of the genus is the same as for its type species Vissingisoma affine

Genus Vissingium

[vis.sin'gi.um] Danish n.
Soender Vissing, Danish parish;
N.L. neut. n. Vissingium,
Microbe arbitrarily named after
the Danish parish of Soender
Vissing, near which the genome
of the type species was
recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus Bog-564 in GTDB R226. The description of the genus is the same as for its type species 

Genus Vitteniana

[vit.te.ni.a'na] Danish n. Vitten,
Danish parish; N.L. fem. n.
Vitteniana, Microbe named after
the Danish parish of Vitten, near
which the genome of the type
species was recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. The description of the genus is the same as for its type species Vitteniana similis

[vi.u.mi.bac'ter] Danish n.
Soender Vium, Danish parish;
N.L. masc. n. bacter, a rod;
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Genus Viumibacter N.L. masc. n. Viumibacter,
Microbe arbitrarily named after
the Danish parish of Soender
Vium, near which the genome of
the type species was recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus DASPOJ01 in GTDB R226. The description of the genus is the same as for its type species 

Genus Viumibacterium

[vi.u.mi.bac.te'ri.um] Danish n.
Vium, Danish parish; N.L. neut.
n. bacterium, a bacterium; N.L.
neut. n. Viumibacterium,
Microbe named after the Danish
parish of Vium, near which the
genome of the type species was
recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus FEN-1251 in GTDB R226. The description of the genus is the same as for its type species 

Genus Vivildimonas

[vi.vil.di'mo.nas] Danish n.
Vivild, Danish city; L. fem. n.
monas, a unit; N.L. fem. n.
Vivildimonas, Microbe named
after the Danish city of Vivild,
near which the genome of the
type species was recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus JAIQFF01 in GTDB R226. The description of the genus is the same as for its type species 

Genus
Voerladegaardivita

[voer.la.de.ga.ar.di.vi'ta]
Danish n. Voerladegaard,
Danish parish; L. fem. n. vita,
life; N.L. fem. n.
Voerladegaardivita, Microbe
named after the Danish parish
of Voerladegaard, near which
the genome of the type species
was recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. The description of the genus is the same as for its type species Voerladegaardivita lacustris

Genus Vognsildiella

[vogn.sil.di.el'la] Danish n.
Vognsild, Danish parish; N.L.
fem. n. Vognsildiella, Microbe
named after the Danish parish
of Vognsild, near which the
genome of the type species was
recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus WHSO01 in GTDB R226. The description of the genus is the same as for its type species 

Genus Vognsildisoma

[vogn.sil.di.so'ma] Danish n.
Vognsild, Danish parish; Gr.
neut. n. soma, a body; N.L.
neut. n. Vognsildisoma,
Microbe named after the Danish
parish of Vognsild, near which
the genome of the type species
was recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. The description of the genus is the same as for its type species Vognsildisoma danicum

Genus Vokslevivita

[vok.sle.vi.vi'ta] Danish n.
Vokslev, Danish parish; L. fem.
n. vita, life; N.L. fem. n.
Vokslevivita, Microbe named
after the Danish parish of
Vokslev, near which the genome
of the type species was
recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. The description of the genus is the same as for its type species Vokslevivita ripica

Genus Voldbybacterium

[vold.by.bac.te'ri.um] Danish n.
Voldby, Danish parish; N.L.
neut. n. bacterium, a
bacterium; N.L. neut. n.
Voldbybacterium, Microbe
named after the Danish parish
of Voldby, near which the
genome of the type species was
recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. The description of the genus is the same as for its type species Voldbybacterium vicinum

Genus Vollingiana

[vol.lin.gi.a'na] Danish n.
Volling, Danish parish; N.L.
fem. n. Vollingiana, Microbe
named after the Danish parish
of Volling, near which the
genome of the type species was
recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. The description of the genus is the same as for its type species Vollingiana proxima
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Genus Volstedibacter

[vol.ste.di.bac'ter] Danish n.
Volsted, Danish parish; N.L.
masc. n. bacter, a rod; N.L.
masc. n. Volstedibacter,
Microbe named after the Danish
parish of Volsted, near which the
genome of the type species was
recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus JAKAAZ01 in GTDB R226. The description of the genus is the same as for its type species 

Genus Vonsbaekicola

[vons.bae.ki'co.la] Danish n.
Vonsbaek, Danish parish; L.
masc. suff. cola, an inhabitant;
N.L. masc. n. Vonsbaekicola,
Microbe named after the Danish
parish of Vonsbaek, near which
the genome of the type species
was recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. The description of the genus is the same as for its type species Vonsbaekicola septentrionalis

Genus Vonsildiana

[von.sil.di.a'na] Danish n.
Vonsild, Danish parish; N.L.
fem. n. Vonsildiana, Microbe
named after the Danish parish
of Vonsild, near which the
genome of the type species was
recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus RAAP-2 in GTDB R226. The description of the genus is the same as for its type species 

Genus Vridstediana

[vrid.ste.di.a'na] Danish n.
Vridsted, Danish parish; N.L.
fem. n. Vridstediana, Microbe
named after the Danish parish
of Vridsted, near which the
genome of the type species was
recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. The description of the genus is the same as for its type species Vridstediana adiacens

Genus Vrouevita

[vro.ue.vi'ta] Danish n. Vroue,
Danish parish; L. fem. n. vita,
life; N.L. fem. n. Vrouevita,
Microbe named after the Danish
parish of Vroue, near which the
genome of the type species was
recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly known as genus JAICUY01 in GTDB R226. The description of the genus is the same as for its type species 

Genus Ydingimonas

[y.din.gi'mo.nas] Danish n.
Yding, Danish parish; L. fem. n.
monas, a unit; N.L. fem. n.
Ydingimonas, Microbe named
after the Danish parish of Yding,
near which the genome of the
type species was recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. The description of the genus is the same as for its type species Ydingimonas affinis

Genus Zionsivita

[zi.on.si.vi'ta] Danish n. Zions,
Danish parish; L. fem. n. vita,
life; N.L. fem. n. Zionsivita,
Microbe named after the Danish
parish of Zions, near which the
genome of the type species was
recovered.

Genus established on the basis of phylogenomic comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. The description of the genus is the same as for its type species Zionsivita litoralis

Species Aabenraaus
lacustrisTs

[la.cus'tris] L. masc. adj.
lacustris, A species found in a
lake

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Aabenraaus lacustris is inferred to encode the rod shape-determining protein MreB.

Species Aabybacter
lacustris

[la.cus'tris] L. masc. adj.
lacustris, A species found in a
lake

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Aabybacter lacustris is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Aabybacter
terreusTs

[ter're.us] L. masc. adj.
terreus, A species found in soil Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Aabybacter terreus is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Aadumius
lacustrisTs

[la.cus'tris] L. masc. adj.
lacustris, A species found in a
lake

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Aadumius lacustris is inferred to encode peptidoglycan biosynthesis genes.

Species Aarbyvivens [a.qua.ti'cus] L. masc. adj.
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aquaticusTs aquaticus, A species found in
water

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Aarbyvivens aquaticus is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Aarestrupisoma
proximumTs

[pro'xi.mum] L. neut. adj.
proximum, Close to, referring to
a species related to but distinct
from the existing species

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "metagenome" in Silva 138.2.

Species Aarsiana ripicaTs

[ri.pi'ca] L. fem. n. ripa,
seashore; L. fem. adj. suff.  -
ica, suffix used with the sense of
belonging to; N.L. fem. adj.
ripica, Pertinent to the seashore,
referring to a species found in
the coast

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Aarsiana ripica is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Aastrupimorpha
scandiaeTs

[scan.di'ae] N.L. gen. n.
scandiae, A species found in
Scandinavia

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "uncultured bacterium" in Silva 138.2. Based on metabolic reconstruction, 
MreB and peptidoglycan biosynthesis genes.

Species Aasumibacter
vicinusTs

[vi.ci'nus] L. masc. adj. vicinus,
A species related to but distinct
from the existing species

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Aasumibacter vicinus is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Abybrobacter
proximusTs

[pro'xi.mus] L. masc. adj.
proximus, Close to, referring to
a species related to but distinct
from the existing species

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Abybrobacter proximus is inferred to encode the rod shape-determining protein MreB.

Species
Adborkibacterium
terreumTs

[ter're.um] L. neut. adj.
terreum, A species found in soil

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "uncultured bacterium" in Silva 138.2. Based on metabolic reconstruction, 
MreB.

Species Adborkihabitans
aridusTs

[a'ri.dus] L. masc. adj. aridus,
Dry, referring to a species found
in arid soil

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "uncultured forest soil bacterium" in Silva 138.2. Based on metabolic reconstruction, 
protein MreB and flagellar genes.

Species
Adborkimicrobium
terrestreTs

[ter.res'tre] L. neut. adj.
terrestre, A species found in soil Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Adborkimicrobium terrestre is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Adnissumiaba
danicaTs

[da'ni.ca] L. fem. adj. danica,
Danish, referring to a species
found in Denmark

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "uncultured bacterium" in Silva 138.2. Based on metabolic reconstruction, 
and peptidoglycan biosynthesis genes.

Species Adnissumiaba
sediminis

[se.di.mi'nis] L. fem. gen. n.
sediminis, A species found in
sediments

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Adnissumiaba sediminis is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Adnissumiaba
terrea

[ter're.a] L. fem. adj. terrea,
Pertinent to soil, referring to a
species found in soil

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "uncultured bacterium" in Silva 138.2. Based on metabolic reconstruction, 
and peptidoglycan biosynthesis genes.

Species Adskageniaba
affinisTs

[af.fi'nis] L. fem. adj. affinis, A
species related to but distinct
from the existing species

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Adskageniaba affinis is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Adskagenimen
affineTs

[af.fi'ne] L. neut. adj. affine, A
species related to but distinct
from the existing species

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Adskagenimen affine is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Adskagenisoma
proximumTs

[pro'xi.mum] L. neut. adj.
proximum, Close to, referring to
a species related to but distinct
from the existing species

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2.

Species Adskagenium
propinquumTs

[pro.pin'quum] L. neut. adj.
propinquum, A species related
to but distinct from the existing
species

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Adskagenium propinquum is inferred to encode peptidoglycan biosynthesis genes.

Species Adslevivita
vicinaTs

[vi.ci'na] L. fem. adj. vicina, A
species related to but distinct
from the existing species

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Adslevivita vicina is inferred to encode the rod shape-determining protein MreB, peptidoglycan biosynthesis genes and flagellar
genes.

Species Aeroskobingiana [ter're.a] L. fem. adj. terrea,
Pertinent to soil, referring to a Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "uncultured Acidobacteria bacterium" in Silva 138.2. Based on metabolic reconstruction, 
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terreaTs species found in soil determining protein MreB and peptidoglycan biosynthesis genes.

Species Affininissumius
propinquusTs

[pro.pin'quus] L. masc. adj.
propinquus, A species related to
but distinct from the existing
species

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Affininissumius propinquus is inferred to encode peptidoglycan biosynthesis genes.

Species Affininissumivita
propinquaTs

[pro.pin'qua] L. fem. adj.
propinqua, A species related to
but distinct from the existing
species

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Affininissumivita propinqua is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Affiniskagenius
contiguusTs

[con.ti'gu.us] L. masc. adj.
contiguus, Close to, referring to
a species related to but distinct
from the existing species

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Affiniskagenius contiguus is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species
Agedrupimicrobium
glebicumTs

[gle.bi'cum] L. fem. n. gleba,
clod or lump of earth; L. neut.
adj. suff. -icum, suffix used
with the sense of belonging to;
N.L. neut. adj. glebicum,
Pertinent to lumps of earth,
referring to a species found in
soil

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Agedrupimicrobium glebicum is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Aggericoccus
scandiaeTs

[scan.di'ae] N.L. gen. n.
scandiae, A species found in
Scandinavia

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "uncultured bacterium" in Silva 138.2.

Species Aggersborgimen
contiguum

[con.ti'gu.um] L. neut. adj.
contiguum, Close to, referring to
a species related to but distinct
from the existing species

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "uncultured bacterium" in Silva 138.2. Based on metabolic reconstruction, 
MreB and peptidoglycan biosynthesis genes.

Species Aggersborgimen
humicumTs

[hu'mi.cum] N.L. neut. adj.
humicum, Pertinent to soil,
referring to a species found in
soil

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Aggersborgimen humicum is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Aggersborgimen
telluricum

[te.llu.ri'cum] L. gen. fem. n.
telluris, soil or earth; L. neut.
adj. suff. -icum, suffix used
with the sense of belonging to;
L. neut. adj. telluricum,
Pertinent to soil, referring to a
species found in soil

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "uncultured Rubrobacteraceae bacterium" in Silva 138.2. Based on metabolic reconstruction, 
determining protein MreB and peptidoglycan biosynthesis genes.

Species Aggersborgimen
terrestre

[ter.res'tre] L. neut. adj.
terrestre, A species found in soil Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Aggersborgimen terrestre is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Ajstrupiana
litoralis

[li.to.ra'lis] L. fem. adj. litoralis,
A species found in the coast Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Ajstrupiana litoralis is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Ajstrupiana
ripicaTs

[ri.pi'ca] L. fem. n. ripa,
seashore; L. fem. adj. suff.  -
ica, suffix used with the sense of
belonging to; N.L. fem. adj.
ripica, Pertinent to the seashore,
referring to a species found in
the coast

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Ajstrupiana ripica is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Ajstrupiella
septentrionalisTs

[sep.ten.tri.o.na'lis] L. fem. adj.
septentrionalis, A species found
in the north (northern Europe)

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Ajstrupiella septentrionalis is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Ajstrupimorpha
ripicaTs

[ri.pi'ca] L. fem. n. ripa,
seashore; L. fem. adj. suff.  -
ica, suffix used with the sense of
belonging to; N.L. fem. adj.
ripica, Pertinent to the seashore,
referring to a species found in
the coast

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Ajstrupimorpha ripica is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.
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Species Ajstrupium
telluricumTs

[te.llu.ri'cum] L. gen. fem. n.
telluris, soil or earth; L. neut.
adj. suff. -icum, suffix used
with the sense of belonging to;
L. neut. adj. telluricum,
Pertinent to soil, referring to a
species found in soil

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Ajstrupium telluricum is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Akirkebyaba
affinisTs

[af.fi'nis] L. fem. adj. affinis, A
species related to but distinct
from the existing species

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "uncultured bacterium" in Silva 138.2. Based on metabolic reconstruction, 
peptidoglycan biosynthesis genes.

Species
Albaekimicrobium
aridum

[a'ri.dum] L. neut. adj. aridum,
Dry, referring to a species found
in arid soil

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Albaekimicrobium aridum is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species
Albaekimicrobium
septentrionale

[sep.ten.tri.o.na'le] L. neut.
adj. septentrionale, A species
found in the north (northern
Europe)

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Albaekimicrobium septentrionale is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis
genes.

Species
Albaekimicrobium
telluricumTs

[te.llu.ri'cum] L. gen. fem. n.
telluris, soil or earth; L. neut.
adj. suff. -icum, suffix used
with the sense of belonging to;
L. neut. adj. telluricum,
Pertinent to soil, referring to a
species found in soil

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Albaekimicrobium telluricum is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species
Albaekimicrobium
terreum

[ter're.um] L. neut. adj.
terreum, A species found in soil Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Albaekimicrobium terreum is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Allerimonas
propinquaTs

[pro.pin'qua] L. fem. adj.
propinqua, A species related to
but distinct from the existing
species

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Allerimonas propinqua is inferred to encode the rod shape-determining protein MreB, peptidoglycan biosynthesis genes and flagellar
genes.

Species Allerivita
contiguaTs

[con.ti'gu.a] L. fem. adj.
contigua, Close to, referring to a
species related to but distinct
from the existing species

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Allerivita contigua is inferred to encode the rod shape-determining protein MreB.

Species Allingihabitans
sediminisTs

[se.di.mi'nis] L. masc. gen. n.
sediminis, A species found in
sediments

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "uncultured forest soil bacterium" in Silva 138.2. Based on metabolic reconstruction, 
protein MreB and peptidoglycan biosynthesis genes.

Species Allingihabitans
terrestris

[ter.res'tris] L. masc. adj.
terrestris, A species found in soil Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Allingihabitans terrestris is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Allingihabitans
vicinus

[vi.ci'nus] L. masc. adj. vicinus,
A species related to but distinct
from the existing species

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Allingihabitans vicinus is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Allingium
nordicumTs

[nor'di.cum] L. neut. adj.
nordicum, Northern, referring to
a species found in the Nordic
region (northern Europe)

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Allingium nordicum is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Allingium
terreum

[ter're.um] L. neut. adj.
terreum, A species found in soil

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Allingium terreum is inferred to encode the rod shape-determining protein MreB, peptidoglycan biosynthesis genes and flagellar
genes.

Species Allohaderslevella
proxima

[pro.xi'ma] L. fem. adj.
proxima, A species related to
but distinct from the existing
species

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2.

Species Allohaderslevella
sediminisTs

[se.di.mi'nis] L. fem. gen. n.
sediminis, A species found in
sediments

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2.

Species Allohaderslevella
septentrionalis

[sep.ten.tri.o.na'lis] L. fem. adj.
septentrionalis, A species found
in the north (northern Europe)

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2.
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Species Allorisella
similisTs

[si.mi'lis] L. fem. adj. similis, A
species related to but distinct
from the existing species

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "metagenome" in Silva 138.2. Based on metabolic reconstruction, Allorisella similis

Species Alsgardeaba
affinis

[af.fi'nis] L. fem. adj. affinis, A
species related to but distinct
from the existing species

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Alsgardeaba affinis is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Alsgardeaba
arida

[a'ri.da] L. fem. adj. arida, Dry,
referring to a species found in
arid soil

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "uncultured bacterium" in Silva 138.2. Based on metabolic reconstruction, 
peptidoglycan biosynthesis genes.

Species Alsgardeaba
danica

[da'ni.ca] L. fem. adj. danica,
Danish, referring to a species
found in Denmark

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "uncultured bacterium" in Silva 138.2. Based on metabolic reconstruction, 
and peptidoglycan biosynthesis genes.

Species Alsgardeaba
glebica

[gle.bi'ca] L. fem. n. gleba, clod
or lump of earth; L. fem. adj.
suff. -ica, suffix used with the
sense of belonging to; N.L.
fem. adj. glebica, Pertinent to
lumps of earth, referring to a
species found in soil

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "uncultured bacterium" in Silva 138.2. Based on metabolic reconstruction, 

Species Alsgardeaba
humica

[hu'mi.ca] N.L. fem. adj.
humica, Pertinent to soil,
referring to a species found in
soil

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "uncultured Rubrobacterales bacterium" in Silva 138.2. Based on metabolic reconstruction, 
determining protein MreB and peptidoglycan biosynthesis genes.

Species Alsgardeaba
lacustris

[la.cus'tris] L. fem. adj.
lacustris, A species found in a
lake

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "uncultured bacterium" in Silva 138.2. Based on metabolic reconstruction, 
and peptidoglycan biosynthesis genes.

Species Alsgardeaba
litoralis

[li.to.ra'lis] L. fem. adj. litoralis,
A species found in the coast Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Alsgardeaba litoralis is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Alsgardeaba
proximaTs

[pro'xi.ma] L. fem. adj.
proxima, Close to, referring to a
species related to but distinct
from the existing species

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "uncultured bacterium" in Silva 138.2. Based on metabolic reconstruction, 
and peptidoglycan biosynthesis genes.

Species Alsgardeaba
ripica

[ri.pi'ca] L. fem. n. ripa,
seashore; L. fem. adj. suff.  -
ica, suffix used with the sense of
belonging to; N.L. fem. adj.
ripica, Pertinent to the seashore,
referring to a species found in
the coast

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "uncultured bacterium" in Silva 138.2. Based on metabolic reconstruction, 
peptidoglycan biosynthesis genes.

Species Alsgardeaba
tellurica

[te.llu.ri'ca] L. gen. fem. n.
telluris, soil or earth; L. fem.
adj. suff. -ica, suffix used with
the sense of belonging to; L.
fem. adj. tellurica, Pertinent to
soil, referring to a species found
in soil

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Alsgardeaba tellurica is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Alsgardeaba
terrestris

[ter.res'tris] L. fem. adj.
terrestris, A species found in soil

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "uncultured bacterium" in Silva 138.2. Based on metabolic reconstruction, 
and peptidoglycan biosynthesis genes.

Species Alslevihabitans
glebicus

[gle.bi'cus] L. fem. n. gleba,
clod or lump of earth; L. masc.
adj. suff. -icus, suffix used with
the sense of belonging to; N.L.
masc. adj. glebicus, Pertinent
to lumps of earth, referring to a
species found in soil

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2.

Species Alslevihabitans
humicusTs

[hu'mi.cus] N.L. masc. adj.
humicus, Pertinent to soil,
referring to a species found in
soil

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2.
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Species Alstediella
glebicaTs

[gle.bi'ca] L. fem. n. gleba, clod
or lump of earth; L. fem. adj.
suff. -ica, suffix used with the
sense of belonging to; N.L.
fem. adj. glebica, Pertinent to
lumps of earth, referring to a
species found in soil

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "uncultured Acidobacteria bacterium" in Silva 138.2. Based on metabolic reconstruction, 
protein MreB and peptidoglycan biosynthesis genes.

Species Alstediella
terrestris

[ter.res'tris] L. fem. adj.
terrestris, A species found in soil

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "uncultured Acidobacteria bacterium" in Silva 138.2. Based on metabolic reconstruction, 
protein MreB and peptidoglycan biosynthesis genes.

Species Ardeniana
affinisTs

[af.fi'nis] L. fem. adj. affinis, A
species related to but distinct
from the existing species

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Ardeniana affinis is inferred to encode the rod shape-determining protein MreB.

Species Ardeniplasma
terrestre

[ter.res'tre] L. neut. adj.
terrestre, A species found in soil Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Ardeniplasma terrestre is inferred to encode the rod shape-determining protein MreB.

Species Ardeniplasma
terreumTs

[ter're.um] L. neut. adj.
terreum, A species found in soil Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2.

Species Assensius
humicusTs

[hu'mi.cus] N.L. masc. adj.
humicus, Pertinent to soil,
referring to a species found in
soil

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "uncultured bacterium" in Silva 138.2. Based on metabolic reconstruction, 
peptidoglycan biosynthesis genes.

Species Auningicola
septentrionalisTs

[sep.ten.tri.o.na'lis] L. masc.
adj. septentrionalis, A species
found in the north (northern
Europe)

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Auningicola septentrionalis is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species
Baekmarksbroaba
vicinaTs

[vi.ci'na] L. fem. adj. vicina, A
species related to but distinct
from the existing species

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Baekmarksbroaba vicina is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Bedstedimen
aridumTs

[a'ri.dum] L. neut. adj. aridum,
Dry, referring to a species found
in arid soil

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Bedstedimen aridum is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Bevtoftiana
affinisTs

[af.fi'nis] L. fem. adj. affinis, A
species related to but distinct
from the existing species

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "uncultured bacterium" in Silva 138.2. Based on metabolic reconstruction, 
peptidoglycan biosynthesis genes.

Species Billumimen
oricumTs

[o.ri'cum] L. fem. n. ora,
coastline; L. neut. adj. suff. -
icum, suffix used with the sense
of belonging to; N.L. neut. adj.
oricum, Pertinent to the coast,
referring to a species found in
the coast

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Billumimen oricum is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Billumimonas
ripicaTs

[ri.pi'ca] L. fem. n. ripa,
seashore; L. fem. adj. suff.  -
ica, suffix used with the sense of
belonging to; N.L. fem. adj.
ripica, Pertinent to the seashore,
referring to a species found in
the coast

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Billumimonas ripica is inferred to encode the rod shape-determining protein MreB, peptidoglycan biosynthesis genes and flagellar
genes.

Species Billundivita
aridaTs

[a'ri.da] L. fem. adj. arida, Dry,
referring to a species found in
arid soil

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2.

Species Binderupiella
litoralisTs

[li.to.ra'lis] L. fem. adj. litoralis,
A species found in the coast

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "uncultured bacterium" in Silva 138.2. Based on metabolic reconstruction, 
and peptidoglycan biosynthesis genes.

Species Binderupiella
orica

[o.ri'ca] L. fem. n. ora,
coastline; L. fem. adj. suff.  -
ica, suffix used with the sense of
belonging to; N.L. fem. adj.
orica, Pertinent to the coast,

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "uncultured bacterium" in Silva 138.2. Based on metabolic reconstruction, 
peptidoglycan biosynthesis genes.
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referring to a species found in
the coast

Species Binderupimen
septentrionaleTs

[sep.ten.tri.o.na'le] L. neut.
adj. septentrionale, A species
found in the north (northern
Europe)

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "uncultured soil bacterium" in Silva 138.2. Based on metabolic reconstruction, 
protein MreB and peptidoglycan biosynthesis genes.

Species Binderupivita
danicaTs

[da'ni.ca] L. fem. adj. danica,
Danish, referring to a species
found in Denmark

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Binderupivita danica is inferred to encode peptidoglycan biosynthesis genes.

Species Birkerodiella
proximaTs

[pro'xi.ma] L. fem. adj.
proxima, Close to, referring to a
species related to but distinct
from the existing species

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Birkerodiella proxima is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Bisleviella
litoralisTs

[li.to.ra'lis] L. fem. adj. litoralis,
A species found in the coast

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "uncultured soil bacterium" in Silva 138.2. Based on metabolic reconstruction, 
and peptidoglycan biosynthesis genes.

Species Bjerningiella
scandiaeTs

[scan.di'ae] N.L. gen. n.
scandiae, A species found in
Scandinavia

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2.

Species Bjerrebyvita
humicaTs

[hu'mi.ca] N.L. fem. adj.
humica, Pertinent to soil,
referring to a species found in
soil

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Bjerrebyvita humica is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Bjolderupicola
septentrionalisTs

[sep.ten.tri.o.na'lis] L. masc.
adj. septentrionalis, A species
found in the north (northern
Europe)

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Bjolderupicola septentrionalis is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Blaereum
oricumTs

[o.ri'cum] L. fem. n. ora,
coastline; L. neut. adj. suff. -
icum, suffix used with the sense
of belonging to; N.L. neut. adj.
oricum, Pertinent to the coast,
referring to a species found in
the coast

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Blaereum oricum is inferred to encode peptidoglycan biosynthesis genes.

Species Bodilskerimen
aridumTs

[a'ri.dum] L. neut. adj. aridum,
Dry, referring to a species found
in arid soil

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Bodilskerimen aridum is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Boestrupisoma
contiguumTs

[con.ti'gu.um] L. neut. adj.
contiguum, Close to, referring to
a species related to but distinct
from the existing species

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "uncultured bacterium" in Silva 138.2. Based on metabolic reconstruction, 
MreB and peptidoglycan biosynthesis genes.

Species Boevlingiaba
nordica

[nor'di.ca] L. fem. adj. nordica,
Northern, referring to a species
found in the Nordic region
(northern Europe)

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Boevlingiaba nordica is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Boevlingiaba
proximaTs

[pro'xi.ma] L. fem. adj.
proxima, Close to, referring to a
species related to but distinct
from the existing species

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Boevlingiaba proxima is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Bonnerupium
aridumTs

[a'ri.dum] L. neut. adj. aridum,
Dry, referring to a species found
in arid soil

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Bonnerupium aridum is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Borkimonas
danicaTs

[da'ni.ca] L. fem. adj. danica,
Danish, referring to a species
found in Denmark

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Borkimonas danica is inferred to encode the rod shape-determining protein MreB, peptidoglycan biosynthesis genes and flagellar
genes.

Species Borrella adiacens
[ad.ia'cens] L. fem. part. adj.
adiacens, Next to, referring to a
species related to but distinct
from the existing species

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Borrella adiacens is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

[a'ri.da] L. fem. adj. arida, Dry, Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "uncultured bacterium" in Silva 138.2. Based on metabolic reconstruction, 
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Species Borrella arida referring to a species found in
arid soil

peptidoglycan biosynthesis genes.

Species Borrella contigua

[con.ti'gu.a] L. fem. adj.
contigua, Close to, referring to a
species related to but distinct
from the existing species

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "uncultured bacterium" in Silva 138.2. Based on metabolic reconstruction, 
peptidoglycan biosynthesis genes.

Species Borrella glebicaTs

[gle.bi'ca] L. fem. n. gleba, clod
or lump of earth; L. fem. adj.
suff. -ica, suffix used with the
sense of belonging to; N.L.
fem. adj. glebica, Pertinent to
lumps of earth, referring to a
species found in soil

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Borrella glebica is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Borrella humica
[hu'mi.ca] N.L. fem. adj.
humica, Pertinent to soil,
referring to a species found in
soil

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "uncultured bacterium" in Silva 138.2. Based on metabolic reconstruction, 
peptidoglycan biosynthesis genes.

Species Borrella nordica
[nor'di.ca] L. fem. adj. nordica,
Northern, referring to a species
found in the Nordic region
(northern Europe)

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "uncultured bacterium" in Silva 138.2. Based on metabolic reconstruction, 
peptidoglycan biosynthesis genes.

Species Borrella
propinqua

[pro.pin'qua] L. fem. adj.
propinqua, A species related to
but distinct from the existing
species

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "uncultured bacterium" in Silva 138.2. Based on metabolic reconstruction, 
peptidoglycan biosynthesis genes.

Species Borrella tellurica

[te.llu.ri'ca] L. gen. fem. n.
telluris, soil or earth; L. fem.
adj. suff. -ica, suffix used with
the sense of belonging to; L.
fem. adj. tellurica, Pertinent to
soil, referring to a species found
in soil

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "uncultured bacterium" in Silva 138.2. Based on metabolic reconstruction, 
peptidoglycan biosynthesis genes.

Species Borrella terrea
[ter're.a] L. fem. adj. terrea,
Pertinent to soil, referring to a
species found in soil

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "uncultured bacterium" in Silva 138.2. Based on metabolic reconstruction, 
peptidoglycan biosynthesis genes.

Species Borrella
terrestris

[ter.res'tris] L. fem. adj.
terrestris, A species found in soil

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "uncultured bacterium" in Silva 138.2. Based on metabolic reconstruction, 
peptidoglycan biosynthesis genes.

Species Bovimorpha
telluricaTs

[te.llu.ri'ca] L. gen. fem. n.
telluris, soil or earth; L. fem.
adj. suff. -ica, suffix used with
the sense of belonging to; L.
fem. adj. tellurica, Pertinent to
soil, referring to a species found
in soil

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Bovimorpha tellurica is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Bregningeaba
aquatica

[a.qua.ti'ca] L. fem. adj.
aquatica, A species found in
water

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Bregningeaba aquatica is inferred to encode peptidoglycan biosynthesis genes.

Species Bregningeaba
aquidulcisTs

[a.qui.dul'cis] L. fem. n. aqua,
water; L. fem. adj. dulcis,
sweet; N.L. fem. adj.
aquidulcis, Pertinent to
freshwater, referring to a
species found in freshwater

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Bregningeaba aquidulcis is inferred to encode peptidoglycan biosynthesis genes.

Species Bregningeana
aquidulcisTs

[a.qui.dul'cis] L. fem. n. aqua,
water; L. fem. adj. dulcis,
sweet; N.L. fem. adj.
aquidulcis, Pertinent to
freshwater, referring to a
species found in freshwater

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Bregningeana aquidulcis is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Bregningesoma
aquaticumTs

[a.qua.ti'cum] L. neut. adj.
aquaticum, A species found in Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2.
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water
Species Bregningevita
scandiaeTs

[scan.di'ae] N.L. gen. n.
scandiae, A species found in
Scandinavia

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Bregningevita scandiae is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Brobyana
scandiaeTs

[scan.di'ae] N.L. gen. n.
scandiae, A species found in
Scandinavia

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "uncultured bacterium" in Silva 138.2. Based on metabolic reconstruction, 
peptidoglycan biosynthesis genes.

Species Brobyhabitans
propinquusTs

[pro.pin'quus] L. masc. adj.
propinquus, A species related to
but distinct from the existing
species

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Brobyhabitans propinquus is inferred to encode peptidoglycan biosynthesis genes.

Species Brobyhabitans
terrestris

[ter.res'tris] L. masc. adj.
terrestris, A species found in soil Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Brobyhabitans terrestris is inferred to encode peptidoglycan biosynthesis genes.

Species Brobyvita
scandiaeTs

[scan.di'ae] N.L. gen. n.
scandiae, A species found in
Scandinavia

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Brobyvita scandiae is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Broendumium
telluricumTs

[te.llu.ri'cum] L. gen. fem. n.
telluris, soil or earth; L. neut.
adj. suff. -icum, suffix used
with the sense of belonging to;
L. neut. adj. telluricum,
Pertinent to soil, referring to a
species found in soil

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Broendumium telluricum is inferred to encode the rod shape-determining protein MreB.

Species Broendumivita
vicinaTs

[vi.ci'na] L. fem. adj. vicina, A
species related to but distinct
from the existing species

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Broendumivita vicina is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Brorstrupimen
vicinumTs

[vi.ci'num] L. neut. adj.
vicinum, A species related to
but distinct from the existing
species

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Brorstrupimen vicinum is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Bryndumiplasma
terreumTs

[ter're.um] L. neut. adj.
terreum, A species found in soil Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2.

Species Bryndumius
litoralisTs

[li.to.ra'lis] L. masc. adj.
litoralis, A species found in the
coast

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Bryndumius litoralis is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Bryrupiana
scandiae

[scan.di'ae] N.L. gen. n.
scandiae, A species found in
Scandinavia

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Bryrupiana scandiae is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Bryrupiana
terrea

[ter're.a] L. fem. adj. terrea,
Pertinent to soil, referring to a
species found in soil

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Bryrupiana terrea is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Bryrupiana
terrestrisTs

[ter.res'tris] L. fem. adj.
terrestris, A species found in soil

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "uncultured Methylocystaceae bacterium" in Silva 138.2. Based on metabolic reconstruction, 
determining protein MreB and peptidoglycan biosynthesis genes.

Species Bullerupicola
oricusTs

[o.ri'cus] L. fem. n. ora,
coastline; L. masc. adj. suff.  -
icus, suffix used with the sense
of belonging to; N.L. masc.
adj. oricus, Pertinent to the
coast, referring to a species
found in the coast

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Bullerupicola oricus is inferred to encode peptidoglycan biosynthesis genes.

Species Bullerupicola
terreus

[ter're.us] L. masc. adj.
terreus, A species found in soil Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Bullerupicola terreus is inferred to encode peptidoglycan biosynthesis genes.

Species Byrumivivens
contiguusTs

[con.ti'gu.us] L. masc. adj.
contiguus, Close to, referring to
a species related to but distinct
from the existing species

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "uncultured bacterium" in Silva 138.2. Based on metabolic reconstruction, 
MreB and peptidoglycan biosynthesis genes.
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Species
Christiansfeldium simileTs

[si.mi'le] L. neut. adj. simile, A
species related to but distinct
from the existing species

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Christiansfeldium simile is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Daastrupimen
contiguumTs

[con.ti'gu.um] L. neut. adj.
contiguum, Close to, referring to
a species related to but distinct
from the existing species

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "uncultured bacterium" in Silva 138.2. Based on metabolic reconstruction, 

Species Daastrupimen
europaeum

[eu.ro.pae'um] L. neut. adj.
europaeum, European, referring
to a species found in Europe

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "uncultured bacterium" in Silva 138.2. Based on metabolic reconstruction, 
MreB.

Species Damsholtecola
proximusTs

[pro'xi.mus] L. masc. adj.
proximus, Close to, referring to
a species related to but distinct
from the existing species

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Damsholtecola proximus is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Diernaesiella
contigua

[con.ti'gu.a] L. fem. adj.
contigua, Close to, referring to a
species related to but distinct
from the existing species

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Diernaesiella contigua is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Diernaesiella
ripica

[ri.pi'ca] L. fem. n. ripa,
seashore; L. fem. adj. suff.  -
ica, suffix used with the sense of
belonging to; N.L. fem. adj.
ripica, Pertinent to the seashore,
referring to a species found in
the coast

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Diernaesiella ripica is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Diernaesiella
sediminis

[se.di.mi'nis] L. fem. gen. n.
sediminis, A species found in
sediments

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Diernaesiella sediminis is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Diernaesiella
terreaTs

[ter're.a] L. fem. adj. terrea,
Pertinent to soil, referring to a
species found in soil

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Diernaesiella terrea is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Doelbyus
sediminisTs

[se.di.mi'nis] L. masc. gen. n.
sediminis, A species found in
sediments

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Doelbyus sediminis is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Doelbyus similis
[si.mi'lis] L. masc. adj. similis,
A species related to but distinct
from the existing species

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "uncultured bacterium" in Silva 138.2. Based on metabolic reconstruction, 
peptidoglycan biosynthesis genes.

Species Dommerbymen
vicinumTs

[vi.ci'num] L. neut. adj.
vicinum, A species related to
but distinct from the existing
species

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Dommerbymen vicinum is inferred to encode the rod shape-determining protein MreB, peptidoglycan biosynthesis genes and flagellar
genes.

Species Dragstrupisoma
aridum

[a'ri.dum] L. neut. adj. aridum,
Dry, referring to a species found
in arid soil

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Dragstrupisoma aridum is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Dragstrupisoma
danicum

[da'ni.cum] L. neut. adj.
danicum, Danish, referring to a
species found in Denmark

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Dragstrupisoma danicum is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Dragstrupisoma
humicumTs

[hu'mi.cum] N.L. neut. adj.
humicum, Pertinent to soil,
referring to a species found in
soil

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Dragstrupisoma humicum is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Dragstrupisoma
proximum

[pro'xi.mum] L. neut. adj.
proximum, Close to, referring to
a species related to but distinct
from the existing species

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Dragstrupisoma proximum is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Drejoehabitans
proximusTs

[pro'xi.mus] L. masc. adj.
proximus, Close to, referring to
a species related to but distinct
from the existing species

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "uncultured bacterium" in Silva 138.2. Based on metabolic reconstruction, 
MreB and peptidoglycan biosynthesis genes.
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Species Drejoella
glebicaTs

[gle.bi'ca] L. fem. n. gleba, clod
or lump of earth; L. fem. adj.
suff. -ica, suffix used with the
sense of belonging to; N.L.
fem. adj. glebica, Pertinent to
lumps of earth, referring to a
species found in soil

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "uncultured Green Bay ferromanganous micronodule bacterium MNF4" in Silva 138.2. Based on metabolic reconstruction, 
peptidoglycan biosynthesis genes and flagellar genes.

Species Drejoemorpha
humica

[hu'mi.ca] N.L. fem. adj.
humica, Pertinent to soil,
referring to a species found in
soil

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Drejoemorpha humica is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Drejoemorpha
scandiaeTs

[scan.di'ae] N.L. gen. n.
scandiae, A species found in
Scandinavia

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Drejoemorpha scandiae is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Drejoeum
affineTs

[af.fi'ne] L. neut. adj. affine, A
species related to but distinct
from the existing species

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "uncultured Conexibacteraceae bacterium" in Silva 138.2. Based on metabolic reconstruction, 
protein MreB and peptidoglycan biosynthesis genes.

Species Drejoeum
humicum

[hu'mi.cum] N.L. neut. adj.
humicum, Pertinent to soil,
referring to a species found in
soil

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Drejoeum humicum is inferred to encode peptidoglycan biosynthesis genes.

Species Drejoeum
oricum

[o.ri'cum] L. fem. n. ora,
coastline; L. neut. adj. suff. -
icum, suffix used with the sense
of belonging to; N.L. neut. adj.
oricum, Pertinent to the coast,
referring to a species found in
the coast

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "uncultured bacterium" in Silva 138.2. Based on metabolic reconstruction, 
peptidoglycan biosynthesis genes.

Species Drejoeum
scandiae

[scan.di'ae] N.L. gen. n.
scandiae, A species found in
Scandinavia

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "uncultured bacterium" in Silva 138.2. Based on metabolic reconstruction, 
peptidoglycan biosynthesis genes.

Species Drejoeum
vicinum

[vi.ci'num] L. neut. adj.
vicinum, A species related to
but distinct from the existing
species

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "uncultured Conexibacteraceae bacterium" in Silva 138.2. Based on metabolic reconstruction, 
determining protein MreB and peptidoglycan biosynthesis genes.

Species Dreslettesoma
vicinumTs

[vi.ci'num] L. neut. adj.
vicinum, A species related to
but distinct from the existing
species

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "uncultured bacterium" in Silva 138.2. Based on metabolic reconstruction, 
and peptidoglycan biosynthesis genes.

Species Drigstrupium
aquaticum

[a.qua.ti'cum] L. neut. adj.
aquaticum, A species found in
water

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Drigstrupium aquaticum is inferred to encode peptidoglycan biosynthesis genes.

Species Drigstrupium
litoraleTs

[li.to.ra'le] L. neut. adj. litorale,
A species found in the coast Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Drigstrupium litorale is inferred to encode peptidoglycan biosynthesis genes.

Species Drigstrupium
oricum

[o.ri'cum] L. fem. n. ora,
coastline; L. neut. adj. suff. -
icum, suffix used with the sense
of belonging to; N.L. neut. adj.
oricum, Pertinent to the coast,
referring to a species found in
the coast

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Drigstrupium oricum is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Drigstrupium
proximum

[pro'xi.mum] L. neut. adj.
proximum, Close to, referring to
a species related to but distinct
from the existing species

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Drigstrupium proximum is inferred to encode peptidoglycan biosynthesis genes.

Species Durupiaba
telluricaTs

[te.llu.ri'ca] L. gen. fem. n.
telluris, soil or earth; L. fem.
adj. suff. -ica, suffix used with
the sense of belonging to; L.
fem. adj. tellurica, Pertinent to
soil, referring to a species found
in soil

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Durupiaba tellurica is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.
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Species Ebdrupicola
septentrionalisTs

[sep.ten.tri.o.na'lis] L. masc.
adj. septentrionalis, A species
found in the north (northern
Europe)

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Ebdrupicola septentrionalis is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Egensehabitans
humicusTs

[hu'mi.cus] N.L. masc. adj.
humicus, Pertinent to soil,
referring to a species found in
soil

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Egensehabitans humicus is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Egerisiella
danica

[da'ni.ca] L. fem. adj. danica,
Danish, referring to a species
found in Denmark

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "uncultured soil bacterium" in Silva 138.2. Based on metabolic reconstruction, 
and peptidoglycan biosynthesis genes.

Species Egerisiella
europaeaTs

[eu.ro.pae'a] L. fem. adj.
europaea, European, referring
to a species found in Europe

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "uncultured soil bacterium" in Silva 138.2. Based on metabolic reconstruction, 
MreB and peptidoglycan biosynthesis genes.

Species Egtvedivita
borealis

[bo.re.a'lis] L. fem. adj.
borealis, Northern, referring to a
species found in the north
(northern Europe)

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Egtvedivita borealis is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Egtvedivita
glebicaTs

[gle.bi'ca] L. fem. n. gleba, clod
or lump of earth; L. fem. adj.
suff. -ica, suffix used with the
sense of belonging to; N.L.
fem. adj. glebica, Pertinent to
lumps of earth, referring to a
species found in soil

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Egtvedivita glebica is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Egvadium
lacustreTs

[la.cus'tre] L. neut. adj.
lacustre, A species found in a
lake

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Egvadium lacustre is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Ejdrupibacter
litoralisTs

[li.to.ra'lis] L. masc. adj.
litoralis, A species found in the
coast

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Ejdrupibacter litoralis is inferred to encode the rod shape-determining protein MreB.

Species Ejdrupibacter
oricus

[o.ri'cus] L. fem. n. ora,
coastline; L. masc. adj. suff.  -
icus, suffix used with the sense
of belonging to; N.L. masc.
adj. oricus, Pertinent to the
coast, referring to a species
found in the coast

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Ejdrupibacter oricus is inferred to encode the rod shape-determining protein MreB.

Species Ejerslevisoma
contiguumTs

[con.ti'gu.um] L. neut. adj.
contiguum, Close to, referring to
a species related to but distinct
from the existing species

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "uncultured bacterium" in Silva 138.2. Based on metabolic reconstruction, 
MreB and peptidoglycan biosynthesis genes.

Species Ejerslevisoma
telluricum

[te.llu.ri'cum] L. gen. fem. n.
telluris, soil or earth; L. neut.
adj. suff. -icum, suffix used
with the sense of belonging to;
L. neut. adj. telluricum,
Pertinent to soil, referring to a
species found in soil

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Ejerslevisoma telluricum is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Ejsingicoccus
lacustrisTs

[la.cus'tris] L. masc. adj.
lacustris, A species found in a
lake

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2.

Species Ellingivita arida
[a'ri.da] L. fem. adj. arida, Dry,
referring to a species found in
arid soil

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "uncultured bacterium" in Silva 138.2. Based on metabolic reconstruction, 
peptidoglycan biosynthesis genes and flagellar genes.

Species Ellingivita
telluricaTs

[te.llu.ri'ca] L. gen. fem. n.
telluris, soil or earth; L. fem.
adj. suff. -ica, suffix used with
the sense of belonging to; L.
fem. adj. tellurica, Pertinent to
soil, referring to a species found
in soil

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Ellingivita tellurica is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.
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Species Elmelundeaba
glebica

[gle.bi'ca] L. fem. n. gleba, clod
or lump of earth; L. fem. adj.
suff. -ica, suffix used with the
sense of belonging to; N.L.
fem. adj. glebica, Pertinent to
lumps of earth, referring to a
species found in soil

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Elmelundeaba glebica is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Elmelundeaba
similisTs

[si.mi'lis] L. fem. adj. similis, A
species related to but distinct
from the existing species

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "uncultured bacterium" in Silva 138.2. Based on metabolic reconstruction, 
and peptidoglycan biosynthesis genes.

Species Elsborgius
telluricus

[te.llu.ri'cus] L. gen. fem. n.
telluris, soil or earth; L. masc.
adj. suff. -icus, suffix used with
the sense of belonging to; L.
masc. adj. telluricus, Pertinent
to soil, referring to a species
found in soil

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Elsborgius telluricus is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Elsborgius
terreusTs

[ter're.us] L. masc. adj.
terreus, A species found in soil Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Elsborgius terreus is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Endelavebacter
telluricusTs

[te.llu.ri'cus] L. gen. fem. n.
telluris, soil or earth; L. masc.
adj. suff. -icus, suffix used with
the sense of belonging to; L.
masc. adj. telluricus, Pertinent
to soil, referring to a species
found in soil

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Endelavebacter telluricus is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Endelavemonas
terreaTs

[ter're.a] L. fem. adj. terrea,
Pertinent to soil, referring to a
species found in soil

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Endelavemonas terrea is inferred to encode the rod shape-determining protein MreB, peptidoglycan biosynthesis genes and flagellar
genes.

Species Engbjergivita
europaeaTs

[eu.ro.pae'a] L. fem. adj.
europaea, European, referring
to a species found in Europe

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Engbjergivita europaea is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Engesvangiaba
nordica

[nor'di.ca] L. fem. adj. nordica,
Northern, referring to a species
found in the Nordic region
(northern Europe)

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "uncultured bacterium" in Silva 138.2. Based on metabolic reconstruction, 
and peptidoglycan biosynthesis genes.

Species Engesvangiaba
propinquaTs

[pro.pin'qua] L. fem. adj.
propinqua, A species related to
but distinct from the existing
species

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "uncultured bacterium" in Silva 138.2. Based on metabolic reconstruction, 
MreB and peptidoglycan biosynthesis genes.

Species Engesvangiaba
sediminis

[se.di.mi'nis] L. fem. gen. n.
sediminis, A species found in
sediments

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Engesvangiaba sediminis is inferred to encode the rod shape-determining protein MreB, peptidoglycan biosynthesis genes and
flagellar genes.

Species Engesvangiaba
tellurica

[te.llu.ri'ca] L. gen. fem. n.
telluris, soil or earth; L. fem.
adj. suff. -ica, suffix used with
the sense of belonging to; L.
fem. adj. tellurica, Pertinent to
soil, referring to a species found
in soil

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Engesvangiaba tellurica is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Enslevisoma
aridumTs

[a'ri.dum] L. neut. adj. aridum,
Dry, referring to a species found
in arid soil

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Enslevisoma aridum is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species
Enstedimicrobium
affineTs

[af.fi'ne] L. neut. adj. affine, A
species related to but distinct
from the existing species

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Enstedimicrobium affine is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species
Enstedimicrobium
aridum

[a'ri.dum] L. neut. adj. aridum,
Dry, referring to a species found
in arid soil

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Enstedimicrobium aridum is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

[hu'mi.cum] N.L. neut. adj.

Proposed Taxon Etymology Description

https://seqco.de/i:54042
https://seqco.de/i:54036
https://seqco.de/i:52980
https://seqco.de/i:52999
https://seqco.de/i:54029
https://seqco.de/i:54772
https://seqco.de/i:53467
https://seqco.de/i:54783
https://seqco.de/i:54756
https://seqco.de/i:54764
https://seqco.de/i:54748
https://seqco.de/i:54290
https://seqco.de/i:54641
https://seqco.de/i:54643


Species
Enstedimicrobium
humicum

humicum, Pertinent to soil,
referring to a species found in
soil

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Enstedimicrobium humicum is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species
Enstedimicrobium
telluricum

[te.llu.ri'cum] L. gen. fem. n.
telluris, soil or earth; L. neut.
adj. suff. -icum, suffix used
with the sense of belonging to;
L. neut. adj. telluricum,
Pertinent to soil, referring to a
species found in soil

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Enstedimicrobium telluricum is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Estruplundiana
telluricaTs

[te.llu.ri'ca] L. gen. fem. n.
telluris, soil or earth; L. fem.
adj. suff. -ica, suffix used with
the sense of belonging to; L.
fem. adj. tellurica, Pertinent to
soil, referring to a species found
in soil

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Estruplundiana tellurica is inferred to encode the rod shape-determining protein MreB and flagellar genes.

Species
Estvadibacterium
humicumTs

[hu'mi.cum] N.L. neut. adj.
humicum, Pertinent to soil,
referring to a species found in
soil

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "uncultured Rhizobiales bacterium" in Silva 138.2. Based on metabolic reconstruction, 
biosynthesis genes.

Species Estvadius
lacustrisTs

[la.cus'tris] L. masc. adj.
lacustris, A species found in a
lake Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Estvadius lacustris is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Faaborgimorpha
glebica

[gle.bi'ca] L. fem. n. gleba, clod
or lump of earth; L. fem. adj.
suff. -ica, suffix used with the
sense of belonging to; N.L.
fem. adj. glebica, Pertinent to
lumps of earth, referring to a
species found in soil

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Faaborgimorpha glebica is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Faaborgimorpha
humicaTs

[hu'mi.ca] N.L. fem. adj.
humica, Pertinent to soil,
referring to a species found in
soil

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "uncultured Actinomycetales bacterium" in Silva 138.2. Based on metabolic reconstruction, 
determining protein MreB and peptidoglycan biosynthesis genes.

Species Faaborgimorpha
lacustris

[la.cus'tris] L. fem. adj.
lacustris, A species found in a
lake

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "uncultured bacterium" in Silva 138.2. Based on metabolic reconstruction, 
MreB and peptidoglycan biosynthesis genes.

Species Faaborgimorpha
scandiae

[scan.di'ae] N.L. gen. n.
scandiae, A species found in
Scandinavia

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Faaborgimorpha scandiae is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Faaborgimorpha
tellurica

[te.llu.ri'ca] L. gen. fem. n.
telluris, soil or earth; L. fem.
adj. suff. -ica, suffix used with
the sense of belonging to; L.
fem. adj. tellurica, Pertinent to
soil, referring to a species found
in soil

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Faaborgimorpha tellurica is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Farumibacter
danicusTs

[da'ni.cus] L. masc. adj.
danicus, Danish, referring to a
species found in Denmark

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Farumibacter danicus is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Fausingibacter
adiacensTs

[ad.ia'cens] L. masc. part. adj.
adiacens, Next to, referring to a
species related to but distinct
from the existing species

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Fausingibacter adiacens is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Felstedibacter
affinisTs

[af.fi'nis] L. masc. adj. affinis, A
species related to but distinct
from the existing species

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Felstedibacter affinis is inferred to encode the rod shape-determining protein MreB.

Species Fjelstrupiaba
borealisTs

[bo.re.a'lis] L. fem. adj.
borealis, Northern, referring to a
species found in the north
(northern Europe)

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Fjelstrupiaba borealis is inferred to encode flagellar genes.
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Species Flejsborgiaba
litoralisTs

[li.to.ra'lis] L. fem. adj. litoralis,
A species found in the coast Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Flejsborgiaba litoralis is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Flynderiella
similisTs

[si.mi'lis] L. fem. adj. similis, A
species related to but distinct
from the existing species

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Flynderiella similis is inferred to encode peptidoglycan biosynthesis genes.

Species Flynderium
europaeumTs

[eu.ro.pae'um] L. neut. adj.
europaeum, European, referring
to a species found in Europe

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Flynderium europaeum is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Foevlingiana
affinis

[af.fi'nis] L. fem. adj. affinis, A
species related to but distinct
from the existing species

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "uncultured bacterium" in Silva 138.2. Based on metabolic reconstruction, 
peptidoglycan biosynthesis genes.

Species Foevlingiana
danicaTs

[da'ni.ca] L. fem. adj. danica,
Danish, referring to a species
found in Denmark

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "uncultured actinobacterium" in Silva 138.2. Based on metabolic reconstruction, 
MreB and peptidoglycan biosynthesis genes.

Species Foevlingiana
sediminis

[se.di.mi'nis] L. fem. gen. n.
sediminis, A species found in
sediments

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "uncultured actinobacterium" in Silva 138.2. Based on metabolic reconstruction, 
MreB and peptidoglycan biosynthesis genes.

Species
Fraeerimicrobium
europaeum

[eu.ro.pae'um] L. neut. adj.
europaeum, European, referring
to a species found in Europe

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "uncultured bacterium" in Silva 138.2. Based on metabolic reconstruction, 
protein MreB and peptidoglycan biosynthesis genes.

Species
Fraeerimicrobium
humicum

[hu'mi.cum] N.L. neut. adj.
humicum, Pertinent to soil,
referring to a species found in
soil

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "uncultured bacterium" in Silva 138.2. Based on metabolic reconstruction, 
MreB, peptidoglycan biosynthesis genes and flagellar genes.

Species
Fraeerimicrobium
lacustre

[la.cus'tre] L. neut. adj.
lacustre, A species found in a
lake

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "uncultured bacterium" in Silva 138.2. Based on metabolic reconstruction, 
MreB, peptidoglycan biosynthesis genes and flagellar genes.

Species
Fraeerimicrobium
nordicum

[nor'di.cum] L. neut. adj.
nordicum, Northern, referring to
a species found in the Nordic
region (northern Europe)

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "uncultured bacterium" in Silva 138.2. Based on metabolic reconstruction, 
MreB, peptidoglycan biosynthesis genes and flagellar genes.

Species
Fraeerimicrobium
propinquum

[pro.pin'quum] L. neut. adj.
propinquum, A species related
to but distinct from the existing
species

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "uncultured bacterium" in Silva 138.2. Based on metabolic reconstruction, 
protein MreB, peptidoglycan biosynthesis genes and flagellar genes.

Species
Fraeerimicrobium
proximum

[pro'xi.mum] L. neut. adj.
proximum, Close to, referring to
a species related to but distinct
from the existing species

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "uncultured bacterium" in Silva 138.2. Based on metabolic reconstruction, 
MreB and peptidoglycan biosynthesis genes.

Species
Fraeerimicrobium
septentrionale

[sep.ten.tri.o.na'le] L. neut.
adj. septentrionale, A species
found in the north (northern
Europe)

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "uncultured bacterium" in Silva 138.2. Based on metabolic reconstruction, 
protein MreB, peptidoglycan biosynthesis genes and flagellar genes.

Species
Fraeerimicrobium simile

[si.mi'le] L. neut. adj. simile, A
species related to but distinct
from the existing species

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "uncultured bacterium" in Silva 138.2. Based on metabolic reconstruction, 
MreB, peptidoglycan biosynthesis genes and flagellar genes.

Species
Fraeerimicrobium
telluricumTs

[te.llu.ri'cum] L. gen. fem. n.
telluris, soil or earth; L. neut.
adj. suff. -icum, suffix used
with the sense of belonging to;
L. neut. adj. telluricum,
Pertinent to soil, referring to a
species found in soil

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "uncultured bacterium" in Silva 138.2. Based on metabolic reconstruction, 
MreB, peptidoglycan biosynthesis genes and flagellar genes.

Species
Fraeerimicrobium
terreum

[ter're.um] L. neut. adj.
terreum, A species found in soil

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "uncultured bacterium" in Silva 138.2. Based on metabolic reconstruction, 
MreB, peptidoglycan biosynthesis genes and flagellar genes.

Species
Fraeerimicrobium

[vi.ci'num] L. neut. adj.
vicinum, A species related to
but distinct from the existing

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "uncultured bacterium" in Silva 138.2. Based on metabolic reconstruction, 
MreB, peptidoglycan biosynthesis genes and flagellar genes.
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vicinum species

Species Framlevivita
sediminisTs

[se.di.mi'nis] L. fem. gen. n.
sediminis, A species found in
sediments

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Framlevivita sediminis is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Fredensisoma
oricumTs

[o.ri'cum] L. fem. n. ora,
coastline; L. neut. adj. suff. -
icum, suffix used with the sense
of belonging to; N.L. neut. adj.
oricum, Pertinent to the coast,
referring to a species found in
the coast

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Fredensisoma oricum is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Fredensisoma
vicinum

[vi.ci'num] L. neut. adj.
vicinum, A species related to
but distinct from the existing
species

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Fredensisoma vicinum is inferred to encode peptidoglycan biosynthesis genes.

Species Frederiksiana
humicaTs

[hu'mi.ca] N.L. fem. adj.
humica, Pertinent to soil,
referring to a species found in
soil

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2.

Species Froerupimorpha
borealisTs

[bo.re.a'lis] L. fem. adj.
borealis, Northern, referring to a
species found in the north
(northern Europe)

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Froerupimorpha borealis is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Galtenibacter
proximus

[pro'xi.mus] L. masc. adj.
proximus, Close to, referring to
a species related to but distinct
from the existing species

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "uncultured bacterium" in Silva 138.2. Based on metabolic reconstruction, 
and peptidoglycan biosynthesis genes.

Species Galtenibacter
vicinusTs

[vi.ci'nus] L. masc. adj. vicinus,
A species related to but distinct
from the existing species

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Galtenibacter vicinus is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species
Gammelstrupium
septentrionaleTs

[sep.ten.tri.o.na'le] L. neut.
adj. septentrionale, A species
found in the north (northern
Europe)

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Gammelstrupium septentrionale is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Gedvedius
lacustrisTs

[la.cus'tris] L. masc. adj.
lacustris, A species found in a
lake

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Gedvedius lacustris is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Gerdingisoma
simileTs

[si.mi'le] L. neut. adj. simile, A
species related to but distinct
from the existing species

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "uncultured actinobacterium" in Silva 138.2. Based on metabolic reconstruction, 
MreB and peptidoglycan biosynthesis genes.

Species Gettrupivita
similisTs

[si.mi'lis] L. fem. adj. similis, A
species related to but distinct
from the existing species

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Gettrupivita similis is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Giverimen
litoraleTs

[li.to.ra'le] L. neut. adj. litorale,
A species found in the coast Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Giverimen litorale is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Gjerrildiella
vicinaTs

[vi.ci'na] L. fem. adj. vicina, A
species related to but distinct
from the existing species

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Gjerrildiella vicina is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Gjesingiaba
affinisTs

[af.fi'nis] L. fem. adj. affinis, A
species related to but distinct
from the existing species

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Gjesingiaba affinis is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Gjesingium
glebicumTs

[gle.bi'cum] L. fem. n. gleba,
clod or lump of earth; L. neut.
adj. suff. -icum, suffix used
with the sense of belonging to;
N.L. neut. adj. glebicum,
Pertinent to lumps of earth,
referring to a species found in
soil

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Gjesingium glebicum is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.
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Species Gjesingium
telluricum

[te.llu.ri'cum] L. gen. fem. n.
telluris, soil or earth; L. neut.
adj. suff. -icum, suffix used
with the sense of belonging to;
L. neut. adj. telluricum,
Pertinent to soil, referring to a
species found in soil

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Gjesingium telluricum is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Glesborgium
aridumTs

[a'ri.dum] L. neut. adj. aridum,
Dry, referring to a species found
in arid soil

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Glesborgium aridum is inferred to encode peptidoglycan biosynthesis genes.

Species Glyngoereum
oricumTs

[o.ri'cum] L. fem. n. ora,
coastline; L. neut. adj. suff. -
icum, suffix used with the sense
of belonging to; N.L. neut. adj.
oricum, Pertinent to the coast,
referring to a species found in
the coast

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Glyngoereum oricum is inferred to encode peptidoglycan biosynthesis genes.

Species Glyngoereum
ripicum

[ri.pi'cum] L. fem. n. ripa,
seashore; L. neut. adj. suff. -
icum, suffix used with the sense
of belonging to; N.L. neut. adj.
ripicum, Pertinent to the
seashore, referring to a species
found in the coast

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Glyngoereum ripicum is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Goerdingisoma
affine

[af.fi'ne] L. neut. adj. affine, A
species related to but distinct
from the existing species

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Goerdingisoma affine is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Goerdingisoma
scandiaeTs

[scan.di'ae] N.L. gen. n.
scandiae, A species found in
Scandinavia

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Goerdingisoma scandiae is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Graedstrupiella
terreaTs

[ter're.a] L. fem. adj. terrea,
Pertinent to soil, referring to a
species found in soil

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Graedstrupiella terrea is inferred to encode peptidoglycan biosynthesis genes.

Species Granslevivita
septentrionalisTs

[sep.ten.tri.o.na'lis] L. fem. adj.
septentrionalis, A species found
in the north (northern Europe)

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "metagenome" in Silva 138.2. Based on metabolic reconstruction, Granslevivita septentrionalis
and peptidoglycan biosynthesis genes.

Species Granslevivita
similis

[si.mi'lis] L. fem. adj. similis, A
species related to but distinct
from the existing species

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "uncultured bacterium" in Silva 138.2. Based on metabolic reconstruction, 
and peptidoglycan biosynthesis genes.

Species Granslevivita
terrestris

[ter.res'tris] L. fem. adj.
terrestris, A species found in soil

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "uncultured bacterium" in Silva 138.2. Based on metabolic reconstruction, 
and peptidoglycan biosynthesis genes.

Species
Grarupibacterium
septentrionaleTs

[sep.ten.tri.o.na'le] L. neut.
adj. septentrionale, A species
found in the north (northern
Europe)

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Grarupibacterium septentrionale is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species
Grarupimicrobium
simileTs

[si.mi'le] L. neut. adj. simile, A
species related to but distinct
from the existing species

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Grarupimicrobium simile is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Gravlevius
contiguusTs

[con.ti'gu.us] L. masc. adj.
contiguus, Close to, referring to
a species related to but distinct
from the existing species

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "uncultured bacterium" in Silva 138.2. Based on metabolic reconstruction, 
and peptidoglycan biosynthesis genes.

Species Gravlevius
terrestris

[ter.res'tris] L. masc. adj.
terrestris, A species found in soil

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "uncultured bacterium" in Silva 138.2. Based on metabolic reconstruction, 
and peptidoglycan biosynthesis genes.

Species Gravlevius
terreus

[ter're.us] L. masc. adj.
terreus, A species found in soil Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Gravlevius terreus is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Gravlevius
vicinus

[vi.ci'nus] L. masc. adj. vicinus,
A species related to but distinct Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "uncultured bacterium" in Silva 138.2. Based on metabolic reconstruction, 

peptidoglycan biosynthesis genes.
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from the existing species

Species Grenella terreaTs
[ter're.a] L. fem. adj. terrea,
Pertinent to soil, referring to a
species found in soil

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Grenella terrea is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Grindstediaba
terrestrisTs

[ter.res'tris] L. fem. adj.
terrestris, A species found in soil Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Grindstediaba terrestris is inferred to encode the rod shape-determining protein MreB.

Species Groenningimen
borealeTs

[bo.re.a'le] L. neut. adj.
boreale, Northern, referring to a
species found in the north
(northern Europe)

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "metagenome" in Silva 138.2. Based on metabolic reconstruction, Groenningimen boreale
peptidoglycan biosynthesis genes.

Species Grundtvigsius
aridusTs

[a'ri.dus] L. masc. adj. aridus,
Dry, referring to a species found
in arid soil

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Grundtvigsius aridus is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Grynderupisoma
europaeum

[eu.ro.pae'um] L. neut. adj.
europaeum, European, referring
to a species found in Europe

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "uncultured bacterium" in Silva 138.2. Based on metabolic reconstruction, 
MreB, peptidoglycan biosynthesis genes and flagellar genes.

Species Grynderupisoma
telluricumTs

[te.llu.ri'cum] L. gen. fem. n.
telluris, soil or earth; L. neut.
adj. suff. -icum, suffix used
with the sense of belonging to;
L. neut. adj. telluricum,
Pertinent to soil, referring to a
species found in soil

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "uncultured Chlorobi bacterium" in Silva 138.2. Based on metabolic reconstruction, 
protein MreB and peptidoglycan biosynthesis genes.

Species
Gudhjemibacterium
septentrionaleTs

[sep.ten.tri.o.na'le] L. neut.
adj. septentrionale, A species
found in the north (northern
Europe)

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Gudhjemibacterium septentrionale is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis
genes.

Species
Gudhjemibacterium
simile

[si.mi'le] L. neut. adj. simile, A
species related to but distinct
from the existing species

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Gudhjemibacterium simile is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species
Gudhjemibacterium
terreum

[ter're.um] L. neut. adj.
terreum, A species found in soil Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Gudhjemibacterium terreum is inferred to encode the rod shape-determining protein MreB.

Species Gudumium
septentrionaleTs

[sep.ten.tri.o.na'le] L. neut.
adj. septentrionale, A species
found in the north (northern
Europe)

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "uncultured actinobacterium" in Silva 138.2. Based on metabolic reconstruction, 
protein MreB and peptidoglycan biosynthesis genes.

Species Guldagerisoma
danicumTs

[da'ni.cum] L. neut. adj.
danicum, Danish, referring to a
species found in Denmark

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Guldagerisoma danicum is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Gunderstedicola
litoralisTs

[li.to.ra'lis] L. masc. adj.
litoralis, A species found in the
coast

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "uncultured bacterium" in Silva 138.2. Based on metabolic reconstruction, 

Species Gyllingicola
affinisTs

[af.fi'nis] L. masc. adj. affinis, A
species related to but distinct
from the existing species

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Gyllingicola affinis is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Gyllingiella
similisTs

[si.mi'lis] L. fem. adj. similis, A
species related to but distinct
from the existing species

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Gyllingiella similis is inferred to encode the rod shape-determining protein MreB, peptidoglycan biosynthesis genes and flagellar
genes.

Species Gyllingisoma
affineTs

[af.fi'ne] L. neut. adj. affine, A
species related to but distinct
from the existing species

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2.

Species Haasumivivens
lacustrisTs

[la.cus'tris] L. masc. adj.
lacustris, A species found in a
lake

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Haasumivivens lacustris is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Hadbjergicola
scandiaeTs

[scan.di'ae] N.L. gen. n.
scandiae, A species found in
Scandinavia

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Hadbjergicola scandiae is inferred to encode the rod shape-determining protein MreB, peptidoglycan biosynthesis genes and flagellar
genes.
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Species Hadbjergicola
similis

[si.mi'lis] L. masc. adj. similis,
A species related to but distinct
from the existing species

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Hadbjergicola similis is inferred to encode the rod shape-determining protein MreB, peptidoglycan biosynthesis genes and flagellar
genes.

Species Hadstenibacter
proximusTs

[pro'xi.mus] L. masc. adj.
proximus, Close to, referring to
a species related to but distinct
from the existing species

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Hadstenibacter proximus is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Haldumiella
vicinaTs

[vi.ci'na] L. fem. adj. vicina, A
species related to but distinct
from the existing species

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Haldumiella vicina is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Halkibacter
septentrionalisTs

[sep.ten.tri.o.na'lis] L. masc.
adj. septentrionalis, A species
found in the north (northern
Europe)

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Halkibacter septentrionalis is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Halkiella affinisTs
[af.fi'nis] L. fem. adj. affinis, A
species related to but distinct
from the existing species

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2.

Species Halsiella
adiacensTs

[ad.ia'cens] L. fem. part. adj.
adiacens, Next to, referring to a
species related to but distinct
from the existing species

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "uncultured bacterium" in Silva 138.2. Based on metabolic reconstruction, 
peptidoglycan biosynthesis genes.

Species Handbjergiaba
lacustrisTs

[la.cus'tris] L. fem. adj.
lacustris, A species found in a
lake Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Handbjergiaba lacustris is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Handbjergiaba
sediminis

[se.di.mi'nis] L. fem. gen. n.
sediminis, A species found in
sediments

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "uncultured bacterium" in Silva 138.2. Based on metabolic reconstruction, 
MreB and peptidoglycan biosynthesis genes.

Species
Hanstedimicrobium
lacustreTs

[la.cus'tre] L. neut. adj.
lacustre, A species found in a
lake

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Hanstedimicrobium lacustre is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Harbooremen
danicumTs

[da'ni.cum] L. neut. adj.
danicum, Danish, referring to a
species found in Denmark

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Harbooremen danicum is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Harlevimorpha
europaeaTs

[eu.ro.pae'a] L. fem. adj.
europaea, European, referring
to a species found in Europe

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Harlevimorpha europaea is inferred to encode the rod shape-determining protein MreB, peptidoglycan biosynthesis genes and
flagellar genes.

Species Harrehabitans
ripicusTs

[ri.pi'cus] L. fem. n. ripa,
seashore; L. masc. adj. suff.  -
icus, suffix used with the sense
of belonging to; N.L. masc.
adj. ripicus, Pertinent to the
seashore, referring to a species
found in the coast

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "uncultured Nitrospirae bacterium" in Silva 138.2. Based on metabolic reconstruction, 
protein MreB and peptidoglycan biosynthesis genes.

Species
Havbromicrobium
litoraleTs

[li.to.ra'le] L. neut. adj. litorale,
A species found in the coast Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Havbromicrobium litorale is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Havbroum
litoraleTs

[li.to.ra'le] L. neut. adj. litorale,
A species found in the coast Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Havbroum litorale is inferred to encode the rod shape-determining protein MreB.

Species Haversleviella
glebicaTs

[gle.bi'ca] L. fem. n. gleba, clod
or lump of earth; L. fem. adj.
suff. -ica, suffix used with the
sense of belonging to; N.L.
fem. adj. glebica, Pertinent to
lumps of earth, referring to a
species found in soil

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Haversleviella glebica is inferred to encode peptidoglycan biosynthesis genes and flagellar genes.

Species Heddingeus
similis

[si.mi'lis] L. masc. adj. similis,
A species related to but distinct
from the existing species

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Heddingeus similis is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.
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Species Heddingeus
terreusTs

[ter're.us] L. masc. adj.
terreus, A species found in soil

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "uncultured bacterium" in Silva 138.2. Based on metabolic reconstruction, 
and peptidoglycan biosynthesis genes.

Species Hejnsvigiella
aridaTs

[a'ri.da] L. fem. adj. arida, Dry,
referring to a species found in
arid soil

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Hejnsvigiella arida is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Helligsoella
contiguaTs

[con.ti'gu.a] L. fem. adj.
contigua, Close to, referring to a
species related to but distinct
from the existing species

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "uncultured delta proteobacterium" in Silva 138.2. Based on metabolic reconstruction, 
protein MreB and peptidoglycan biosynthesis genes.

Species Hemiaba
contiguaTs

[con.ti'gu.a] L. fem. adj.
contigua, Close to, referring to a
species related to but distinct
from the existing species

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Hemiaba contigua is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Hemmediaba
affinis

[af.fi'nis] L. fem. adj. affinis, A
species related to but distinct
from the existing species

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "uncultured bacterium" in Silva 138.2. Based on metabolic reconstruction, 
and peptidoglycan biosynthesis genes.

Species Hemmediaba
arida

[a'ri.da] L. fem. adj. arida, Dry,
referring to a species found in
arid soil

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "uncultured bacterium" in Silva 138.2. Based on metabolic reconstruction, 
peptidoglycan biosynthesis genes.

Species Hemmediaba
glebica

[gle.bi'ca] L. fem. n. gleba, clod
or lump of earth; L. fem. adj.
suff. -ica, suffix used with the
sense of belonging to; N.L.
fem. adj. glebica, Pertinent to
lumps of earth, referring to a
species found in soil

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "uncultured bacterium" in Silva 138.2. Based on metabolic reconstruction, 
and peptidoglycan biosynthesis genes.

Species Hemmediaba
vicinaTs

[vi.ci'na] L. fem. adj. vicina, A
species related to but distinct
from the existing species

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Hemmediaba vicina is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Hemmetimen
vicinumTs

[vi.ci'num] L. neut. adj.
vicinum, A species related to
but distinct from the existing
species

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Hemmetimen vicinum is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Hennevivens
glebicusTs

[gle.bi'cus] L. fem. n. gleba,
clod or lump of earth; L. masc.
adj. suff. -icus, suffix used with
the sense of belonging to; N.L.
masc. adj. glebicus, Pertinent
to lumps of earth, referring to a
species found in soil

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "uncultured proteobacterium" in Silva 138.2. Based on metabolic reconstruction, 
MreB and peptidoglycan biosynthesis genes.

Species Hennevivens
ripicus

[ri.pi'cus] L. fem. n. ripa,
seashore; L. masc. adj. suff.  -
icus, suffix used with the sense
of belonging to; N.L. masc.
adj. ripicus, Pertinent to the
seashore, referring to a species
found in the coast

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Hennevivens ripicus is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Herslevibacter
aridus

[a'ri.dus] L. masc. adj. aridus,
Dry, referring to a species found
in arid soil

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Herslevibacter aridus is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Herslevibacter
humicus

[hu'mi.cus] N.L. masc. adj.
humicus, Pertinent to soil,
referring to a species found in
soil

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "metagenome" in Silva 138.2. Based on metabolic reconstruction, Herslevibacter humicus
peptidoglycan biosynthesis genes.

Species Herslevibacter
litoralis

[li.to.ra'lis] L. masc. adj.
litoralis, A species found in the
coast

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "uncultured bacterium" in Silva 138.2. Based on metabolic reconstruction, 
and peptidoglycan biosynthesis genes.

Species Herslevibacter
propinquusTs

[pro.pin'quus] L. masc. adj.
propinquus, A species related to
but distinct from the existing
species

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Herslevibacter propinquus is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.
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Species Herslevibacter
proximus

[pro'xi.mus] L. masc. adj.
proximus, Close to, referring to
a species related to but distinct
from the existing species

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Herslevibacter proximus is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Herslevibacter
scandiae

[scan.di'ae] N.L. gen. n.
scandiae, A species found in
Scandinavia

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "uncultured bacterium" in Silva 138.2. Based on metabolic reconstruction, 
MreB and peptidoglycan biosynthesis genes.

Species Herslevibacter
terreus

[ter're.us] L. masc. adj.
terreus, A species found in soil Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Herslevibacter terreus is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Hindborgiana
borealis

[bo.re.a'lis] L. fem. adj.
borealis, Northern, referring to a
species found in the north
(northern Europe)

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Hindborgiana borealis is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Hindborgiana
septentrionalisTs

[sep.ten.tri.o.na'lis] L. fem. adj.
septentrionalis, A species found
in the north (northern Europe)

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Hindborgiana septentrionalis is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Hinnerupiana
septentrionalisTs

[sep.ten.tri.o.na'lis] L. fem. adj.
septentrionalis, A species found
in the north (northern Europe)

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Hinnerupiana septentrionalis is inferred to encode the rod shape-determining protein MreB.

Species Hjerkibacterium
oricum

[o.ri'cum] L. fem. n. ora,
coastline; L. neut. adj. suff. -
icum, suffix used with the sense
of belonging to; N.L. neut. adj.
oricum, Pertinent to the coast,
referring to a species found in
the coast

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Hjerkibacterium oricum is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Hjerkibacterium
telluricumTs

[te.llu.ri'cum] L. gen. fem. n.
telluris, soil or earth; L. neut.
adj. suff. -icum, suffix used
with the sense of belonging to;
L. neut. adj. telluricum,
Pertinent to soil, referring to a
species found in soil

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Hjerkibacterium telluricum is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Hjerkibacterium
terrestre

[ter.res'tre] L. neut. adj.
terrestre, A species found in soil Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Hjerkibacterium terrestre is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Hjermitsleviaba
aridaTs

[a'ri.da] L. fem. adj. arida, Dry,
referring to a species found in
arid soil

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "uncultured bacterium" in Silva 138.2. Based on metabolic reconstruction, 
and peptidoglycan biosynthesis genes.

Species Hjermitsleviaba
contigua

[con.ti'gu.a] L. fem. adj.
contigua, Close to, referring to a
species related to but distinct
from the existing species

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "uncultured bacterium" in Silva 138.2. Based on metabolic reconstruction, 
MreB and peptidoglycan biosynthesis genes.

Species Hjermitsleviaba
orica

[o.ri'ca] L. fem. n. ora,
coastline; L. fem. adj. suff.  -
ica, suffix used with the sense of
belonging to; N.L. fem. adj.
orica, Pertinent to the coast,
referring to a species found in
the coast

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Hjermitsleviaba orica is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Hjermitsleviaba
similis

[si.mi'lis] L. fem. adj. similis, A
species related to but distinct
from the existing species

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Hjermitsleviaba similis is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Hjermitsleviaba
tellurica

[te.llu.ri'ca] L. gen. fem. n.
telluris, soil or earth; L. fem.
adj. suff. -ica, suffix used with
the sense of belonging to; L.
fem. adj. tellurica, Pertinent to
soil, referring to a species found
in soil

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "uncultured bacterium" in Silva 138.2. Based on metabolic reconstruction, 
MreB and peptidoglycan biosynthesis genes.
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Species Hjerndrupiaba
contiguaTs

[con.ti'gu.a] L. fem. adj.
contigua, Close to, referring to a
species related to but distinct
from the existing species

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Hjerndrupiaba contigua is inferred to encode the rod shape-determining protein MreB.

Species Hjertingimen
septentrionaleTs

[sep.ten.tri.o.na'le] L. neut.
adj. septentrionale, A species
found in the north (northern
Europe)

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Hjertingimen septentrionale is inferred to encode the rod shape-determining protein MreB.

Species Hjertingisoma
contiguumTs

[con.ti'gu.um] L. neut. adj.
contiguum, Close to, referring to
a species related to but distinct
from the existing species

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "uncultured Acidobacteria bacterium" in Silva 138.2. Based on metabolic reconstruction, 
determining protein MreB and peptidoglycan biosynthesis genes.

Species Hjordkaeriella
lacustrisTs

[la.cus'tris] L. fem. adj.
lacustris, A species found in a
lake

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Hjordkaeriella lacustris is inferred to encode the rod shape-determining protein MreB.

Species Hoddevivens
nordicusTs

[nor'di.cus] L. masc. adj.
nordicus, Northern, referring to
a species found in the Nordic
region (northern Europe)

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "uncultured bacterium" in Silva 138.2. Based on metabolic reconstruction, 
and peptidoglycan biosynthesis genes.

Species Hoddevivens
terreus

[ter're.us] L. masc. adj.
terreus, A species found in soil Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Hoddevivens terreus is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Hoejslevicola
scandiaeTs

[scan.di'ae] N.L. gen. n.
scandiae, A species found in
Scandinavia

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "uncultured bacterium" in Silva 138.2. Based on metabolic reconstruction, 
and peptidoglycan biosynthesis genes.

Species Hoerningimen
europaeumTs

[eu.ro.pae'um] L. neut. adj.
europaeum, European, referring
to a species found in Europe

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Hoerningimen europaeum is inferred to encode peptidoglycan biosynthesis genes.

Species
Hoerupimicrobium
humicumTs

[hu'mi.cum] N.L. neut. adj.
humicum, Pertinent to soil,
referring to a species found in
soil

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Hoerupimicrobium humicum is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Holboelimen
danicumTs

[da'ni.cum] L. neut. adj.
danicum, Danish, referring to a
species found in Denmark

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Holboelimen danicum is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Holtecola
contiguusTs

[con.ti'gu.us] L. masc. adj.
contiguus, Close to, referring to
a species related to but distinct
from the existing species

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Holtecola contiguus is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Holtugicola
terrestrisTs

[ter.res'tris] L. masc. adj.
terrestris, A species found in soil

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "uncultured bacterium" in Silva 138.2. Based on metabolic reconstruction, 
and peptidoglycan biosynthesis genes.

Species Homen litoraleTs [li.to.ra'le] L. neut. adj. litorale,
A species found in the coast Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Homen litorale is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Hoptrupicoccus
nordicusTs

[nor'di.cus] L. masc. adj.
nordicus, Northern, referring to
a species found in the Nordic
region (northern Europe)

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2.

Species Hoptrupimen
septentrionaleTs

[sep.ten.tri.o.na'le] L. neut.
adj. septentrionale, A species
found in the north (northern
Europe)

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Hoptrupimen septentrionale is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Hoptrupisoma
simileTs

[si.mi'le] L. neut. adj. simile, A
species related to but distinct
from the existing species

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "uncultured bacterium" in Silva 138.2. Based on metabolic reconstruction, 
and peptidoglycan biosynthesis genes.

Species Horneus
adiacensTs

[ad.ia'cens] L. masc. part. adj.
adiacens, Next to, referring to a
species related to but distinct
from the existing species

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "uncultured bacterium" in Silva 138.2. Based on metabolic reconstruction, 
peptidoglycan biosynthesis genes.

Proposed Taxon Etymology Description

https://seqco.de/i:53235
https://seqco.de/i:53954
https://seqco.de/i:54033
https://seqco.de/i:54634
https://seqco.de/i:54377
https://seqco.de/i:54397
https://seqco.de/i:53487
https://seqco.de/i:53305
https://seqco.de/i:54668
https://seqco.de/i:54581
https://seqco.de/i:54322
https://seqco.de/i:53392
https://seqco.de/i:53580
https://seqco.de/i:54385
https://seqco.de/i:54656
https://seqco.de/i:53656
https://seqco.de/i:53740


Species Horningisoma
propinquumTs

[pro.pin'quum] L. neut. adj.
propinquum, A species related
to but distinct from the existing
species

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Horningisoma propinquum is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Hornumiana
europaeaTs

[eu.ro.pae'a] L. fem. adj.
europaea, European, referring
to a species found in Europe

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Hornumiana europaea is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Hornumimonas
oricaTs

[o.ri'ca] L. fem. n. ora,
coastline; L. fem. adj. suff.  -
ica, suffix used with the sense of
belonging to; N.L. fem. adj.
orica, Pertinent to the coast,
referring to a species found in
the coast

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Hornumimonas orica is inferred to encode the rod shape-determining protein MreB, peptidoglycan biosynthesis genes and flagellar
genes.

Species Horsensiella
propinquaTs

[pro.pin'qua] L. fem. adj.
propinqua, A species related to
but distinct from the existing
species

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "uncultured bacterium" in Silva 138.2. Based on metabolic reconstruction, 
and peptidoglycan biosynthesis genes.

Species Horsholmimen
propinquumTs

[pro.pin'quum] L. neut. adj.
propinquum, A species related
to but distinct from the existing
species

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "uncultured bacterium" in Silva 138.2. Based on metabolic reconstruction, 
MreB and peptidoglycan biosynthesis genes.

Species
Hostrupibacterium
europaeumTs

[eu.ro.pae'um] L. neut. adj.
europaeum, European, referring
to a species found in Europe

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "uncultured bacterium" in Silva 138.2. Based on metabolic reconstruction, 
protein MreB and peptidoglycan biosynthesis genes.

Species
Hostrupibacterium
litorale

[li.to.ra'le] L. neut. adj. litorale,
A species found in the coast

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "uncultured Solirubrobacter sp." in Silva 138.2. Based on metabolic reconstruction, 
protein MreB and peptidoglycan biosynthesis genes.

Species
Hostrupibacterium
scandiae

[scan.di'ae] N.L. gen. n.
scandiae, A species found in
Scandinavia

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "uncultured bacterium" in Silva 138.2. Based on metabolic reconstruction, 
MreB and peptidoglycan biosynthesis genes.

Species Hoveniaba
danicaTs

[da'ni.ca] L. fem. adj. danica,
Danish, referring to a species
found in Denmark

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Hoveniaba danica is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Humblella
terreaTs

[ter're.a] L. fem. adj. terrea,
Pertinent to soil, referring to a
species found in soil

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "uncultured bacterium" in Silva 138.2. Based on metabolic reconstruction, 
peptidoglycan biosynthesis genes.

Species Husbyana
adiacensTs

[ad.ia'cens] L. fem. part. adj.
adiacens, Next to, referring to a
species related to but distinct
from the existing species

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Husbyana adiacens is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Husbymorpha
arida

[a'ri.da] L. fem. adj. arida, Dry,
referring to a species found in
arid soil

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Husbymorpha arida is inferred to encode the rod shape-determining protein MreB, peptidoglycan biosynthesis genes and flagellar
genes.

Species Husbymorpha
glebica

[gle.bi'ca] L. fem. n. gleba, clod
or lump of earth; L. fem. adj.
suff. -ica, suffix used with the
sense of belonging to; N.L.
fem. adj. glebica, Pertinent to
lumps of earth, referring to a
species found in soil

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "uncultured bacterium" in Silva 138.2. Based on metabolic reconstruction, 
and peptidoglycan biosynthesis genes.

Species Husbymorpha
humica

[hu'mi.ca] N.L. fem. adj.
humica, Pertinent to soil,
referring to a species found in
soil

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "uncultured bacterium" in Silva 138.2. Based on metabolic reconstruction, 
and peptidoglycan biosynthesis genes.

Species Husbymorpha
nordica

[nor'di.ca] L. fem. adj. nordica,
Northern, referring to a species
found in the Nordic region
(northern Europe)

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "uncultured bacterium" in Silva 138.2. Based on metabolic reconstruction, 
peptidoglycan biosynthesis genes and flagellar genes.

[te.llu.ri'ca] L. gen. fem. n.
telluris, soil or earth; L. fem.
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Species Husbymorpha
telluricaTs

adj. suff. -ica, suffix used with
the sense of belonging to; L.
fem. adj. tellurica, Pertinent to
soil, referring to a species found
in soil

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "uncultured bacterium" in Silva 138.2. Based on metabolic reconstruction, 
peptidoglycan biosynthesis genes and flagellar genes.

Species Husbymorpha
terrea

[ter're.a] L. fem. adj. terrea,
Pertinent to soil, referring to a
species found in soil

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "uncultured bacterium" in Silva 138.2. Based on metabolic reconstruction, 
peptidoglycan biosynthesis genes and flagellar genes.

Species Hvidbjergius
lacustrisTs

[la.cus'tris] L. masc. adj.
lacustris, A species found in a
lake

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "uncultured bacterium" in Silva 138.2. Based on metabolic reconstruction, 
and peptidoglycan biosynthesis genes.

Species Hygumiana
borealisTs

[bo.re.a'lis] L. fem. adj.
borealis, Northern, referring to a
species found in the north
(northern Europe)

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "uncultured Chlorobi bacterium" in Silva 138.2. Based on metabolic reconstruction, 
MreB and peptidoglycan biosynthesis genes.

Species Ibskericola
contiguusTs

[con.ti'gu.us] L. masc. adj.
contiguus, Close to, referring to
a species related to but distinct
from the existing species

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Ibskericola contiguus is inferred to encode the rod shape-determining protein MreB.

Species Ibskerisoma
contiguumTs

[con.ti'gu.um] L. neut. adj.
contiguum, Close to, referring to
a species related to but distinct
from the existing species

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Ibskerisoma contiguum is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Ibskerisoma
danicum

[da'ni.cum] L. neut. adj.
danicum, Danish, referring to a
species found in Denmark

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Ibskerisoma danicum is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Ibskerisoma
vicinum

[vi.ci'num] L. neut. adj.
vicinum, A species related to
but distinct from the existing
species

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Ibskerisoma vicinum is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Ibskerium
contiguumTs

[con.ti'gu.um] L. neut. adj.
contiguum, Close to, referring to
a species related to but distinct
from the existing species

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2.

Species Iglsoevivens
nordicusTs

[nor'di.cus] L. masc. adj.
nordicus, Northern, referring to
a species found in the Nordic
region (northern Europe)

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "uncultured gamma proteobacterium" in Silva 138.2. Based on metabolic reconstruction, 
protein MreB and peptidoglycan biosynthesis genes.

Species Iglsoevivens
sediminis

[se.di.mi'nis] L. masc. gen. n.
sediminis, A species found in
sediments

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "uncultured gamma proteobacterium" in Silva 138.2. Based on metabolic reconstruction, 
protein MreB and peptidoglycan biosynthesis genes.

Species Ilskoviplasma
glebicumTs

[gle.bi'cum] L. fem. n. gleba,
clod or lump of earth; L. neut.
adj. suff. -icum, suffix used
with the sense of belonging to;
N.L. neut. adj. glebicum,
Pertinent to lumps of earth,
referring to a species found in
soil

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2.

Species Ingstrupimen
europaeumTs

[eu.ro.pae'um] L. neut. adj.
europaeum, European, referring
to a species found in Europe

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Ingstrupimen europaeum is inferred to encode the rod shape-determining protein MreB.

Species Ingstrupimen
glebicum

[gle.bi'cum] L. fem. n. gleba,
clod or lump of earth; L. neut.
adj. suff. -icum, suffix used
with the sense of belonging to;
N.L. neut. adj. glebicum,
Pertinent to lumps of earth,
referring to a species found in
soil

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Ingstrupimen glebicum is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Ingstrupimen
nordicum

[nor'di.cum] L. neut. adj.
nordicum, Northern, referring to
a species found in the Nordic Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Ingstrupimen nordicum is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.
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region (northern Europe)

Species Ingstrupimen
propinquum

[pro.pin'quum] L. neut. adj.
propinquum, A species related
to but distinct from the existing
species

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2.

Species Ingstrupimen
telluricum

[te.llu.ri'cum] L. gen. fem. n.
telluris, soil or earth; L. neut.
adj. suff. -icum, suffix used
with the sense of belonging to;
L. neut. adj. telluricum,
Pertinent to soil, referring to a
species found in soil

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Ingstrupimen telluricum is inferred to encode peptidoglycan biosynthesis genes.

Species Ingstrupimen
vicinum

[vi.ci'num] L. neut. adj.
vicinum, A species related to
but distinct from the existing
species

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2.

Species Isenvadium
contiguumTs

[con.ti'gu.um] L. neut. adj.
contiguum, Close to, referring to
a species related to but distinct
from the existing species

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Isenvadium contiguum is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Janderupiella
adiacensTs

[ad.ia'cens] L. fem. part. adj.
adiacens, Next to, referring to a
species related to but distinct
from the existing species

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Janderupiella adiacens is inferred to encode peptidoglycan biosynthesis genes.

Species Janderupisoma
oricumTs

[o.ri'cum] L. fem. n. ora,
coastline; L. neut. adj. suff. -
icum, suffix used with the sense
of belonging to; N.L. neut. adj.
oricum, Pertinent to the coast,
referring to a species found in
the coast

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Janderupisoma oricum is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Janderupivita
affinis

[af.fi'nis] L. fem. adj. affinis, A
species related to but distinct
from the existing species

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Janderupivita affinis is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Janderupivita
nordica

[nor'di.ca] L. fem. adj. nordica,
Northern, referring to a species
found in the Nordic region
(northern Europe)

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Janderupivita nordica is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Janderupivita
telluricaTs

[te.llu.ri'ca] L. gen. fem. n.
telluris, soil or earth; L. fem.
adj. suff. -ica, suffix used with
the sense of belonging to; L.
fem. adj. tellurica, Pertinent to
soil, referring to a species found
in soil

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Janderupivita tellurica is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Jannerupisoma
glebicumTs

[gle.bi'cum] L. fem. n. gleba,
clod or lump of earth; L. neut.
adj. suff. -icum, suffix used
with the sense of belonging to;
N.L. neut. adj. glebicum,
Pertinent to lumps of earth,
referring to a species found in
soil

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Jannerupisoma glebicum is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Jebjergicola
affinisTs

[af.fi'nis] L. masc. adj. affinis, A
species related to but distinct
from the existing species

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Jebjergicola affinis is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Jegerupiella
danicaTs

[da'ni.ca] L. fem. adj. danica,
Danish, referring to a species
found in Denmark

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Jegerupiella danica is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Jelsivita borealis
[bo.re.a'lis] L. fem. adj.
borealis, Northern, referring to a
species found in the north
(northern Europe)

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Jelsivita borealis is inferred to encode the rod shape-determining protein MreB, peptidoglycan biosynthesis genes and flagellar genes.
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Species Jelsivita
contiguaTs

[con.ti'gu.a] L. fem. adj.
contigua, Close to, referring to a
species related to but distinct
from the existing species

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Jelsivita contigua is inferred to encode the rod shape-determining protein MreB, peptidoglycan biosynthesis genes and flagellar
genes.

Species Jelsivita vicina
[vi.ci'na] L. fem. adj. vicina, A
species related to but distinct
from the existing species

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Jelsivita vicina is inferred to encode the rod shape-determining protein MreB, peptidoglycan biosynthesis genes and flagellar genes.

Species Jernebacter
glebicusTs

[gle.bi'cus] L. fem. n. gleba,
clod or lump of earth; L. masc.
adj. suff. -icus, suffix used with
the sense of belonging to; N.L.
masc. adj. glebicus, Pertinent
to lumps of earth, referring to a
species found in soil

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Jernebacter glebicus is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Jernebacter
propinquus

[pro.pin'quus] L. masc. adj.
propinquus, A species related to
but distinct from the existing
species

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Jernebacter propinquus is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Jerupium
humicumTs

[hu'mi.cum] N.L. neut. adj.
humicum, Pertinent to soil,
referring to a species found in
soil

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Jerupium humicum is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Jerupium
telluricum

[te.llu.ri'cum] L. gen. fem. n.
telluris, soil or earth; L. neut.
adj. suff. -icum, suffix used
with the sense of belonging to;
L. neut. adj. telluricum,
Pertinent to soil, referring to a
species found in soil

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Jerupium telluricum is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Jerupium
terrestre

[ter.res'tre] L. neut. adj.
terrestre, A species found in soil Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Jerupium terrestre is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Jetsmarkimen
propinquumTs

[pro.pin'quum] L. neut. adj.
propinquum, A species related
to but distinct from the existing
species

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "uncultured bacterium" in Silva 138.2. Based on metabolic reconstruction, 
MreB and peptidoglycan biosynthesis genes.

Species Jetsmarkimen
scandiae

[scan.di'ae] N.L. gen. n.
scandiae, A species found in
Scandinavia

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Jetsmarkimen scandiae is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Jetsmarkimen
terreum

[ter're.um] L. neut. adj.
terreum, A species found in soil

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "uncultured bacterium" in Silva 138.2. Based on metabolic reconstruction, 
and peptidoglycan biosynthesis genes.

Species Jungshovediaba
propinquaTs

[pro.pin'qua] L. fem. adj.
propinqua, A species related to
but distinct from the existing
species

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Jungshovediaba propinqua is inferred to encode peptidoglycan biosynthesis genes.

Species Kaerumiaba
danica

[da'ni.ca] L. fem. adj. danica,
Danish, referring to a species
found in Denmark

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "uncultured bacterium" in Silva 138.2. Based on metabolic reconstruction, 
peptidoglycan biosynthesis genes.

Species Kaerumiaba
glebicaTs

[gle.bi'ca] L. fem. n. gleba, clod
or lump of earth; L. fem. adj.
suff. -ica, suffix used with the
sense of belonging to; N.L.
fem. adj. glebica, Pertinent to
lumps of earth, referring to a
species found in soil

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "uncultured bacterium" in Silva 138.2. Based on metabolic reconstruction, 
and peptidoglycan biosynthesis genes.

Species Kaerumiaba
humica

[hu'mi.ca] N.L. fem. adj.
humica, Pertinent to soil,
referring to a species found in
soil

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "uncultured bacterium" in Silva 138.2. Based on metabolic reconstruction, 
and peptidoglycan biosynthesis genes.
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Species Kaerumiaba
litoralis

[li.to.ra'lis] L. fem. adj. litoralis,
A species found in the coast

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Kaerumiaba litoralis is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Kaerumiaba
propinqua

[pro.pin'qua] L. fem. adj.
propinqua, A species related to
but distinct from the existing
species

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Kaerumiaba propinqua is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Kaerumiaba
ripica

[ri.pi'ca] L. fem. n. ripa,
seashore; L. fem. adj. suff.  -
ica, suffix used with the sense of
belonging to; N.L. fem. adj.
ripica, Pertinent to the seashore,
referring to a species found in
the coast

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "uncultured bacterium" in Silva 138.2. Based on metabolic reconstruction, 
peptidoglycan biosynthesis genes.

Species Kaerumiaba
septentrionalis

[sep.ten.tri.o.na'lis] L. fem. adj.
septentrionalis, A species found
in the north (northern Europe)

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "metagenome" in Silva 138.2. Based on metabolic reconstruction, Kaerumiaba septentrionalis

Species Kaerumiaba
similis

[si.mi'lis] L. fem. adj. similis, A
species related to but distinct
from the existing species

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "uncultured bacterium" in Silva 138.2. Based on metabolic reconstruction, 
peptidoglycan biosynthesis genes.

Species Kaerumiaba
tellurica

[te.llu.ri'ca] L. gen. fem. n.
telluris, soil or earth; L. fem.
adj. suff. -ica, suffix used with
the sense of belonging to; L.
fem. adj. tellurica, Pertinent to
soil, referring to a species found
in soil

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "uncultured bacterium" in Silva 138.2. Based on metabolic reconstruction, 
and peptidoglycan biosynthesis genes.

Species Kaerumiaba
terrea

[ter're.a] L. fem. adj. terrea,
Pertinent to soil, referring to a
species found in soil

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "uncultured bacterium" in Silva 138.2. Based on metabolic reconstruction, 
peptidoglycan biosynthesis genes and flagellar genes.

Species Kaerumiaba
terrestris

[ter.res'tris] L. fem. adj.
terrestris, A species found in soil Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "metagenome" in Silva 138.2. Based on metabolic reconstruction, Kaerumiaba terrestris

Species Kalundborgimen
aquaticumTs

[a.qua.ti'cum] L. neut. adj.
aquaticum, A species found in
water

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Kalundborgimen aquaticum is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Kalvehavecola
aridusTs

[a'ri.dus] L. masc. adj. aridus,
Dry, referring to a species found
in arid soil

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Kalvehavecola aridus is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Karupiplasma
glebicum

[gle.bi'cum] L. fem. n. gleba,
clod or lump of earth; L. neut.
adj. suff. -icum, suffix used
with the sense of belonging to;
N.L. neut. adj. glebicum,
Pertinent to lumps of earth,
referring to a species found in
soil

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "uncultured archaeon" in Silva 138.2.

Species Karupiplasma
terreumTs

[ter're.um] L. neut. adj.
terreum, A species found in soil Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "uncultured archaeon" in Silva 138.2.

Species Kastbjergiana
humica

[hu'mi.ca] N.L. fem. adj.
humica, Pertinent to soil,
referring to a species found in
soil

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Kastbjergiana humica is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Kastbjergiana
vicinaTs

[vi.ci'na] L. fem. adj. vicina, A
species related to but distinct
from the existing species

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "uncultured bacterium" in Silva 138.2. Based on metabolic reconstruction, 
and peptidoglycan biosynthesis genes.

Species Kastediaba
glebicaTs

[gle.bi'ca] L. fem. n. gleba, clod
or lump of earth; L. fem. adj.
suff. -ica, suffix used with the
sense of belonging to; N.L.
fem. adj. glebica, Pertinent to
lumps of earth, referring to a

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "uncultured bacterium" in Silva 138.2. Based on metabolic reconstruction, 
peptidoglycan biosynthesis genes.
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species found in soil
Species Kattrupimen
europaeumTs

[eu.ro.pae'um] L. neut. adj.
europaeum, European, referring
to a species found in Europe

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Kattrupimen europaeum is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Keldbybacterium
affine

[af.fi'ne] L. neut. adj. affine, A
species related to but distinct
from the existing species

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "uncultured bacterium" in Silva 138.2. Based on metabolic reconstruction, 
and peptidoglycan biosynthesis genes.

Species Keldbybacterium
terrestreTs

[ter.res'tre] L. neut. adj.
terrestre, A species found in soil

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "uncultured bacterium" in Silva 138.2. Based on metabolic reconstruction, 
MreB and peptidoglycan biosynthesis genes.

Species Keldbyplasma
nordicumTs

[nor'di.cum] L. neut. adj.
nordicum, Northern, referring to
a species found in the Nordic
region (northern Europe)

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2.

Species Kirkebyum
telluricumTs

[te.llu.ri'cum] L. gen. fem. n.
telluris, soil or earth; L. neut.
adj. suff. -icum, suffix used
with the sense of belonging to;
L. neut. adj. telluricum,
Pertinent to soil, referring to a
species found in soil

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Kirkebyum telluricum is inferred to encode peptidoglycan biosynthesis genes.

Species Kjellerupiella
glebicaTs

[gle.bi'ca] L. fem. n. gleba, clod
or lump of earth; L. fem. adj.
suff. -ica, suffix used with the
sense of belonging to; N.L.
fem. adj. glebica, Pertinent to
lumps of earth, referring to a
species found in soil

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Kjellerupiella glebica is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Klipleviana
terreaTs

[ter're.a] L. fem. adj. terrea,
Pertinent to soil, referring to a
species found in soil

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Klipleviana terrea is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Klitmollerisoma
lacustreTs

[la.cus'tre] L. neut. adj.
lacustre, A species found in a
lake

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "uncultured Chloroflexi bacterium" in Silva 138.2. Based on metabolic reconstruction, 
protein MreB and peptidoglycan biosynthesis genes.

Species Klostersogniana
europaeaTs

[eu.ro.pae'a] L. fem. adj.
europaea, European, referring
to a species found in Europe

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Klostersogniana europaea is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Knudskerisoma
oricumTs

[o.ri'cum] L. fem. n. ora,
coastline; L. neut. adj. suff. -
icum, suffix used with the sense
of belonging to; N.L. neut. adj.
oricum, Pertinent to the coast,
referring to a species found in
the coast

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Knudskerisoma oricum is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Kobberupiella
danicaTs

[da'ni.ca] L. fem. adj. danica,
Danish, referring to a species
found in Denmark

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "metagenome" in Silva 138.2. Based on metabolic reconstruction, Kobberupiella danica
peptidoglycan biosynthesis genes.

Species Koedimen
telluricumTs

[te.llu.ri'cum] L. gen. fem. n.
telluris, soil or earth; L. neut.
adj. suff. -icum, suffix used
with the sense of belonging to;
L. neut. adj. telluricum,
Pertinent to soil, referring to a
species found in soil

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Koedimen telluricum is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Koelkaerius
aridusTs

[a'ri.dus] L. masc. adj. aridus,
Dry, referring to a species found
in arid soil

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Koelkaerius aridus is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Koelkaerius
borealis

[bo.re.a'lis] L. masc. adj.
borealis, Northern, referring to a
species found in the north
(northern Europe)

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Koelkaerius borealis is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.
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Species Koelkaerius
humicus

[hu'mi.cus] N.L. masc. adj.
humicus, Pertinent to soil,
referring to a species found in
soil

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Koelkaerius humicus is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Koelkaerius
nordicus

[nor'di.cus] L. masc. adj.
nordicus, Northern, referring to
a species found in the Nordic
region (northern Europe)

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "uncultured bacterium" in Silva 138.2. Based on metabolic reconstruction, 
and peptidoglycan biosynthesis genes.

Species Koelkaerius
telluricus

[te.llu.ri'cus] L. gen. fem. n.
telluris, soil or earth; L. masc.
adj. suff. -icus, suffix used with
the sense of belonging to; L.
masc. adj. telluricus, Pertinent
to soil, referring to a species
found in soil

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "uncultured bacterium" in Silva 138.2. Based on metabolic reconstruction, 
and peptidoglycan biosynthesis genes.

Species Koelkaerius
terreus

[ter're.us] L. masc. adj.
terreus, A species found in soil

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "uncultured bacterium" in Silva 138.2. Based on metabolic reconstruction, 
peptidoglycan biosynthesis genes.

Species Koelstrupimen
humicumTs

[hu'mi.cum] N.L. neut. adj.
humicum, Pertinent to soil,
referring to a species found in
soil

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Koelstrupimen humicum is inferred to encode the rod shape-determining protein MreB, peptidoglycan biosynthesis genes and
flagellar genes.

Species Kolindicoccus
telluricusTs

[te.llu.ri'cus] L. gen. fem. n.
telluris, soil or earth; L. masc.
adj. suff. -icus, suffix used with
the sense of belonging to; L.
masc. adj. telluricus, Pertinent
to soil, referring to a species
found in soil

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "uncultured bacterium" in Silva 138.2. Based on metabolic reconstruction, 

Species Koltius
sediminisTs

[se.di.mi'nis] L. masc. gen. n.
sediminis, A species found in
sediments

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Koltius sediminis is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Komdrupiana
europaeaTs

[eu.ro.pae'a] L. fem. adj.
europaea, European, referring
to a species found in Europe

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Komdrupiana europaea is inferred to encode peptidoglycan biosynthesis genes and flagellar genes.

Species Kongersleviana
humica

[hu'mi.ca] N.L. fem. adj.
humica, Pertinent to soil,
referring to a species found in
soil

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "uncultured bacterium" in Silva 138.2. Based on metabolic reconstruction, 
and peptidoglycan biosynthesis genes.

Species Kongersleviana
similisTs

[si.mi'lis] L. fem. adj. similis, A
species related to but distinct
from the existing species

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "uncultured bacterium" in Silva 138.2. Based on metabolic reconstruction, 
and peptidoglycan biosynthesis genes.

Species Kongerslevius
danicusTs

[da'ni.cus] L. masc. adj.
danicus, Danish, referring to a
species found in Denmark

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Kongerslevius danicus is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Kornumiella
contiguaTs

[con.ti'gu.a] L. fem. adj.
contigua, Close to, referring to a
species related to but distinct
from the existing species

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "uncultured bacterium" in Silva 138.2. Based on metabolic reconstruction, 
and peptidoglycan biosynthesis genes.

Species Kragelundicola
aridus

[a'ri.dus] L. masc. adj. aridus,
Dry, referring to a species found
in arid soil

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Kragelundicola aridus is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Kragelundicola
danicus

[da'ni.cus] L. masc. adj.
danicus, Danish, referring to a
species found in Denmark

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Kragelundicola danicus is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Kragelundicola
glebicus

[gle.bi'cus] L. fem. n. gleba,
clod or lump of earth; L. masc.
adj. suff. -icus, suffix used with
the sense of belonging to; N.L.
masc. adj. glebicus, Pertinent
to lumps of earth, referring to a
species found in soil

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Kragelundicola glebicus is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.
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Species Kragelundicola
nordicus

[nor'di.cus] L. masc. adj.
nordicus, Northern, referring to
a species found in the Nordic
region (northern Europe)

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "uncultured bacterium" in Silva 138.2. Based on metabolic reconstruction, 
MreB and peptidoglycan biosynthesis genes.

Species Kragelundicola
sediminis

[se.di.mi'nis] L. masc. gen. n.
sediminis, A species found in
sediments

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Kragelundicola sediminis is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Kragelundicola
terrestrisTs

[ter.res'tris] L. masc. adj.
terrestris, A species found in soil

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "uncultured bacterium" in Silva 138.2. Based on metabolic reconstruction, 
MreB and peptidoglycan biosynthesis genes.

Species Kragelundicola
terreus

[ter're.us] L. masc. adj.
terreus, A species found in soil Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Kragelundicola terreus is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Krusana
telluricaTs

[te.llu.ri'ca] L. gen. fem. n.
telluris, soil or earth; L. fem.
adj. suff. -ica, suffix used with
the sense of belonging to; L.
fem. adj. tellurica, Pertinent to
soil, referring to a species found
in soil

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Krusana tellurica is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Krusasoma
affineTs

[af.fi'ne] L. neut. adj. affine, A
species related to but distinct
from the existing species

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Krusasoma affine is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Kvaersiplasma
lacustreTs

[la.cus'tre] L. neut. adj.
lacustre, A species found in a
lake

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "uncultured archaeon" in Silva 138.2.

Species Kvaersiplasma
nordicum

[nor'di.cum] L. neut. adj.
nordicum, Northern, referring to
a species found in the Nordic
region (northern Europe)

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "uncultured Methanomicrobiales archaeon" in Silva 138.2.

Species Kvaglundium
oricumTs

[o.ri'cum] L. fem. n. ora,
coastline; L. neut. adj. suff. -
icum, suffix used with the sense
of belonging to; N.L. neut. adj.
oricum, Pertinent to the coast,
referring to a species found in
the coast

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Kvaglundium oricum is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Kvolsibacter
europaeusTs

[eu.ro.pae'us] L. masc. adj.
europaeus, European, referring
to a species found in Europe

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Kvolsibacter europaeus is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Kvongivita
scandiaeTs

[scan.di'ae] N.L. gen. n.
scandiae, A species found in
Scandinavia

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Kvongivita scandiae is inferred to encode the rod shape-determining protein MreB, peptidoglycan biosynthesis genes and flagellar
genes.

Species Landetivita
affinisTs

[af.fi'nis] L. fem. adj. affinis, A
species related to but distinct
from the existing species

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "metagenome" in Silva 138.2. Based on metabolic reconstruction, Landetivita affinis
peptidoglycan biosynthesis genes.

Species Lemicola
propinquusTs

[pro.pin'quus] L. masc. adj.
propinquus, A species related to
but distinct from the existing
species

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "uncultured bacterium" in Silva 138.2. Based on metabolic reconstruction, 

Species Lerbjergius
septentrionalisTs

[sep.ten.tri.o.na'lis] L. masc.
adj. septentrionalis, A species
found in the north (northern
Europe)

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Lerbjergius septentrionalis is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Lillevordemen
contiguumTs

[con.ti'gu.um] L. neut. adj.
contiguum, Close to, referring to
a species related to but distinct
from the existing species

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Lillevordemen contiguum is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Linaavivens
aridus

[a'ri.dus] L. masc. adj. aridus,
Dry, referring to a species found Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "uncultured bacterium" in Silva 138.2. Based on metabolic reconstruction, 

peptidoglycan biosynthesis genes.
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in arid soil

Species Linaavivens
contiguusTs

[con.ti'gu.us] L. masc. adj.
contiguus, Close to, referring to
a species related to but distinct
from the existing species

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "uncultured bacterium" in Silva 138.2. Based on metabolic reconstruction, 
and peptidoglycan biosynthesis genes.

Species Linaavivens
glebicus

[gle.bi'cus] L. fem. n. gleba,
clod or lump of earth; L. masc.
adj. suff. -icus, suffix used with
the sense of belonging to; N.L.
masc. adj. glebicus, Pertinent
to lumps of earth, referring to a
species found in soil

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "uncultured bacterium" in Silva 138.2. Based on metabolic reconstruction, 
and peptidoglycan biosynthesis genes.

Species Linaavivens
humicus

[hu'mi.cus] N.L. masc. adj.
humicus, Pertinent to soil,
referring to a species found in
soil

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "uncultured actinobacterium" in Silva 138.2. Based on metabolic reconstruction, 
MreB and peptidoglycan biosynthesis genes.

Species Linaavivens
nordicus

[nor'di.cus] L. masc. adj.
nordicus, Northern, referring to
a species found in the Nordic
region (northern Europe)

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "uncultured bacterium" in Silva 138.2. Based on metabolic reconstruction, 
and peptidoglycan biosynthesis genes.

Species Linaavivens
propinquus

[pro.pin'quus] L. masc. adj.
propinquus, A species related to
but distinct from the existing
species

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "uncultured bacterium" in Silva 138.2. Based on metabolic reconstruction, 
and peptidoglycan biosynthesis genes.

Species Linaavivens
scandiae

[scan.di'ae] N.L. gen. n.
scandiae, A species found in
Scandinavia

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "uncultured forest soil bacterium" in Silva 138.2. Based on metabolic reconstruction, 
protein MreB and peptidoglycan biosynthesis genes.

Species Linaavivens
septentrionalis

[sep.ten.tri.o.na'lis] L. masc.
adj. septentrionalis, A species
found in the north (northern
Europe)

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "uncultured bacterium" in Silva 138.2. Based on metabolic reconstruction, 
MreB and peptidoglycan biosynthesis genes.

Species Linaavivens
similis

[si.mi'lis] L. masc. adj. similis,
A species related to but distinct
from the existing species

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "uncultured bacterium" in Silva 138.2. Based on metabolic reconstruction, 
peptidoglycan biosynthesis genes.

Species Linaavivens
telluricus

[te.llu.ri'cus] L. gen. fem. n.
telluris, soil or earth; L. masc.
adj. suff. -icus, suffix used with
the sense of belonging to; L.
masc. adj. telluricus, Pertinent
to soil, referring to a species
found in soil

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "uncultured bacterium" in Silva 138.2. Based on metabolic reconstruction, 
and peptidoglycan biosynthesis genes.

Species Linaavivens
terrestris

[ter.res'tris] L. masc. adj.
terrestris, A species found in soil

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "uncultured bacterium" in Silva 138.2. Based on metabolic reconstruction, 
and peptidoglycan biosynthesis genes.

Species Lindetiplasma
septentrionaleTs

[sep.ten.tri.o.na'le] L. neut.
adj. septentrionale, A species
found in the north (northern
Europe)

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2.

Species Lisbjergisoma
terreumTs

[ter're.um] L. neut. adj.
terreum, A species found in soil

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "uncultured bacterium" in Silva 138.2. Based on metabolic reconstruction, 
and peptidoglycan biosynthesis genes.

Species Ljoersleviella
telluricaTs

[te.llu.ri'ca] L. gen. fem. n.
telluris, soil or earth; L. fem.
adj. suff. -ica, suffix used with
the sense of belonging to; L.
fem. adj. tellurica, Pertinent to
soil, referring to a species found
in soil

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Ljoersleviella tellurica is inferred to encode the rod shape-determining protein MreB.

Species Lodbjergiaba
nordicaTs

[nor'di.ca] L. fem. adj. nordica,
Northern, referring to a species
found in the Nordic region
(northern Europe)

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Lodbjergiaba nordica is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.
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Species Loedderupimen
oricumTs

[o.ri'cum] L. fem. n. ora,
coastline; L. neut. adj. suff. -
icum, suffix used with the sense
of belonging to; N.L. neut. adj.
oricum, Pertinent to the coast,
referring to a species found in
the coast

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Loedderupimen oricum is inferred to encode the rod shape-determining protein MreB, peptidoglycan biosynthesis genes and flagellar
genes.

Species Loegumiaba
danicaTs

[da'ni.ca] L. fem. adj. danica,
Danish, referring to a species
found in Denmark

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Loegumiaba danica is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Loegumimorpha
europaeaTs

[eu.ro.pae'a] L. fem. adj.
europaea, European, referring
to a species found in Europe

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Loegumimorpha europaea is inferred to encode the rod shape-determining protein MreB.

Species Loejtimicrobium
contiguumTs

[con.ti'gu.um] L. neut. adj.
contiguum, Close to, referring to
a species related to but distinct
from the existing species

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Loejtimicrobium contiguum is inferred to encode peptidoglycan biosynthesis genes.

Species Loennella
borealisTs

[bo.re.a'lis] L. fem. adj.
borealis, Northern, referring to a
species found in the north
(northern Europe)

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Loennella borealis is inferred to encode the rod shape-determining protein MreB, peptidoglycan biosynthesis genes and flagellar
genes.

Species Loennemen
glebicumTs

[gle.bi'cum] L. fem. n. gleba,
clod or lump of earth; L. neut.
adj. suff. -icum, suffix used
with the sense of belonging to;
N.L. neut. adj. glebicum,
Pertinent to lumps of earth,
referring to a species found in
soil

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "uncultured delta proteobacterium" in Silva 138.2. Based on metabolic reconstruction, 
protein MreB and peptidoglycan biosynthesis genes.

Species Lonstrupium
lacustreTs

[la.cus'tre] L. neut. adj.
lacustre, A species found in a
lake

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Lonstrupium lacustre is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Lumbyella oricaTs

[o.ri'ca] L. fem. n. ora,
coastline; L. fem. adj. suff.  -
ica, suffix used with the sense of
belonging to; N.L. fem. adj.
orica, Pertinent to the coast,
referring to a species found in
the coast

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Lumbyella orica is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Lundebacter
aridusTs

[a'ri.dus] L. masc. adj. aridus,
Dry, referring to a species found
in arid soil

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Lundebacter aridus is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Lundoebacter
sediminisTs

[se.di.mi'nis] L. masc. gen. n.
sediminis, A species found in
sediments

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Lundoebacter sediminis is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species
Lundumimicrobium
lacustreTs

[la.cus'tre] L. neut. adj.
lacustre, A species found in a
lake

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Lundumimicrobium lacustre is inferred to encode the rod shape-determining protein MreB, peptidoglycan biosynthesis genes and
flagellar genes.

Species Lybyana
borealisTs

[bo.re.a'lis] L. fem. adj.
borealis, Northern, referring to a
species found in the north
(northern Europe)

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Lybyana borealis is inferred to encode the rod shape-determining protein MreB, peptidoglycan biosynthesis genes and flagellar
genes.

Species Lydumiaba
aridaTs

[a'ri.da] L. fem. adj. arida, Dry,
referring to a species found in
arid soil

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Lydumiaba arida is inferred to encode peptidoglycan biosynthesis genes.

Species Lyneplasma
lacustreTs

[la.cus'tre] L. neut. adj.
lacustre, A species found in a
lake

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "uncultured crenarchaeote" in Silva 138.2.

Species Lyngaabacter
sediminisTs

[se.di.mi'nis] L. masc. gen. n.
sediminis, A species found in
sediments

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Lyngaabacter sediminis is inferred to encode the rod shape-determining protein MreB, peptidoglycan biosynthesis genes and flagellar
genes.
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Species Lysgaardicola
adiacens

[ad.ia'cens] L. masc. part. adj.
adiacens, Next to, referring to a
species related to but distinct
from the existing species

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Lysgaardicola adiacens is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Lysgaardicola
aridus

[a'ri.dus] L. masc. adj. aridus,
Dry, referring to a species found
in arid soil

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "soil metagenome" in Silva 138.2. Based on metabolic reconstruction, Lysgaardicola aridus
peptidoglycan biosynthesis genes.

Species Lysgaardicola
borealis

[bo.re.a'lis] L. masc. adj.
borealis, Northern, referring to a
species found in the north
(northern Europe)

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "soil metagenome" in Silva 138.2. Based on metabolic reconstruction, Lysgaardicola borealis
peptidoglycan biosynthesis genes.

Species Lysgaardicola
glebicus

[gle.bi'cus] L. fem. n. gleba,
clod or lump of earth; L. masc.
adj. suff. -icus, suffix used with
the sense of belonging to; N.L.
masc. adj. glebicus, Pertinent
to lumps of earth, referring to a
species found in soil

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "soil metagenome" in Silva 138.2. Based on metabolic reconstruction, Lysgaardicola glebicus
peptidoglycan biosynthesis genes.

Species Lysgaardicola
humicus

[hu'mi.cus] N.L. masc. adj.
humicus, Pertinent to soil,
referring to a species found in
soil

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Lysgaardicola humicus is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Lysgaardicola
proximus

[pro'xi.mus] L. masc. adj.
proximus, Close to, referring to
a species related to but distinct
from the existing species

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Lysgaardicola proximus is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Lysgaardicola
similis

[si.mi'lis] L. masc. adj. similis,
A species related to but distinct
from the existing species

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "soil metagenome" in Silva 138.2. Based on metabolic reconstruction, Lysgaardicola similis
peptidoglycan biosynthesis genes.

Species Lysgaardicola
telluricus

[te.llu.ri'cus] L. gen. fem. n.
telluris, soil or earth; L. masc.
adj. suff. -icus, suffix used with
the sense of belonging to; L.
masc. adj. telluricus, Pertinent
to soil, referring to a species
found in soil

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "soil metagenome" in Silva 138.2. Based on metabolic reconstruction, Lysgaardicola telluricus
peptidoglycan biosynthesis genes.

Species Lysgaardicola
terrestris

[ter.res'tris] L. masc. adj.
terrestris, A species found in soil Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Lysgaardicola terrestris is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Lysgaardicola
terreusTs

[ter're.us] L. masc. adj.
terreus, A species found in soil

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "soil metagenome" in Silva 138.2. Based on metabolic reconstruction, Lysgaardicola terreus
peptidoglycan biosynthesis genes.

Species Lysgaardicola
vicinus

[vi.ci'nus] L. masc. adj. vicinus,
A species related to but distinct
from the existing species

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "soil metagenome" in Silva 138.2. Based on metabolic reconstruction, Lysgaardicola vicinus

Species Lystrupiaba
aridaTs

[a'ri.da] L. fem. adj. arida, Dry,
referring to a species found in
arid soil

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "uncultured Chloroflexi bacterium" in Silva 138.2. Based on metabolic reconstruction, 
MreB.

Species Lystrupiaba
terrea

[ter're.a] L. fem. adj. terrea,
Pertinent to soil, referring to a
species found in soil

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "uncultured Chloroflexi bacterium" in Silva 138.2. Based on metabolic reconstruction, 
protein MreB and peptidoglycan biosynthesis genes.

Species Lystrupivivens
aridus

[a'ri.dus] L. masc. adj. aridus,
Dry, referring to a species found
in arid soil

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "metagenome" in Silva 138.2. Based on metabolic reconstruction, Lystrupivivens aridus
peptidoglycan biosynthesis genes.

Species Lystrupivivens
telluricus

[te.llu.ri'cus] L. gen. fem. n.
telluris, soil or earth; L. masc.
adj. suff. -icus, suffix used with
the sense of belonging to; L.
masc. adj. telluricus, Pertinent
to soil, referring to a species

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "metagenome" in Silva 138.2. Based on metabolic reconstruction, Lystrupivivens telluricus
peptidoglycan biosynthesis genes.
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found in soil
Species Lystrupivivens
terrestris

[ter.res'tris] L. masc. adj.
terrestris, A species found in soil

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "metagenome" in Silva 138.2. Based on metabolic reconstruction, Lystrupivivens terrestris
peptidoglycan biosynthesis genes.

Species Lystrupivivens
terreusTs

[ter're.us] L. masc. adj.
terreus, A species found in soil

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "metagenome" in Silva 138.2. Based on metabolic reconstruction, Lystrupivivens terreus
peptidoglycan biosynthesis genes.

Species Maarupihabitans
lacustrisTs

[la.cus'tris] L. masc. adj.
lacustris, A species found in a
lake

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Maarupihabitans lacustris is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Madumicoccus
scandiaeTs

[scan.di'ae] N.L. gen. n.
scandiae, A species found in
Scandinavia

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Madumicoccus scandiae is inferred to encode peptidoglycan biosynthesis genes.

Species
Maglebybacterium
aridum

[a'ri.dum] L. neut. adj. aridum,
Dry, referring to a species found
in arid soil

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "uncultured actinobacterium" in Silva 138.2. Based on metabolic reconstruction, 
genes.

Species
Maglebybacterium
contiguumTs

[con.ti'gu.um] L. neut. adj.
contiguum, Close to, referring to
a species related to but distinct
from the existing species

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "uncultured bacterium" in Silva 138.2. Based on metabolic reconstruction, 
genes.

Species
Maglebybacterium
terrestre

[ter.res'tre] L. neut. adj.
terrestre, A species found in soil Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "uncultured bacterium" in Silva 138.2. Based on metabolic reconstruction, 

Species
Maglebybacterium
terreum

[ter're.um] L. neut. adj.
terreum, A species found in soil Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Maglebybacterium terreum is inferred to encode peptidoglycan biosynthesis genes.

Species Mammenisoma
propinquumTs

[pro.pin'quum] L. neut. adj.
propinquum, A species related
to but distinct from the existing
species

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Mammenisoma propinquum is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Mandoevita
aridaTs

[a'ri.da] L. fem. adj. arida, Dry,
referring to a species found in
arid soil

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "metagenome" in Silva 138.2. Based on metabolic reconstruction, Mandoevita arida
peptidoglycan biosynthesis genes.

Species Marsletimorpha
propinqua

[pro.pin'qua] L. fem. adj.
propinqua, A species related to
but distinct from the existing
species

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Marsletimorpha propinqua is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Marsletimorpha
sediminisTs

[se.di.mi'nis] L. fem. gen. n.
sediminis, A species found in
sediments

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Marsletimorpha sediminis is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Marsletimorpha
tellurica

[te.llu.ri'ca] L. gen. fem. n.
telluris, soil or earth; L. fem.
adj. suff. -ica, suffix used with
the sense of belonging to; L.
fem. adj. tellurica, Pertinent to
soil, referring to a species found
in soil

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Marsletimorpha tellurica is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Marslevibacter
oricusTs

[o.ri'cus] L. fem. n. ora,
coastline; L. masc. adj. suff.  -
icus, suffix used with the sense
of belonging to; N.L. masc.
adj. oricus, Pertinent to the
coast, referring to a species
found in the coast

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Marslevibacter oricus is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Marstalimorpha
telluricaTs

[te.llu.ri'ca] L. gen. fem. n.
telluris, soil or earth; L. fem.
adj. suff. -ica, suffix used with
the sense of belonging to; L.
fem. adj. tellurica, Pertinent to
soil, referring to a species found
in soil

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "uncultured Acidobacteria bacterium" in Silva 138.2. Based on metabolic reconstruction, 
determining protein MreB and peptidoglycan biosynthesis genes.
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Species Maugstrupicola
nordicusTs

[nor'di.cus] L. masc. adj.
nordicus, Northern, referring to
a species found in the Nordic
region (northern Europe)

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Maugstrupicola nordicus is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Maugstrupiella
lacustris

[la.cus'tris] L. fem. adj.
lacustris, A species found in a
lake

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "uncultured bacterium" in Silva 138.2. Based on metabolic reconstruction, 
and peptidoglycan biosynthesis genes.

Species Maugstrupiella
propinquaTs

[pro.pin'qua] L. fem. adj.
propinqua, A species related to
but distinct from the existing
species

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "uncultured bacterium" in Silva 138.2. Based on metabolic reconstruction, 
MreB and peptidoglycan biosynthesis genes.

Species Moeborgiaba
contiguaTs

[con.ti'gu.a] L. fem. adj.
contigua, Close to, referring to a
species related to but distinct
from the existing species

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Moeborgiaba contigua is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Moltrupiella
proximaTs

[pro'xi.ma] L. fem. adj.
proxima, Close to, referring to a
species related to but distinct
from the existing species

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Moltrupiella proxima is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Moltrupihabitans
scandiaeTs

[scan.di'ae] N.L. gen. n.
scandiae, A species found in
Scandinavia

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Moltrupihabitans scandiae is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Morsimorpha
litoralisTs

[li.to.ra'lis] L. fem. adj. litoralis,
A species found in the coast Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Morsimorpha litoralis is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Morsimorpha
ripica

[ri.pi'ca] L. fem. n. ripa,
seashore; L. fem. adj. suff.  -
ica, suffix used with the sense of
belonging to; N.L. fem. adj.
ripica, Pertinent to the seashore,
referring to a species found in
the coast

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Morsimorpha ripica is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Mosbjergius
danicusTs

[da'ni.cus] L. masc. adj.
danicus, Danish, referring to a
species found in Denmark

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Mosbjergius danicus is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Moubacter
europaeus

[eu.ro.pae'us] L. masc. adj.
europaeus, European, referring
to a species found in Europe

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "uncultured bacterium" in Silva 138.2. Based on metabolic reconstruction, 
and peptidoglycan biosynthesis genes.

Species Moubacter
terrestrisTs

[ter.res'tris] L. masc. adj.
terrestris, A species found in soil

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "uncultured bacterium" in Silva 138.2. Based on metabolic reconstruction, 
and peptidoglycan biosynthesis genes.

Species Mulebybacter
litoralisTs

[li.to.ra'lis] L. masc. adj.
litoralis, A species found in the
coast

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "uncultured bacterium" in Silva 138.2. Based on metabolic reconstruction, 
and peptidoglycan biosynthesis genes.

Species Mulebybacter
terrestris

[ter.res'tris] L. masc. adj.
terrestris, A species found in soil Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Mulebybacter terrestris is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Munkeboum
litorale

[li.to.ra'le] L. neut. adj. litorale,
A species found in the coast Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Munkeboum litorale is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Munkeboum
oricumTs

[o.ri'cum] L. fem. n. ora,
coastline; L. neut. adj. suff. -
icum, suffix used with the sense
of belonging to; N.L. neut. adj.
oricum, Pertinent to the coast,
referring to a species found in
the coast

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Munkeboum oricum is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Naesbjergiella
adiacensTs

[ad.ia'cens] L. fem. part. adj.
adiacens, Next to, referring to a
species related to but distinct
from the existing species

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "uncultured bacterium" in Silva 138.2. Based on metabolic reconstruction, 
and peptidoglycan biosynthesis genes.
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Species Naesbjergiella
borealis

[bo.re.a'lis] L. fem. adj.
borealis, Northern, referring to a
species found in the north
(northern Europe)

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Naesbjergiella borealis is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Naesborgicola
humicus

[hu'mi.cus] N.L. masc. adj.
humicus, Pertinent to soil,
referring to a species found in
soil

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Naesborgicola humicus is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Naesborgicola
septentrionalisTs

[sep.ten.tri.o.na'lis] L. masc.
adj. septentrionalis, A species
found in the north (northern
Europe)

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Naesborgicola septentrionalis is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Naesborgicola
terreus

[ter're.us] L. masc. adj.
terreus, A species found in soil

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "uncultured bacterium" in Silva 138.2. Based on metabolic reconstruction, 
and peptidoglycan biosynthesis genes.

Species Nautrupisoma
affineTs

[af.fi'ne] L. neut. adj. affine, A
species related to but distinct
from the existing species

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "metagenome" in Silva 138.2. Based on metabolic reconstruction, Nautrupisoma affine
peptidoglycan biosynthesis genes.

Species Nebelibacter
aridusTs

[a'ri.dus] L. masc. adj. aridus,
Dry, referring to a species found
in arid soil

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Nebelibacter aridus is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Nebelibacter
glebicus

[gle.bi'cus] L. fem. n. gleba,
clod or lump of earth; L. masc.
adj. suff. -icus, suffix used with
the sense of belonging to; N.L.
masc. adj. glebicus, Pertinent
to lumps of earth, referring to a
species found in soil

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Nebelibacter glebicus is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Nebelibacter
nordicus

[nor'di.cus] L. masc. adj.
nordicus, Northern, referring to
a species found in the Nordic
region (northern Europe)

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Nebelibacter nordicus is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Nebelibacterium
affineTs

[af.fi'ne] L. neut. adj. affine, A
species related to but distinct
from the existing species

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Nebelibacterium affine is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Nebelisoma
contiguum

[con.ti'gu.um] L. neut. adj.
contiguum, Close to, referring to
a species related to but distinct
from the existing species

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Nebelisoma contiguum is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Nebelisoma
humicumTs

[hu'mi.cum] N.L. neut. adj.
humicum, Pertinent to soil,
referring to a species found in
soil

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Nebelisoma humicum is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Nebelisoma
nordicum

[nor'di.cum] L. neut. adj.
nordicum, Northern, referring to
a species found in the Nordic
region (northern Europe)

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Nebelisoma nordicum is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Nebelisoma
propinquum

[pro.pin'quum] L. neut. adj.
propinquum, A species related
to but distinct from the existing
species

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Nebelisoma propinquum is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Nebelisoma
simile

[si.mi'le] L. neut. adj. simile, A
species related to but distinct
from the existing species

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Nebelisoma simile is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Nebelisoma
terrestre

[ter.res'tre] L. neut. adj.
terrestre, A species found in soil

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "uncultured bacterium" in Silva 138.2. Based on metabolic reconstruction, 
and peptidoglycan biosynthesis genes.

Species Nebelivivens
proximus

[pro'xi.mus] L. masc. adj.
proximus, Close to, referring to
a species related to but distinct Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Nebelivivens proximus is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.
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from the existing species
Species Nebelivivens
terrestrisTs

[ter.res'tris] L. masc. adj.
terrestris, A species found in soil Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Nebelivivens terrestris is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Neesibacter
contiguusTs

[con.ti'gu.us] L. masc. adj.
contiguus, Close to, referring to
a species related to but distinct
from the existing species

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Neesibacter contiguus is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Nexobacterium
aridumTs

[a'ri.dum] L. neut. adj. aridum,
Dry, referring to a species found
in arid soil

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Nexobacterium aridum is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Nexoeus
terreusTs

[ter're.us] L. masc. adj.
terreus, A species found in soil Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "uncultured bacterium" in Silva 138.2. Based on metabolic reconstruction, 

Species Nexoevita
borealisTs

[bo.re.a'lis] L. fem. adj.
borealis, Northern, referring to a
species found in the north
(northern Europe)

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Nexoevita borealis is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Nibecola
terreusTs

[ter're.us] L. masc. adj.
terreus, A species found in soil Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Nibecola terreus is inferred to encode peptidoglycan biosynthesis genes.

Species Noeragerimen
vicinumTs

[vi.ci'num] L. neut. adj.
vicinum, A species related to
but distinct from the existing
species

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Noeragerimen vicinum is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Noerhaaba
aridaTs

[a'ri.da] L. fem. adj. arida, Dry,
referring to a species found in
arid soil

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Noerhaaba arida is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Noerhaaba
scandiae

[scan.di'ae] N.L. gen. n.
scandiae, A species found in
Scandinavia

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Noerhaaba scandiae is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Noragerisoma
telluricumTs

[te.llu.ri'cum] L. gen. fem. n.
telluris, soil or earth; L. neut.
adj. suff. -icum, suffix used
with the sense of belonging to;
L. neut. adj. telluricum,
Pertinent to soil, referring to a
species found in soil

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "uncultured bacterium" in Silva 138.2. Based on metabolic reconstruction, 
MreB and peptidoglycan biosynthesis genes.

Species Nordbyana arida
[a'ri.da] L. fem. adj. arida, Dry,
referring to a species found in
arid soil

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "uncultured bacterium" in Silva 138.2. Based on metabolic reconstruction, 

Species Nordbyana
europaea

[eu.ro.pae'a] L. fem. adj.
europaea, European, referring
to a species found in Europe

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "uncultured bacterium" in Silva 138.2. Based on metabolic reconstruction, 
and peptidoglycan biosynthesis genes.

Species Nordbyana
glebicaTs

[gle.bi'ca] L. fem. n. gleba, clod
or lump of earth; L. fem. adj.
suff. -ica, suffix used with the
sense of belonging to; N.L.
fem. adj. glebica, Pertinent to
lumps of earth, referring to a
species found in soil

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Nordbyana glebica is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Nordbyana
humica

[hu'mi.ca] N.L. fem. adj.
humica, Pertinent to soil,
referring to a species found in
soil

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "uncultured bacterium" in Silva 138.2. Based on metabolic reconstruction, 
peptidoglycan biosynthesis genes.

Species Nordbyana
propinqua

[pro.pin'qua] L. fem. adj.
propinqua, A species related to
but distinct from the existing
species

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Nordbyana propinqua is inferred to encode peptidoglycan biosynthesis genes.

Species Norsibacterium
[pro'xi.mum] L. neut. adj.
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proximumTs proximum, Close to, referring to
a species related to but distinct
from the existing species

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Norsibacterium proximum is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Nustrupicoccus
vicinusTs

[vi.ci'nus] L. masc. adj. vicinus,
A species related to but distinct
from the existing species

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2.

Species Nykerimen
litoraleTs

[li.to.ra'le] L. neut. adj. litorale,
A species found in the coast

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "uncultured Acidobacteria bacterium" in Silva 138.2. Based on metabolic reconstruction, 
protein MreB and peptidoglycan biosynthesis genes.

Species Nykerimen
scandiae

[scan.di'ae] N.L. gen. n.
scandiae, A species found in
Scandinavia

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "uncultured Acidobacteria bacterium" in Silva 138.2. Based on metabolic reconstruction, 
protein MreB and peptidoglycan biosynthesis genes.

Species Nylarskeriana
proximaTs

[pro'xi.ma] L. fem. adj.
proxima, Close to, referring to a
species related to but distinct
from the existing species

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "uncultured bacterium" in Silva 138.2. Based on metabolic reconstruction, 
peptidoglycan biosynthesis genes and flagellar genes.

Species Nyordiaba
adiacensTs

[ad.ia'cens] L. fem. part. adj.
adiacens, Next to, referring to a
species related to but distinct
from the existing species

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Nyordiaba adiacens is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Nyordihabitans
borealis

[bo.re.a'lis] L. masc. adj.
borealis, Northern, referring to a
species found in the north
(northern Europe)

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Nyordihabitans borealis is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Nyordihabitans
glebicus

[gle.bi'cus] L. fem. n. gleba,
clod or lump of earth; L. masc.
adj. suff. -icus, suffix used with
the sense of belonging to; N.L.
masc. adj. glebicus, Pertinent
to lumps of earth, referring to a
species found in soil

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Nyordihabitans glebicus is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Nyordihabitans
humicus

[hu'mi.cus] N.L. masc. adj.
humicus, Pertinent to soil,
referring to a species found in
soil

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Nyordihabitans humicus is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Nyordihabitans
oricus

[o.ri'cus] L. fem. n. ora,
coastline; L. masc. adj. suff.  -
icus, suffix used with the sense
of belonging to; N.L. masc.
adj. oricus, Pertinent to the
coast, referring to a species
found in the coast

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "uncultured bacterium" in Silva 138.2. Based on metabolic reconstruction, 
and peptidoglycan biosynthesis genes.

Species Nyordihabitans
vicinusTs

[vi.ci'nus] L. masc. adj. vicinus,
A species related to but distinct
from the existing species

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "uncultured bacterium" in Silva 138.2. Based on metabolic reconstruction, 
and peptidoglycan biosynthesis genes.

Species Nyvangimorpha
aquidulcisTs

[a.qui.dul'cis] L. fem. n. aqua,
water; L. fem. adj. dulcis,
sweet; N.L. fem. adj.
aquidulcis, Pertinent to
freshwater, referring to a
species found in freshwater

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Nyvangimorpha aquidulcis is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species
Oddensebacterium
simileTs

[si.mi'le] L. neut. adj. simile, A
species related to but distinct
from the existing species

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Oddensebacterium simile is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Odderium
danicum

[da'ni.cum] L. neut. adj.
danicum, Danish, referring to a
species found in Denmark

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "uncultured Acidobacteria bacterium" in Silva 138.2. Based on metabolic reconstruction, 
protein MreB, peptidoglycan biosynthesis genes and flagellar genes.

Species Odderium
nordicumTs

[nor'di.cum] L. neut. adj.
nordicum, Northern, referring to
a species found in the Nordic
region (northern Europe)

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "uncultured Acidobacteria bacterium" in Silva 138.2. Based on metabolic reconstruction, 
protein MreB and peptidoglycan biosynthesis genes.

[gle.bi'cum] L. fem. n. gleba,
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Species
Oedstedimicrobium
glebicumTs

clod or lump of earth; L. neut.
adj. suff. -icum, suffix used
with the sense of belonging to;
N.L. neut. adj. glebicum,
Pertinent to lumps of earth,
referring to a species found in
soil

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "uncultured bacterium" in Silva 138.2. Based on metabolic reconstruction, 
MreB and peptidoglycan biosynthesis genes.

Species Oedumimorpha
septentrionalisTs

[sep.ten.tri.o.na'lis] L. fem. adj.
septentrionalis, A species found
in the north (northern Europe)

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Oedumimorpha septentrionalis is inferred to encode peptidoglycan biosynthesis genes.

Species Oelstedimen
terrestreTs

[ter.res'tre] L. neut. adj.
terrestre, A species found in soil

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "uncultured Chloroflexi bacterium" in Silva 138.2. Based on metabolic reconstruction, 
protein MreB and peptidoglycan biosynthesis genes.

Species Oerdingivivens
similisTs

[si.mi'lis] L. masc. adj. similis,
A species related to but distinct
from the existing species

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Oerdingivivens similis is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Oernhoejiana
propinquaTs

[pro.pin'qua] L. fem. adj.
propinqua, A species related to
but distinct from the existing
species

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Oernhoejiana propinqua is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Oerridslevicola
affinis

[af.fi'nis] L. masc. adj. affinis, A
species related to but distinct
from the existing species

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "uncultured bacterium" in Silva 138.2. Based on metabolic reconstruction, 
and peptidoglycan biosynthesis genes.

Species Oerridslevicola
borealis

[bo.re.a'lis] L. masc. adj.
borealis, Northern, referring to a
species found in the north
(northern Europe)

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "uncultured bacterium" in Silva 138.2. Based on metabolic reconstruction, 
and peptidoglycan biosynthesis genes.

Species Oerridslevicola
vicinusTs

[vi.ci'nus] L. masc. adj. vicinus,
A species related to but distinct
from the existing species

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "uncultured soil bacterium" in Silva 138.2. Based on metabolic reconstruction, 
MreB and peptidoglycan biosynthesis genes.

Species
Oerslevklosterivita
vicinaTs

[vi.ci'na] L. fem. adj. vicina, A
species related to but distinct
from the existing species

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Oerslevklosterivita vicina is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Oerumisoma
europaeum

[eu.ro.pae'um] L. neut. adj.
europaeum, European, referring
to a species found in Europe

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "uncultured bacterium" in Silva 138.2. Based on metabolic reconstruction, 
MreB and peptidoglycan biosynthesis genes.

Species Oerumisoma
septentrionaleTs

[sep.ten.tri.o.na'le] L. neut.
adj. septentrionale, A species
found in the north (northern
Europe)

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "uncultured bacterium" in Silva 138.2. Based on metabolic reconstruction, 
MreB and peptidoglycan biosynthesis genes.

Species Oesbyana
adiacens

[ad.ia'cens] L. fem. part. adj.
adiacens, Next to, referring to a
species related to but distinct
from the existing species

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "uncultured candidate division OS-K bacterium" in Silva 138.2. Based on metabolic reconstruction, 
determining protein MreB and peptidoglycan biosynthesis genes.

Species Oesbyana
terrestrisTs

[ter.res'tris] L. fem. adj.
terrestris, A species found in soil

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "uncultured bacterium" in Silva 138.2. Based on metabolic reconstruction, 
and peptidoglycan biosynthesis genes.

Species Oesbybacterium
contiguum

[con.ti'gu.um] L. neut. adj.
contiguum, Close to, referring to
a species related to but distinct
from the existing species

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Oesbybacterium contiguum is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Oesbybacterium
europaeum

[eu.ro.pae'um] L. neut. adj.
europaeum, European, referring
to a species found in Europe

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "uncultured bacterium" in Silva 138.2. Based on metabolic reconstruction, 
MreB and peptidoglycan biosynthesis genes.

Species Oesbybacterium
glebicum

[gle.bi'cum] L. fem. n. gleba,
clod or lump of earth; L. neut.
adj. suff. -icum, suffix used
with the sense of belonging to;
N.L. neut. adj. glebicum,
Pertinent to lumps of earth,
referring to a species found in

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Oesbybacterium glebicum is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.
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soil

Species Oesbybacterium
humicum

[hu'mi.cum] N.L. neut. adj.
humicum, Pertinent to soil,
referring to a species found in
soil

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "uncultured bacterium" in Silva 138.2. Based on metabolic reconstruction, 
MreB and peptidoglycan biosynthesis genes.

Species Oesbybacterium
propinquum

[pro.pin'quum] L. neut. adj.
propinquum, A species related
to but distinct from the existing
species

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Oesbybacterium propinquum is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Oesbybacterium
septentrionale

[sep.ten.tri.o.na'le] L. neut.
adj. septentrionale, A species
found in the north (northern
Europe)

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "uncultured bacterium" in Silva 138.2. Based on metabolic reconstruction, 
protein MreB and peptidoglycan biosynthesis genes.

Species Oesbybacterium
simileTs

[si.mi'le] L. neut. adj. simile, A
species related to but distinct
from the existing species

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "uncultured bacterium" in Silva 138.2. Based on metabolic reconstruction, 
and peptidoglycan biosynthesis genes.

Species Oesbybacterium
telluricum

[te.llu.ri'cum] L. gen. fem. n.
telluris, soil or earth; L. neut.
adj. suff. -icum, suffix used
with the sense of belonging to;
L. neut. adj. telluricum,
Pertinent to soil, referring to a
species found in soil

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "uncultured bacterium" in Silva 138.2. Based on metabolic reconstruction, 
MreB and peptidoglycan biosynthesis genes.

Species Oesbybacterium
terrestre

[ter.res'tre] L. neut. adj.
terrestre, A species found in soil

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "uncultured bacterium" in Silva 138.2. Based on metabolic reconstruction, 
MreB and peptidoglycan biosynthesis genes.

Species Oesella borealisTs

[bo.re.a'lis] L. fem. adj.
borealis, Northern, referring to a
species found in the north
(northern Europe)

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "uncultured bacterium" in Silva 138.2. Based on metabolic reconstruction, 
peptidoglycan biosynthesis genes.

Species Oesterlarskerium
humicum

[hu'mi.cum] N.L. neut. adj.
humicum, Pertinent to soil,
referring to a species found in
soil

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Oesterlarskerium humicum is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Oesterlarskerium
scandiae

[scan.di'ae] N.L. gen. n.
scandiae, A species found in
Scandinavia

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Oesterlarskerium scandiae is inferred to encode the rod shape-determining protein MreB and flagellar genes.

Species Oesterlarskerium
telluricumTs

[te.llu.ri'cum] L. gen. fem. n.
telluris, soil or earth; L. neut.
adj. suff. -icum, suffix used
with the sense of belonging to;
L. neut. adj. telluricum,
Pertinent to soil, referring to a
species found in soil

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2.

Species Oestermarieana
scandiaeTs

[scan.di'ae] N.L. gen. n.
scandiae, A species found in
Scandinavia

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Oestermarieana scandiae is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Oestrupibacter
litoralisTs

[li.to.ra'lis] L. masc. adj.
litoralis, A species found in the
coast

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Oestrupibacter litoralis is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Oestrupivivens
borealis

[bo.re.a'lis] L. masc. adj.
borealis, Northern, referring to a
species found in the north
(northern Europe)

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Oestrupivivens borealis is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Oestrupivivens
oricusTs

[o.ri'cus] L. fem. n. ora,
coastline; L. masc. adj. suff.  -
icus, suffix used with the sense
of belonging to; N.L. masc.
adj. oricus, Pertinent to the
coast, referring to a species
found in the coast

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Oestrupivivens oricus is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.
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Species Oestrupivivens
ripicus

[ri.pi'cus] L. fem. n. ripa,
seashore; L. masc. adj. suff.  -
icus, suffix used with the sense
of belonging to; N.L. masc.
adj. ripicus, Pertinent to the
seashore, referring to a species
found in the coast

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Oestrupivivens ripicus is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Oksboliana
litoralisTs

[li.to.ra'lis] L. fem. adj. litoralis,
A species found in the coast

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "uncultured bacterium" in Silva 138.2. Based on metabolic reconstruction, 
peptidoglycan biosynthesis genes.

Species Oksboliella
glebicaTs

[gle.bi'ca] L. fem. n. gleba, clod
or lump of earth; L. fem. adj.
suff. -ica, suffix used with the
sense of belonging to; N.L.
fem. adj. glebica, Pertinent to
lumps of earth, referring to a
species found in soil

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Oksboliella glebica is inferred to encode peptidoglycan biosynthesis genes.

Species Oksbysoma
oricumTs

[o.ri'cum] L. fem. n. ora,
coastline; L. neut. adj. suff. -
icum, suffix used with the sense
of belonging to; N.L. neut. adj.
oricum, Pertinent to the coast,
referring to a species found in
the coast

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Oksbysoma oricum is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Oksenvadisoma
scandiaeTs

[scan.di'ae] N.L. gen. n.
scandiae, A species found in
Scandinavia

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Oksenvadisoma scandiae is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Olgodiaba
europaea

[eu.ro.pae'a] L. fem. adj.
europaea, European, referring
to a species found in Europe Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Olgodiaba europaea is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Olgodiaba
lacustrisTs

[la.cus'tris] L. fem. adj.
lacustris, A species found in a
lake

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Olgodiaba lacustris is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Olgodiaba similis
[si.mi'lis] L. fem. adj. similis, A
species related to but distinct
from the existing species

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Olgodiaba similis is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Olskerimonas
humicaTs

[hu'mi.ca] N.L. fem. adj.
humica, Pertinent to soil,
referring to a species found in
soil

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Olskerimonas humica is inferred to encode the rod shape-determining protein MreB, peptidoglycan biosynthesis genes and flagellar
genes.

Species Ottestrupium
contiguum

[con.ti'gu.um] L. neut. adj.
contiguum, Close to, referring to
a species related to but distinct
from the existing species

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "uncultured bacterium" in Silva 138.2. Based on metabolic reconstruction, 
MreB and peptidoglycan biosynthesis genes.

Species Ottestrupium
scandiae

[scan.di'ae] N.L. gen. n.
scandiae, A species found in
Scandinavia

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "uncultured bacterium" in Silva 138.2. Based on metabolic reconstruction, 
and peptidoglycan biosynthesis genes.

Species Ottestrupium
terreumTs

[ter're.um] L. neut. adj.
terreum, A species found in soil

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "uncultured bacterium" in Silva 138.2. Based on metabolic reconstruction, 
and peptidoglycan biosynthesis genes.

Species Ottingiana
contiguaTs

[con.ti'gu.a] L. fem. adj.
contigua, Close to, referring to a
species related to but distinct
from the existing species

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "uncultured actinobacterium" in Silva 138.2. Based on metabolic reconstruction, 
MreB and peptidoglycan biosynthesis genes.

Species Oudrupius
oricusTs

[o.ri'cus] L. fem. n. ora,
coastline; L. masc. adj. suff.  -
icus, suffix used with the sense
of belonging to; N.L. masc.
adj. oricus, Pertinent to the
coast, referring to a species
found in the coast

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Oudrupius oricus is inferred to encode the rod shape-determining protein MreB.
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Species
Outrupibacterium
humicumTs

[hu'mi.cum] N.L. neut. adj.
humicum, Pertinent to soil,
referring to a species found in
soil

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Outrupibacterium humicum is inferred to encode peptidoglycan biosynthesis genes.

Species
Outrupibacterium
telluricum

[te.llu.ri'cum] L. gen. fem. n.
telluris, soil or earth; L. neut.
adj. suff. -icum, suffix used
with the sense of belonging to;
L. neut. adj. telluricum,
Pertinent to soil, referring to a
species found in soil

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "uncultured delta proteobacterium" in Silva 138.2. Based on metabolic reconstruction, 
determining protein MreB and peptidoglycan biosynthesis genes.

Species
Outrupibacterium
terrestre

[ter.res'tre] L. neut. adj.
terrestre, A species found in soil

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "uncultured Thermaerobacter sp." in Silva 138.2. Based on metabolic reconstruction, 
determining protein MreB and peptidoglycan biosynthesis genes.

Species Padborgicola
propinquus

[pro.pin'quus] L. masc. adj.
propinquus, A species related to
but distinct from the existing
species

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Padborgicola propinquus is inferred to encode peptidoglycan biosynthesis genes.

Species Padborgicola
terreusTs

[ter're.us] L. masc. adj.
terreus, A species found in soil Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2.

Species Padborgisoma
europaeumTs

[eu.ro.pae'um] L. neut. adj.
europaeum, European, referring
to a species found in Europe

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Padborgisoma europaeum is inferred to encode the rod shape-determining protein MreB.

Species Pandrupibacter
contiguusTs

[con.ti'gu.us] L. masc. adj.
contiguus, Close to, referring to
a species related to but distinct
from the existing species

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Pandrupibacter contiguus is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Pederskeriella
vicinaTs

[vi.ci'na] L. fem. adj. vicina, A
species related to but distinct
from the existing species

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Pederskeriella vicina is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Pederskerisoma
simileTs

[si.mi'le] L. neut. adj. simile, A
species related to but distinct
from the existing species

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Pederskerisoma simile is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Pederskerius
aridusTs

[a'ri.dus] L. masc. adj. aridus,
Dry, referring to a species found
in arid soil

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Pederskerius aridus is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Periskagenicola
proximusTs

[pro'xi.mus] L. masc. adj.
proximus, Close to, referring to
a species related to but distinct
from the existing species

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "uncultured soil bacterium PRR-10" in Silva 138.2. Based on metabolic reconstruction, 
determining protein MreB and peptidoglycan biosynthesis genes.

Species Periskagenicola
vicinus

[vi.ci'nus] L. masc. adj. vicinus,
A species related to but distinct
from the existing species

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "uncultured soil bacterium PRR-10" in Silva 138.2. Based on metabolic reconstruction, 
protein MreB and peptidoglycan biosynthesis genes.

Species Periskagenivita
contigua

[con.ti'gu.a] L. fem. adj.
contigua, Close to, referring to a
species related to but distinct
from the existing species

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Periskagenivita contigua is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Periskagenivita
glebica

[gle.bi'ca] L. fem. n. gleba, clod
or lump of earth; L. fem. adj.
suff. -ica, suffix used with the
sense of belonging to; N.L.
fem. adj. glebica, Pertinent to
lumps of earth, referring to a
species found in soil

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Periskagenivita glebica is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Periskagenivita
humicaTs

[hu'mi.ca] N.L. fem. adj.
humica, Pertinent to soil,
referring to a species found in
soil

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "uncultured bacterium" in Silva 138.2. Based on metabolic reconstruction, 
and peptidoglycan biosynthesis genes.

Species Pjedstedimen [ter.res'tre] L. neut. adj. Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "uncultured bacterium" in Silva 138.2. Based on metabolic reconstruction, 
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terrestre terrestre, A species found in soil and peptidoglycan biosynthesis genes.

Species Pjedstedimen
terreumTs

[ter're.um] L. neut. adj.
terreum, A species found in soil Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Pjedstedimen terreum is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Povlskericola
scandiae

[scan.di'ae] N.L. gen. n.
scandiae, A species found in
Scandinavia

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Povlskericola scandiae is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Povlskericola
terrestrisTs

[ter.res'tris] L. masc. adj.
terrestris, A species found in soil Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Povlskericola terrestris is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Povlskerimen
telluricumTs

[te.llu.ri'cum] L. gen. fem. n.
telluris, soil or earth; L. neut.
adj. suff. -icum, suffix used
with the sense of belonging to;
L. neut. adj. telluricum,
Pertinent to soil, referring to a
species found in soil

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Povlskerimen telluricum is inferred to encode the rod shape-determining protein MreB.

Species Propeborkiana
aridaTs

[a'ri.da] L. fem. adj. arida, Dry,
referring to a species found in
arid soil

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Propeborkiana arida is inferred to encode the rod shape-determining protein MreB.

Species Propeborkiana
ripica

[ri.pi'ca] L. fem. n. ripa,
seashore; L. fem. adj. suff.  -
ica, suffix used with the sense of
belonging to; N.L. fem. adj.
ripica, Pertinent to the seashore,
referring to a species found in
the coast

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2.

Species Propeborkiella
affinis

[af.fi'nis] L. fem. adj. affinis, A
species related to but distinct
from the existing species

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Propeborkiella affinis is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Propeborkiella
europaeaTs

[eu.ro.pae'a] L. fem. adj.
europaea, European, referring
to a species found in Europe

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Propeborkiella europaea is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Propeborkiella
humica

[hu'mi.ca] N.L. fem. adj.
humica, Pertinent to soil,
referring to a species found in
soil

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Propeborkiella humica is inferred to encode peptidoglycan biosynthesis genes.

Species Propeborkiella
scandiae

[scan.di'ae] N.L. gen. n.
scandiae, A species found in
Scandinavia

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Propeborkiella scandiae is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species
Propenissumisoma affine

[af.fi'ne] L. neut. adj. affine, A
species related to but distinct
from the existing species

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "uncultured bacterium" in Silva 138.2. Based on metabolic reconstruction, 
MreB and peptidoglycan biosynthesis genes.

Species
Propenissumisoma
danicum

[da'ni.cum] L. neut. adj.
danicum, Danish, referring to a
species found in Denmark

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "uncultured Acidobacteria bacterium" in Silva 138.2. Based on metabolic reconstruction, 
determining protein MreB and peptidoglycan biosynthesis genes.

Species
Propenissumisoma
glebicum

[gle.bi'cum] L. fem. n. gleba,
clod or lump of earth; L. neut.
adj. suff. -icum, suffix used
with the sense of belonging to;
N.L. neut. adj. glebicum,
Pertinent to lumps of earth,
referring to a species found in
soil

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "uncultured bacterium" in Silva 138.2. Based on metabolic reconstruction, 
MreB and peptidoglycan biosynthesis genes.

Species
Propenissumisoma
humicum

[hu'mi.cum] N.L. neut. adj.
humicum, Pertinent to soil,
referring to a species found in
soil

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Propenissumisoma humicum is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species
Propenissumisoma
litorale

[li.to.ra'le] L. neut. adj. litorale,
A species found in the coast

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "uncultured Acidobacteria bacterium" in Silva 138.2. Based on metabolic reconstruction, 
determining protein MreB and peptidoglycan biosynthesis genes.
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Species
Propenissumisoma
oricum

[o.ri'cum] L. fem. n. ora,
coastline; L. neut. adj. suff. -
icum, suffix used with the sense
of belonging to; N.L. neut. adj.
oricum, Pertinent to the coast,
referring to a species found in
the coast

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "uncultured bacterium" in Silva 138.2. Based on metabolic reconstruction, 
MreB and peptidoglycan biosynthesis genes.

Species
Propenissumisoma
ripicum

[ri.pi'cum] L. fem. n. ripa,
seashore; L. neut. adj. suff. -
icum, suffix used with the sense
of belonging to; N.L. neut. adj.
ripicum, Pertinent to the
seashore, referring to a species
found in the coast

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "uncultured bacterium" in Silva 138.2. Based on metabolic reconstruction, 
MreB and peptidoglycan biosynthesis genes.

Species
Propenissumisoma simile

[si.mi'le] L. neut. adj. simile, A
species related to but distinct
from the existing species

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Propenissumisoma simile is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species
Propenissumisoma
terrestre

[ter.res'tre] L. neut. adj.
terrestre, A species found in soil

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "uncultured Desulfovirga sp." in Silva 138.2. Based on metabolic reconstruction, 
protein MreB and peptidoglycan biosynthesis genes.

Species
Propenissumisoma
terreumTs

[ter're.um] L. neut. adj.
terreum, A species found in soil Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Propenissumisoma terreum is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Propeskageniana
sediminisTs

[se.di.mi'nis] L. fem. gen. n.
sediminis, A species found in
sediments

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Propeskageniana sediminis is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Raabjergium
aridum

[a'ri.dum] L. neut. adj. aridum,
Dry, referring to a species found
in arid soil

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "uncultured bacterium" in Silva 138.2. Based on metabolic reconstruction, 
and peptidoglycan biosynthesis genes.

Species Raabjergium
glebicum

[gle.bi'cum] L. fem. n. gleba,
clod or lump of earth; L. neut.
adj. suff. -icum, suffix used
with the sense of belonging to;
N.L. neut. adj. glebicum,
Pertinent to lumps of earth,
referring to a species found in
soil

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "uncultured bacterium" in Silva 138.2. Based on metabolic reconstruction, 
and peptidoglycan biosynthesis genes.

Species Raabjergium
humicum

[hu'mi.cum] N.L. neut. adj.
humicum, Pertinent to soil,
referring to a species found in
soil

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Raabjergium humicum is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Raabjergium
oricum

[o.ri'cum] L. fem. n. ora,
coastline; L. neut. adj. suff. -
icum, suffix used with the sense
of belonging to; N.L. neut. adj.
oricum, Pertinent to the coast,
referring to a species found in
the coast

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "uncultured Acidobacteria bacterium" in Silva 138.2. Based on metabolic reconstruction, 
protein MreB and peptidoglycan biosynthesis genes.

Species Raabjergium
terreum

[ter're.um] L. neut. adj.
terreum, A species found in soil

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "uncultured Acidobacteria bacterium" in Silva 138.2. Based on metabolic reconstruction, 
protein MreB and peptidoglycan biosynthesis genes.

Species Raabjergium
vicinumTs

[vi.ci'num] L. neut. adj.
vicinum, A species related to
but distinct from the existing
species

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "uncultured Acidobacteria bacterium" in Silva 138.2. Based on metabolic reconstruction, 
protein MreB and peptidoglycan biosynthesis genes.

Species Raastediaba
similisTs

[si.mi'lis] L. fem. adj. similis, A
species related to but distinct
from the existing species

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Raastediaba similis is inferred to encode the rod shape-determining protein MreB.

Species
Rakkebybacterium affine

[af.fi'ne] L. neut. adj. affine, A
species related to but distinct
from the existing species

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "metagenome" in Silva 138.2. Based on metabolic reconstruction, Rakkebybacterium affine
peptidoglycan biosynthesis genes.

Species [a'ri.dum] L. neut. adj. aridum,
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Rakkebybacterium
aridum

Dry, referring to a species found
in arid soil

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "uncultured bacterium" in Silva 138.2. Based on metabolic reconstruction, 
MreB and peptidoglycan biosynthesis genes.

Species
Rakkebybacterium
europaeum

[eu.ro.pae'um] L. neut. adj.
europaeum, European, referring
to a species found in Europe

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "uncultured bacterium" in Silva 138.2. Based on metabolic reconstruction, 
protein MreB and peptidoglycan biosynthesis genes.

Species
Rakkebybacterium
glebicum

[gle.bi'cum] L. fem. n. gleba,
clod or lump of earth; L. neut.
adj. suff. -icum, suffix used
with the sense of belonging to;
N.L. neut. adj. glebicum,
Pertinent to lumps of earth,
referring to a species found in
soil

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "uncultured bacterium" in Silva 138.2. Based on metabolic reconstruction, 
MreB and peptidoglycan biosynthesis genes.

Species
Rakkebybacterium
oricumTs

[o.ri'cum] L. fem. n. ora,
coastline; L. neut. adj. suff. -
icum, suffix used with the sense
of belonging to; N.L. neut. adj.
oricum, Pertinent to the coast,
referring to a species found in
the coast

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "uncultured bacterium" in Silva 138.2. Based on metabolic reconstruction, 
MreB and peptidoglycan biosynthesis genes.

Species
Rakkebybacterium
septentrionale

[sep.ten.tri.o.na'le] L. neut.
adj. septentrionale, A species
found in the north (northern
Europe)

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "uncultured bacterium" in Silva 138.2. Based on metabolic reconstruction, 
protein MreB and peptidoglycan biosynthesis genes.

Species
Rakkebybacterium
terreum

[ter're.um] L. neut. adj.
terreum, A species found in soil

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "uncultured bacterium" in Silva 138.2. Based on metabolic reconstruction, 
MreB, peptidoglycan biosynthesis genes and flagellar genes.

Species Raklevivivens
borealisTs

[bo.re.a'lis] L. masc. adj.
borealis, Northern, referring to a
species found in the north
(northern Europe)

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Raklevivivens borealis is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Ramsingimen
lacustreTs

[la.cus'tre] L. neut. adj.
lacustre, A species found in a
lake

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Ramsingimen lacustre is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Ravnkildemen
humicum

[hu'mi.cum] N.L. neut. adj.
humicum, Pertinent to soil,
referring to a species found in
soil

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "uncultured Gemmatimonadales bacterium" in Silva 138.2. Based on metabolic reconstruction, 
determining protein MreB and peptidoglycan biosynthesis genes.

Species Ravnkildemen
nordicumTs

[nor'di.cum] L. neut. adj.
nordicum, Northern, referring to
a species found in the Nordic
region (northern Europe)

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "uncultured bacterium" in Silva 138.2. Based on metabolic reconstruction, 
MreB and peptidoglycan biosynthesis genes.

Species Ravnsnaesimen
vicinumTs

[vi.ci'num] L. neut. adj.
vicinum, A species related to
but distinct from the existing
species

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Ravnsnaesimen vicinum is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Reseniella
contigua

[con.ti'gu.a] L. fem. adj.
contigua, Close to, referring to a
species related to but distinct
from the existing species

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "uncultured actinobacterium" in Silva 138.2. Based on metabolic reconstruction, 

Species Reseniella
danica

[da'ni.ca] L. fem. adj. danica,
Danish, referring to a species
found in Denmark

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "uncultured bacterium" in Silva 138.2. Based on metabolic reconstruction, 

Species Reseniella
sediminisTs

[se.di.mi'nis] L. fem. gen. n.
sediminis, A species found in
sediments

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "uncultured bacterium" in Silva 138.2. Based on metabolic reconstruction, 

Species Reseniella vicina
[vi.ci'na] L. fem. adj. vicina, A
species related to but distinct
from the existing species

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "uncultured bacterium" in Silva 138.2. Based on metabolic reconstruction, 

Species Rimsoesoma [a'ri.dum] L. neut. adj. aridum, Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "uncultured bacterium" in Silva 138.2. Based on metabolic reconstruction, 
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aridumTs Dry, referring to a species found
in arid soil

and peptidoglycan biosynthesis genes.

Species Rimsoevivens
aridusTs

[a'ri.dus] L. masc. adj. aridus,
Dry, referring to a species found
in arid soil

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Rimsoevivens aridus is inferred to encode peptidoglycan biosynthesis genes.

Species Rindivita affinisTs
[af.fi'nis] L. fem. adj. affinis, A
species related to but distinct
from the existing species

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Rindivita affinis is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species
Ringivemicrobium
aridumTs

[a'ri.dum] L. neut. adj. aridum,
Dry, referring to a species found
in arid soil

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Ringivemicrobium aridum is inferred to encode peptidoglycan biosynthesis genes.

Species Rinkenaesisoma
oricum

[o.ri'cum] L. fem. n. ora,
coastline; L. neut. adj. suff. -
icum, suffix used with the sense
of belonging to; N.L. neut. adj.
oricum, Pertinent to the coast,
referring to a species found in
the coast

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "uncultured bacterium" in Silva 138.2. Based on metabolic reconstruction, 
and peptidoglycan biosynthesis genes.

Species Rinkenaesisoma
terreumTs

[ter're.um] L. neut. adj.
terreum, A species found in soil

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "uncultured bacterium" in Silva 138.2. Based on metabolic reconstruction, 
MreB and peptidoglycan biosynthesis genes.

Species Rinkenaesium
glebicumTs

[gle.bi'cum] L. fem. n. gleba,
clod or lump of earth; L. neut.
adj. suff. -icum, suffix used
with the sense of belonging to;
N.L. neut. adj. glebicum,
Pertinent to lumps of earth,
referring to a species found in
soil

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Rinkenaesium glebicum is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Risemonas
terreaTs

[ter're.a] L. fem. adj. terrea,
Pertinent to soil, referring to a
species found in soil

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Risemonas terrea is inferred to encode the rod shape-determining protein MreB, peptidoglycan biosynthesis genes and flagellar
genes.

Species Roebacterium
proximumTs

[pro'xi.mum] L. neut. adj.
proximum, Close to, referring to
a species related to but distinct
from the existing species

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Roebacterium proximum is inferred to encode peptidoglycan biosynthesis genes.

Species Roenbjergimen
lacustreTs

[la.cus'tre] L. neut. adj.
lacustre, A species found in a
lake

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Roenbjergimen lacustre is inferred to encode the rod shape-determining protein MreB.

Species Roerbaekicola
terreusTs

[ter're.us] L. masc. adj.
terreus, A species found in soil Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Roerbaekicola terreus is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Roerbyvivens
aquaticusTs

[a.qua.ti'cus] L. masc. adj.
aquaticus, A species found in
water

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Roerbyvivens aquaticus is inferred to encode the rod shape-determining protein MreB and flagellar genes.

Species Roesnaesimen
aquaticumTs

[a.qua.ti'cum] L. neut. adj.
aquaticum, A species found in
water

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Roesnaesimen aquaticum is inferred to encode the rod shape-determining protein MreB.

Species Rudicoccus
vicinusTs

[vi.ci'nus] L. masc. adj. vicinus,
A species related to but distinct
from the existing species

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "uncultured archaeon" in Silva 138.2.

Species Rudkobingisoma
glebicumTs

[gle.bi'cum] L. fem. n. gleba,
clod or lump of earth; L. neut.
adj. suff. -icum, suffix used
with the sense of belonging to;
N.L. neut. adj. glebicum,
Pertinent to lumps of earth,
referring to a species found in
soil

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Rudkobingisoma glebicum is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Rutskerihabitans
[pro'xi.mus] L. masc. adj.
proximus, Close to, referring to Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "uncultured bacterium" in Silva 138.2. Based on metabolic reconstruction, 
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proximus a species related to but distinct
from the existing species

MreB and peptidoglycan biosynthesis genes.

Species Rutskerihabitans
telluricusTs

[te.llu.ri'cus] L. gen. fem. n.
telluris, soil or earth; L. masc.
adj. suff. -icus, suffix used with
the sense of belonging to; L.
masc. adj. telluricus, Pertinent
to soil, referring to a species
found in soil

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "uncultured bacterium" in Silva 138.2. Based on metabolic reconstruction, 
MreB and peptidoglycan biosynthesis genes.

Species Rutskerihabitans
terreus

[ter're.us] L. masc. adj.
terreus, A species found in soil

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "uncultured bacterium" in Silva 138.2. Based on metabolic reconstruction, 
MreB and peptidoglycan biosynthesis genes.

Species Rydeaba danica
[da'ni.ca] L. fem. adj. danica,
Danish, referring to a species
found in Denmark

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "uncultured bacterium" in Silva 138.2. Based on metabolic reconstruction, 
peptidoglycan biosynthesis genes.

Species Rydeaba
lacustrisTs

[la.cus'tris] L. fem. adj.
lacustris, A species found in a
lake

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Rydeaba lacustris is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Ryemorpha
lacustrisTs

[la.cus'tris] L. fem. adj.
lacustris, A species found in a
lake

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "uncultured bacterium" in Silva 138.2. Based on metabolic reconstruction, 
and peptidoglycan biosynthesis genes.

Species Rysoma
lacustreTs

[la.cus'tre] L. neut. adj.
lacustre, A species found in a
lake

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Rysoma lacustre is inferred to encode the rod shape-determining protein MreB.

Species Saeddingium
ripicumTs

[ri.pi'cum] L. fem. n. ripa,
seashore; L. neut. adj. suff. -
icum, suffix used with the sense
of belonging to; N.L. neut. adj.
ripicum, Pertinent to the
seashore, referring to a species
found in the coast

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Saeddingium ripicum is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Sahliplasma
lacustreTs

[la.cus'tre] L. neut. adj.
lacustre, A species found in a
lake

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2.

Species Saltumihabitans
septentrionalisTs

[sep.ten.tri.o.na'lis] L. masc.
adj. septentrionalis, A species
found in the north (northern
Europe)

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Saltumihabitans septentrionalis is inferred to encode peptidoglycan biosynthesis genes.

Species Sebbericola
ripicusTs

[ri.pi'cus] L. fem. n. ripa,
seashore; L. masc. adj. suff.  -
icus, suffix used with the sense
of belonging to; N.L. masc.
adj. ripicus, Pertinent to the
seashore, referring to a species
found in the coast

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Sebbericola ripicus is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Sebberimonas
litoralis

[li.to.ra'lis] L. fem. adj. litoralis,
A species found in the coast

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Sebberimonas litoralis is inferred to encode the rod shape-determining protein MreB, peptidoglycan biosynthesis genes and flagellar
genes.

Species Sebberimonas
oricaTs

[o.ri'ca] L. fem. n. ora,
coastline; L. fem. adj. suff.  -
ica, suffix used with the sense of
belonging to; N.L. fem. adj.
orica, Pertinent to the coast,
referring to a species found in
the coast

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Sebberimonas orica is inferred to encode the rod shape-determining protein MreB, peptidoglycan biosynthesis genes and flagellar
genes.

Species Sebberium
ripicumTs

[ri.pi'cum] L. fem. n. ripa,
seashore; L. neut. adj. suff. -
icum, suffix used with the sense
of belonging to; N.L. neut. adj.
ripicum, Pertinent to the
seashore, referring to a species
found in the coast

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Sebberium ripicum is inferred to encode peptidoglycan biosynthesis genes and flagellar genes.
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Species Sedenicola
oricusTs

[o.ri'cus] L. fem. n. ora,
coastline; L. masc. adj. suff.  -
icus, suffix used with the sense
of belonging to; N.L. masc.
adj. oricus, Pertinent to the
coast, referring to a species
found in the coast

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Sedenicola oricus is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Sejerslevicola
scandiaeTs

[scan.di'ae] N.L. gen. n.
scandiae, A species found in
Scandinavia

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Sejerslevicola scandiae is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Sennelsisoma
propinquumTs

[pro.pin'quum] L. neut. adj.
propinquum, A species related
to but distinct from the existing
species

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Sennelsisoma propinquum is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Sevelisoma
lacustreTs

[la.cus'tre] L. neut. adj.
lacustre, A species found in a
lake

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Sevelisoma lacustre is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Siemiaba
propinqua

[pro.pin'qua] L. fem. adj.
propinqua, A species related to
but distinct from the existing
species

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Siemiaba propinqua is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Siemiaba
telluricaTs

[te.llu.ri'ca] L. gen. fem. n.
telluris, soil or earth; L. fem.
adj. suff. -ica, suffix used with
the sense of belonging to; L.
fem. adj. tellurica, Pertinent to
soil, referring to a species found
in soil

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Siemiaba tellurica is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Simestedium
europaeumTs

[eu.ro.pae'um] L. neut. adj.
europaeum, European, referring
to a species found in Europe

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "uncultured Coriobacteriaceae bacterium" in Silva 138.2. Based on metabolic reconstruction, 
determining protein MreB and peptidoglycan biosynthesis genes.

Species
Simmerboelleana nordica

[nor'di.ca] L. fem. adj. nordica,
Northern, referring to a species
found in the Nordic region
(northern Europe)

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "uncultured Rubrobacteria bacterium" in Silva 138.2. Based on metabolic reconstruction, 
determining protein MreB and peptidoglycan biosynthesis genes.

Species
Simmerboelleana
septentrionalisTs

[sep.ten.tri.o.na'lis] L. fem. adj.
septentrionalis, A species found
in the north (northern Europe)

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "uncultured Rubrobacteria bacterium" in Silva 138.2. Based on metabolic reconstruction, 
determining protein MreB and peptidoglycan biosynthesis genes.

Species
Simmerboelleana similis

[si.mi'lis] L. fem. adj. similis, A
species related to but distinct
from the existing species

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "uncultured Rubrobacteria bacterium" in Silva 138.2. Based on metabolic reconstruction, 
determining protein MreB and peptidoglycan biosynthesis genes.

Species Sjoerringivita
contiguaTs

[con.ti'gu.a] L. fem. adj.
contigua, Close to, referring to a
species related to but distinct
from the existing species

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Sjoerringivita contigua is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Sjoersleviaba
arida

[a'ri.da] L. fem. adj. arida, Dry,
referring to a species found in
arid soil

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Sjoersleviaba arida is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Sjoersleviaba
scandiae

[scan.di'ae] N.L. gen. n.
scandiae, A species found in
Scandinavia

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Sjoersleviaba scandiae is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Sjoersleviaba
similisTs

[si.mi'lis] L. fem. adj. similis, A
species related to but distinct
from the existing species

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Sjoersleviaba similis is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Sjoersleviaba
terrea

[ter're.a] L. fem. adj. terrea,
Pertinent to soil, referring to a
species found in soil

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Sjoersleviaba terrea is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Skadsibacterium
danicumTs

[da'ni.cum] L. neut. adj.
danicum, Danish, referring to a
species found in Denmark

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "uncultured Acidobacteria bacterium" in Silva 138.2. Based on metabolic reconstruction, 
determining protein MreB and peptidoglycan biosynthesis genes.
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Species Skadsibacterium
terreum

[ter're.um] L. neut. adj.
terreum, A species found in soil

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "uncultured Acidobacteria bacterium" in Silva 138.2. Based on metabolic reconstruction, 
determining protein MreB and peptidoglycan biosynthesis genes.

Species Skagenicola
nordicusTs

[nor'di.cus] L. masc. adj.
nordicus, Northern, referring to
a species found in the Nordic
region (northern Europe)

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "uncultured bacterium" in Silva 138.2. Based on metabolic reconstruction, 
and peptidoglycan biosynthesis genes.

Species Skageniella
vicinaTs

[vi.ci'na] L. fem. adj. vicina, A
species related to but distinct
from the existing species

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Skageniella vicina is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Skagenivita
sediminisTs

[se.di.mi'nis] L. fem. gen. n.
sediminis, A species found in
sediments

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Skagenivita sediminis is inferred to encode peptidoglycan biosynthesis genes.

Species Skallerupiana
lacustrisTs

[la.cus'tris] L. fem. adj.
lacustris, A species found in a
lake

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "uncultured bacterium" in Silva 138.2. Based on metabolic reconstruction, 
and peptidoglycan biosynthesis genes.

Species Skallerupius
borealis

[bo.re.a'lis] L. masc. adj.
borealis, Northern, referring to a
species found in the north
(northern Europe)

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "uncultured bacterium" in Silva 138.2. Based on metabolic reconstruction, 
and peptidoglycan biosynthesis genes.

Species Skallerupius
terreusTs

[ter're.us] L. masc. adj.
terreus, A species found in soil

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "uncultured bacterium" in Silva 138.2. Based on metabolic reconstruction, 
and peptidoglycan biosynthesis genes.

Species Skarresoella
similisTs

[si.mi'lis] L. fem. adj. similis, A
species related to but distinct
from the existing species

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Skarresoella similis is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Skebyvita
ripicaTs

[ri.pi'ca] L. fem. n. ripa,
seashore; L. fem. adj. suff.  -
ica, suffix used with the sense of
belonging to; N.L. fem. adj.
ripica, Pertinent to the seashore,
referring to a species found in
the coast

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Skebyvita ripica is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Skivemorpha
propinquaTs

[pro.pin'qua] L. fem. adj.
propinqua, A species related to
but distinct from the existing
species

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "uncultured bacterium" in Silva 138.2. Based on metabolic reconstruction, 
and peptidoglycan biosynthesis genes.

Species Skivemorpha
tellurica

[te.llu.ri'ca] L. gen. fem. n.
telluris, soil or earth; L. fem.
adj. suff. -ica, suffix used with
the sense of belonging to; L.
fem. adj. tellurica, Pertinent to
soil, referring to a species found
in soil

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "uncultured bacterium" in Silva 138.2. Based on metabolic reconstruction, 
and peptidoglycan biosynthesis genes.

Species Skivumivita
oricaTs

[o.ri'ca] L. fem. n. ora,
coastline; L. fem. adj. suff.  -
ica, suffix used with the sense of
belonging to; N.L. fem. adj.
orica, Pertinent to the coast,
referring to a species found in
the coast

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Skivumivita orica is inferred to encode peptidoglycan biosynthesis genes.

Species Skjoldhoejiana
telluricaTs

[te.llu.ri'ca] L. gen. fem. n.
telluris, soil or earth; L. fem.
adj. suff. -ica, suffix used with
the sense of belonging to; L.
fem. adj. tellurica, Pertinent to
soil, referring to a species found
in soil

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Skjoldhoejiana tellurica is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Skorpingiana
danicaTs

[da'ni.ca] L. fem. adj. danica,
Danish, referring to a species
found in Denmark

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Skorpingiana danica is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Skorpingiana [eu.ro.pae'a] L. fem. adj.
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europaea europaea, European, referring
to a species found in Europe

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Skorpingiana europaea is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Skorpingiana
lacustris

[la.cus'tris] L. fem. adj.
lacustris, A species found in a
lake

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Skorpingiana lacustris is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Skorpingiana
scandiae

[scan.di'ae] N.L. gen. n.
scandiae, A species found in
Scandinavia

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Skorpingiana scandiae is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Skorpingiana
terrea

[ter're.a] L. fem. adj. terrea,
Pertinent to soil, referring to a
species found in soil

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Skorpingiana terrea is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Skovlundivita
sediminisTs

[se.di.mi'nis] L. fem. gen. n.
sediminis, A species found in
sediments

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Skovlundivita sediminis is inferred to encode the rod shape-determining protein MreB, peptidoglycan biosynthesis genes and flagellar
genes.

Species Skroebelevimen
danicumTs

[da'ni.cum] L. neut. adj.
danicum, Danish, referring to a
species found in Denmark Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Skroebelevimen danicum is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Skrydstrupicola
danicusTs

[da'ni.cus] L. masc. adj.
danicus, Danish, referring to a
species found in Denmark

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Skrydstrupicola danicus is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species
Skyumibacterium
contiguum

[con.ti'gu.um] L. neut. adj.
contiguum, Close to, referring to
a species related to but distinct
from the existing species

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "uncultured bacterium" in Silva 138.2. Based on metabolic reconstruction, 
MreB and peptidoglycan biosynthesis genes.

Species
Skyumibacterium litorale

[li.to.ra'le] L. neut. adj. litorale,
A species found in the coast

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "metagenome" in Silva 138.2. Based on metabolic reconstruction, Skyumibacterium litorale
peptidoglycan biosynthesis genes.

Species
Skyumibacterium
oricumTs

[o.ri'cum] L. fem. n. ora,
coastline; L. neut. adj. suff. -
icum, suffix used with the sense
of belonging to; N.L. neut. adj.
oricum, Pertinent to the coast,
referring to a species found in
the coast

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Skyumibacterium oricum is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species
Skyumibacterium
propinquum

[pro.pin'quum] L. neut. adj.
propinquum, A species related
to but distinct from the existing
species

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "uncultured bacterium" in Silva 138.2. Based on metabolic reconstruction, 
protein MreB and peptidoglycan biosynthesis genes.

Species
Skyumibacterium
proximum

[pro'xi.mum] L. neut. adj.
proximum, Close to, referring to
a species related to but distinct
from the existing species

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "metagenome" in Silva 138.2. Based on metabolic reconstruction, Skyumibacterium proximum
and peptidoglycan biosynthesis genes.

Species
Skyumibacterium
scandiae

[scan.di'ae] N.L. gen. n.
scandiae, A species found in
Scandinavia

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Skyumibacterium scandiae is inferred to encode peptidoglycan biosynthesis genes.

Species Smollerupiana
arida

[a'ri.da] L. fem. adj. arida, Dry,
referring to a species found in
arid soil

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "uncultured bacterium" in Silva 138.2. Based on metabolic reconstruction, 
and peptidoglycan biosynthesis genes.

Species Smollerupiana
borealis

[bo.re.a'lis] L. fem. adj.
borealis, Northern, referring to a
species found in the north
(northern Europe)

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "uncultured Gemmatimonadetes bacterium" in Silva 138.2. Based on metabolic reconstruction, 
determining protein MreB and peptidoglycan biosynthesis genes.

Species Smollerupiana
contigua

[con.ti'gu.a] L. fem. adj.
contigua, Close to, referring to a
species related to but distinct
from the existing species

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "uncultured bacterium" in Silva 138.2. Based on metabolic reconstruction, 
and peptidoglycan biosynthesis genes.

Species Smollerupiana

[gle.bi'ca] L. fem. n. gleba, clod
or lump of earth; L. fem. adj.
suff. -ica, suffix used with the Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "uncultured Gemmatimonadetes bacterium" in Silva 138.2. Based on metabolic reconstruction, 
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glebicaTs sense of belonging to; N.L.
fem. adj. glebica, Pertinent to
lumps of earth, referring to a
species found in soil

determining protein MreB and peptidoglycan biosynthesis genes.

Species Smollerupiana
humica

[hu'mi.ca] N.L. fem. adj.
humica, Pertinent to soil,
referring to a species found in
soil

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "uncultured Gemmatimonadales bacterium" in Silva 138.2. Based on metabolic reconstruction, 
determining protein MreB and peptidoglycan biosynthesis genes.

Species Smollerupiana
septentrionalis

[sep.ten.tri.o.na'lis] L. fem. adj.
septentrionalis, A species found
in the north (northern Europe)

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "uncultured bacterium" in Silva 138.2. Based on metabolic reconstruction, 
protein MreB and peptidoglycan biosynthesis genes.

Species Smollerupiana
tellurica

[te.llu.ri'ca] L. gen. fem. n.
telluris, soil or earth; L. fem.
adj. suff. -ica, suffix used with
the sense of belonging to; L.
fem. adj. tellurica, Pertinent to
soil, referring to a species found
in soil

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "uncultured Gemmatimonas sp." in Silva 138.2. Based on metabolic reconstruction, 
protein MreB and peptidoglycan biosynthesis genes.

Species Smollerupiana
terrestris

[ter.res'tris] L. fem. adj.
terrestris, A species found in soil

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "uncultured Gemmatimonadetes bacterium" in Silva 138.2. Based on metabolic reconstruction, 
determining protein MreB and peptidoglycan biosynthesis genes.

Species Snogebaekimen
danicumTs

[da'ni.cum] L. neut. adj.
danicum, Danish, referring to a
species found in Denmark

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "uncultured bacterium" in Silva 138.2. Based on metabolic reconstruction, 
MreB and peptidoglycan biosynthesis genes.

Species Snogebaekimen
glebicum

[gle.bi'cum] L. fem. n. gleba,
clod or lump of earth; L. neut.
adj. suff. -icum, suffix used
with the sense of belonging to;
N.L. neut. adj. glebicum,
Pertinent to lumps of earth,
referring to a species found in
soil

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "uncultured bacterium" in Silva 138.2. Based on metabolic reconstruction, 
MreB and peptidoglycan biosynthesis genes.

Species Snogebaekimen
humicum

[hu'mi.cum] N.L. neut. adj.
humicum, Pertinent to soil,
referring to a species found in
soil

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "uncultured Acidobacteria bacterium" in Silva 138.2. Based on metabolic reconstruction, 
determining protein MreB and peptidoglycan biosynthesis genes.

Species Snogebaekimen
nordicum

[nor'di.cum] L. neut. adj.
nordicum, Northern, referring to
a species found in the Nordic
region (northern Europe)

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "uncultured bacterium" in Silva 138.2. Based on metabolic reconstruction, 
MreB and peptidoglycan biosynthesis genes.

Species Snogebaekimen
telluricum

[te.llu.ri'cum] L. gen. fem. n.
telluris, soil or earth; L. neut.
adj. suff. -icum, suffix used
with the sense of belonging to;
L. neut. adj. telluricum,
Pertinent to soil, referring to a
species found in soil

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "uncultured Acidobacteria bacterium" in Silva 138.2. Based on metabolic reconstruction, 
determining protein MreB and peptidoglycan biosynthesis genes.

Species Snogebaekisoma
terrestreTs

[ter.res'tre] L. neut. adj.
terrestre, A species found in soil Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Snogebaekisoma terrestre is inferred to encode the rod shape-determining protein MreB.

Species Soeftenivita
terreaTs

[ter're.a] L. fem. adj. terrea,
Pertinent to soil, referring to a
species found in soil

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Soeftenivita terrea is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Soeftenivita
terrestris

[ter.res'tris] L. fem. adj.
terrestris, A species found in soil

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "uncultured bacterium" in Silva 138.2. Based on metabolic reconstruction, 
and peptidoglycan biosynthesis genes.

Species Soelleroedius
adiacensTs

[ad.ia'cens] L. masc. part. adj.
adiacens, Next to, referring to a
species related to but distinct
from the existing species

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Soelleroedius adiacens is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Soenderbyus
aridusTs

[a'ri.dus] L. masc. adj. aridus,
Dry, referring to a species found Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Soenderbyus aridus is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.
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in arid soil
Species Soenderhonella
aridaTs

[a'ri.da] L. fem. adj. arida, Dry,
referring to a species found in
arid soil

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "uncultured bacterium" in Silva 138.2. Based on metabolic reconstruction, 
and peptidoglycan biosynthesis genes.

Species Soenderhonella
ripica

[ri.pi'ca] L. fem. n. ripa,
seashore; L. fem. adj. suff.  -
ica, suffix used with the sense of
belonging to; N.L. fem. adj.
ripica, Pertinent to the seashore,
referring to a species found in
the coast

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Soenderhonella ripica is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Soenderhous
aridusTs

[a'ri.dus] L. masc. adj. aridus,
Dry, referring to a species found
in arid soil

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "uncultured Acidobacteria bacterium" in Silva 138.2. Based on metabolic reconstruction, 
protein MreB and peptidoglycan biosynthesis genes.

Species Soenderupiella
oricaTs

[o.ri'ca] L. fem. n. ora,
coastline; L. fem. adj. suff.  -
ica, suffix used with the sense of
belonging to; N.L. fem. adj.
orica, Pertinent to the coast,
referring to a species found in
the coast

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Soenderupiella orica is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Softeniella
danica

[da'ni.ca] L. fem. adj. danica,
Danish, referring to a species
found in Denmark

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "uncultured actinobacterium" in Silva 138.2. Based on metabolic reconstruction, 
MreB and peptidoglycan biosynthesis genes.

Species Softeniella
glebicaTs

[gle.bi'ca] L. fem. n. gleba, clod
or lump of earth; L. fem. adj.
suff. -ica, suffix used with the
sense of belonging to; N.L.
fem. adj. glebica, Pertinent to
lumps of earth, referring to a
species found in soil

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Softeniella glebica is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Softeniella
terrea

[ter're.a] L. fem. adj. terrea,
Pertinent to soil, referring to a
species found in soil

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "uncultured bacterium" in Silva 138.2. Based on metabolic reconstruction, 
peptidoglycan biosynthesis genes.

Species Sommerstediella
propinquaTs

[pro.pin'qua] L. fem. adj.
propinqua, A species related to
but distinct from the existing
species

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2.

Species
Sonderborgisoma
propinquumTs

[pro.pin'quum] L. neut. adj.
propinquum, A species related
to but distinct from the existing
species

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Sonderborgisoma propinquum is inferred to encode peptidoglycan biosynthesis genes.

Species Spoerringium
europaeumTs

[eu.ro.pae'um] L. neut. adj.
europaeum, European, referring
to a species found in Europe

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Spoerringium europaeum is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Stabyaba
vicinaTs

[vi.ci'na] L. fem. adj. vicina, A
species related to but distinct
from the existing species

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Stabyaba vicina is inferred to encode peptidoglycan biosynthesis genes.

Species Stabymorpha
septentrionalisTs

[sep.ten.tri.o.na'lis] L. fem. adj.
septentrionalis, A species found
in the north (northern Europe)

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "uncultured bacterium" in Silva 138.2. Based on metabolic reconstruction, 

Species Stagstrupiana
europaeaTs

[eu.ro.pae'a] L. fem. adj.
europaea, European, referring
to a species found in Europe

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Stagstrupiana europaea is inferred to encode peptidoglycan biosynthesis genes.

Species Starupimen
europaeum

[eu.ro.pae'um] L. neut. adj.
europaeum, European, referring
to a species found in Europe

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "uncultured Acidobacteria bacterium" in Silva 138.2. Based on metabolic reconstruction, 
determining protein MreB and peptidoglycan biosynthesis genes.

Species Starupimen

[gle.bi'cum] L. fem. n. gleba,
clod or lump of earth; L. neut.
adj. suff. -icum, suffix used
with the sense of belonging to; Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Starupimen glebicum is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.
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glebicum N.L. neut. adj. glebicum,
Pertinent to lumps of earth,
referring to a species found in
soil

Species Starupimen
simile

[si.mi'le] L. neut. adj. simile, A
species related to but distinct
from the existing species

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "uncultured bacterium" in Silva 138.2. Based on metabolic reconstruction, 
peptidoglycan biosynthesis genes.

Species Starupimen
telluricumTs

[te.llu.ri'cum] L. gen. fem. n.
telluris, soil or earth; L. neut.
adj. suff. -icum, suffix used
with the sense of belonging to;
L. neut. adj. telluricum,
Pertinent to soil, referring to a
species found in soil

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "uncultured bacterium" in Silva 138.2. Based on metabolic reconstruction, 
and peptidoglycan biosynthesis genes.

Species Starupiplasma
septentrionaleTs

[sep.ten.tri.o.na'le] L. neut.
adj. septentrionale, A species
found in the north (northern
Europe)

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "uncultured Thermoplasmatales archaeon" in Silva 138.2.

Species Starupisoma
danicumTs

[da'ni.cum] L. neut. adj.
danicum, Danish, referring to a
species found in Denmark

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Starupisoma danicum is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Stavnsholtiana
nordicaTs

[nor'di.ca] L. fem. adj. nordica,
Northern, referring to a species
found in the Nordic region
(northern Europe)

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Stavnsholtiana nordica is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Stegevita
borealisTs

[bo.re.a'lis] L. fem. adj.
borealis, Northern, referring to a
species found in the north
(northern Europe)

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Stegevita borealis is inferred to encode peptidoglycan biosynthesis genes.

Species Steppingicola
contiguus

[con.ti'gu.us] L. masc. adj.
contiguus, Close to, referring to
a species related to but distinct
from the existing species

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Steppingicola contiguus is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Steppingicola
scandiaeTs

[scan.di'ae] N.L. gen. n.
scandiae, A species found in
Scandinavia

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Steppingicola scandiae is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Stevnsiana arida
[a'ri.da] L. fem. adj. arida, Dry,
referring to a species found in
arid soil

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "uncultured bacterium" in Silva 138.2. Based on metabolic reconstruction, 
peptidoglycan biosynthesis genes.

Species Stevnsiana
litoralis

[li.to.ra'lis] L. fem. adj. litoralis,
A species found in the coast

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "uncultured Chloroflexi bacterium" in Silva 138.2. Based on metabolic reconstruction, 
protein MreB and peptidoglycan biosynthesis genes.

Species Stevnsiana
telluricaTs

[te.llu.ri'ca] L. gen. fem. n.
telluris, soil or earth; L. fem.
adj. suff. -ica, suffix used with
the sense of belonging to; L.
fem. adj. tellurica, Pertinent to
soil, referring to a species found
in soil

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "uncultured Chloroflexus sp." in Silva 138.2. Based on metabolic reconstruction, 
MreB and peptidoglycan biosynthesis genes.

Species Stevnsiana
terrea

[ter're.a] L. fem. adj. terrea,
Pertinent to soil, referring to a
species found in soil

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "uncultured Chloroflexus sp." in Silva 138.2. Based on metabolic reconstruction, 
and peptidoglycan biosynthesis genes.

Species Stigella orica

[o.ri'ca] L. fem. n. ora,
coastline; L. fem. adj. suff.  -
ica, suffix used with the sense of
belonging to; N.L. fem. adj.
orica, Pertinent to the coast,
referring to a species found in
the coast

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Stigella orica is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Stigella
septentrionalis

[sep.ten.tri.o.na'lis] L. fem. adj.
septentrionalis, A species found
in the north (northern Europe)

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Stigella septentrionalis is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Proposed Taxon Etymology Description

https://seqco.de/i:54763
https://seqco.de/i:54726
https://seqco.de/i:54386
https://seqco.de/i:53939
https://seqco.de/i:54114
https://seqco.de/i:54018
https://seqco.de/i:54204
https://seqco.de/i:54205
https://seqco.de/i:54208
https://seqco.de/i:54199
https://seqco.de/i:54218
https://seqco.de/i:54217
https://seqco.de/i:53478
https://seqco.de/i:53477


Species Stigella
telluricaTs

[te.llu.ri'ca] L. gen. fem. n.
telluris, soil or earth; L. fem.
adj. suff. -ica, suffix used with
the sense of belonging to; L.
fem. adj. tellurica, Pertinent to
soil, referring to a species found
in soil

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Stigella tellurica is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Stjaerimonas
arida

[a'ri.da] L. fem. adj. arida, Dry,
referring to a species found in
arid soil

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "uncultured sludge bacterium A34" in Silva 138.2. Based on metabolic reconstruction, 
protein MreB and peptidoglycan biosynthesis genes.

Species Stjaerimonas
propinquaTs

[pro.pin'qua] L. fem. adj.
propinqua, A species related to
but distinct from the existing
species

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "uncultured bacterium" in Silva 138.2. Based on metabolic reconstruction, 
MreB, peptidoglycan biosynthesis genes and flagellar genes.

Species Stoholmivita
danicaTs

[da'ni.ca] L. fem. adj. danica,
Danish, referring to a species
found in Denmark

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "uncultured bacterium" in Silva 138.2. Based on metabolic reconstruction, 
and peptidoglycan biosynthesis genes.

Species Strandbycoccus
aridusTs

[a'ri.dus] L. masc. adj. aridus,
Dry, referring to a species found
in arid soil

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Strandbycoccus aridus is inferred to encode peptidoglycan biosynthesis genes.

Species Strynoehabitans
proximusTs

[pro'xi.mus] L. masc. adj.
proximus, Close to, referring to
a species related to but distinct
from the existing species

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "uncultured bacterium" in Silva 138.2. Based on metabolic reconstruction, 

Species
Strynoemicrobium
terreumTs

[ter're.um] L. neut. adj.
terreum, A species found in soil

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "uncultured Chitinophagaceae bacterium" in Silva 138.2. Based on metabolic reconstruction, 
determining protein MreB and peptidoglycan biosynthesis genes.

Species Strynoevita
nordicaTs

[nor'di.ca] L. fem. adj. nordica,
Northern, referring to a species
found in the Nordic region
(northern Europe)

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Strynoevita nordica is inferred to encode the rod shape-determining protein MreB.

Species Suldrupibacter
telluricusTs

[te.llu.ri'cus] L. gen. fem. n.
telluris, soil or earth; L. masc.
adj. suff. -icus, suffix used with
the sense of belonging to; L.
masc. adj. telluricus, Pertinent
to soil, referring to a species
found in soil

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Suldrupibacter telluricus is inferred to encode the rod shape-determining protein MreB.

Species Svejbaekivita
borealisTs

[bo.re.a'lis] L. fem. adj.
borealis, Northern, referring to a
species found in the north
(northern Europe)

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Svejbaekivita borealis is inferred to encode peptidoglycan biosynthesis genes.

Species Syvimonas
contiguaTs

[con.ti'gu.a] L. fem. adj.
contigua, Close to, referring to a
species related to but distinct
from the existing species

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "uncultured bacterium" in Silva 138.2. Based on metabolic reconstruction, 
flagellar genes.

Species Taebringicola
ripicusTs

[ri.pi'cus] L. fem. n. ripa,
seashore; L. masc. adj. suff.  -
icus, suffix used with the sense
of belonging to; N.L. masc.
adj. ripicus, Pertinent to the
seashore, referring to a species
found in the coast

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "uncultured Chitinophagaceae bacterium" in Silva 138.2. Based on metabolic reconstruction, 
determining protein MreB and peptidoglycan biosynthesis genes.

Species Tejniella affinisTs
[af.fi'nis] L. fem. adj. affinis, A
species related to but distinct
from the existing species

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "uncultured bacterium" in Silva 138.2. Based on metabolic reconstruction, 

Species Testrupibacter
propinquusTs

[pro.pin'quus] L. masc. adj.
propinquus, A species related to
but distinct from the existing
species

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Testrupibacter propinquus is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

[gle.bi'cus] L. fem. n. gleba,
clod or lump of earth; L. masc.
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Species Themius
glebicus

adj. suff. -icus, suffix used with
the sense of belonging to; N.L.
masc. adj. glebicus, Pertinent
to lumps of earth, referring to a
species found in soil

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "uncultured Conexibacteraceae bacterium" in Silva 138.2. Based on metabolic reconstruction, 
protein MreB and peptidoglycan biosynthesis genes.

Species Themius
telluricusTs

[te.llu.ri'cus] L. gen. fem. n.
telluris, soil or earth; L. masc.
adj. suff. -icus, suffix used with
the sense of belonging to; L.
masc. adj. telluricus, Pertinent
to soil, referring to a species
found in soil

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "uncultured Conexibacteraceae bacterium" in Silva 138.2. Based on metabolic reconstruction, 
determining protein MreB and peptidoglycan biosynthesis genes.

Species Thorningiella
affinis

[af.fi'nis] L. fem. adj. affinis, A
species related to but distinct
from the existing species

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Thorningiella affinis is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Thorningiella
arida

[a'ri.da] L. fem. adj. arida, Dry,
referring to a species found in
arid soil

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "uncultured bacterium" in Silva 138.2. Based on metabolic reconstruction, 
peptidoglycan biosynthesis genes.

Species Thorningiella
danica

[da'ni.ca] L. fem. adj. danica,
Danish, referring to a species
found in Denmark Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Thorningiella danica is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Thorningiella
glebica

[gle.bi'ca] L. fem. n. gleba, clod
or lump of earth; L. fem. adj.
suff. -ica, suffix used with the
sense of belonging to; N.L.
fem. adj. glebica, Pertinent to
lumps of earth, referring to a
species found in soil

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "uncultured forest soil bacterium" in Silva 138.2. Based on metabolic reconstruction, 
protein MreB and peptidoglycan biosynthesis genes.

Species Thorningiella
humicaTs

[hu'mi.ca] N.L. fem. adj.
humica, Pertinent to soil,
referring to a species found in
soil

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "uncultured bacterium" in Silva 138.2. Based on metabolic reconstruction, 
and peptidoglycan biosynthesis genes.

Species Thorningiella
lacustris

[la.cus'tris] L. fem. adj.
lacustris, A species found in a
lake

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Thorningiella lacustris is inferred to encode the rod shape-determining protein MreB, peptidoglycan biosynthesis genes and flagellar
genes.

Species Thorningiella
propinqua

[pro.pin'qua] L. fem. adj.
propinqua, A species related to
but distinct from the existing
species

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "uncultured bacterium" in Silva 138.2. Based on metabolic reconstruction, 
and peptidoglycan biosynthesis genes.

Species Thorningiella
septentrionalis

[sep.ten.tri.o.na'lis] L. fem. adj.
septentrionalis, A species found
in the north (northern Europe)

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "uncultured forest soil bacterium" in Silva 138.2. Based on metabolic reconstruction, 
determining protein MreB and peptidoglycan biosynthesis genes.

Species Thorningiella
terrea

[ter're.a] L. fem. adj. terrea,
Pertinent to soil, referring to a
species found in soil

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "uncultured bacterium" in Silva 138.2. Based on metabolic reconstruction, 
and peptidoglycan biosynthesis genes.

Species Thorningiella
terrestris

[ter.res'tris] L. fem. adj.
terrestris, A species found in soil Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Thorningiella terrestris is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Thorstrupivita
borealis

[bo.re.a'lis] L. fem. adj.
borealis, Northern, referring to a
species found in the north
(northern Europe)

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "uncultured soil bacterium" in Silva 138.2. Based on metabolic reconstruction, 
MreB and peptidoglycan biosynthesis genes.

Species Thorstrupivita
danicaTs

[da'ni.ca] L. fem. adj. danica,
Danish, referring to a species
found in Denmark

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "uncultured Levilinea sp." in Silva 138.2. Based on metabolic reconstruction, 
and peptidoglycan biosynthesis genes.

Species Thorstrupivita
humica

[hu'mi.ca] N.L. fem. adj.
humica, Pertinent to soil,
referring to a species found in
soil

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "uncultured bacterium" in Silva 138.2. Based on metabolic reconstruction, 
and peptidoglycan biosynthesis genes.

[ri.pi'ca] L. fem. n. ripa,
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Species Thorstrupivita
ripica

seashore; L. fem. adj. suff.  -
ica, suffix used with the sense of
belonging to; N.L. fem. adj.
ripica, Pertinent to the seashore,
referring to a species found in
the coast

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "metagenome" in Silva 138.2. Based on metabolic reconstruction, Thorstrupivita ripica
peptidoglycan biosynthesis genes.

Species Thorstrupivita
sediminis

[se.di.mi'nis] L. fem. gen. n.
sediminis, A species found in
sediments

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "uncultured bacterium" in Silva 138.2. Based on metabolic reconstruction, 
MreB and peptidoglycan biosynthesis genes.

Species Thorstrupivita
similis

[si.mi'lis] L. fem. adj. similis, A
species related to but distinct
from the existing species

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "uncultured soil bacterium" in Silva 138.2. Based on metabolic reconstruction, 
MreB and peptidoglycan biosynthesis genes.

Species Thuroehabitans
terreusTs

[ter're.us] L. masc. adj.
terreus, A species found in soil Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Thuroehabitans terreus is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Thuromorpha
humicaTs

[hu'mi.ca] N.L. fem. adj.
humica, Pertinent to soil,
referring to a species found in
soil

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Thuromorpha humica is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Thyboroeniana
vicinaTs

[vi.ci'na] L. fem. adj. vicina, A
species related to but distinct
from the existing species

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Thyboroeniana vicina is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Thyboroniella
sediminisTs

[se.di.mi'nis] L. fem. gen. n.
sediminis, A species found in
sediments

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Thyboroniella sediminis is inferred to encode the rod shape-determining protein MreB.

Species Tilstibacterium
glebicumTs

[gle.bi'cum] L. fem. n. gleba,
clod or lump of earth; L. neut.
adj. suff. -icum, suffix used
with the sense of belonging to;
N.L. neut. adj. glebicum,
Pertinent to lumps of earth,
referring to a species found in
soil

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Tilstibacterium glebicum is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Tilstibacterium
terrestre

[ter.res'tre] L. neut. adj.
terrestre, A species found in soil Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Tilstibacterium terrestre is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Tinglevius
terreusTs

[ter're.us] L. masc. adj.
terreus, A species found in soil Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "uncultured bacterium" in Silva 138.2. Based on metabolic reconstruction, 

Species Tirslundisoma
contiguumTs

[con.ti'gu.um] L. neut. adj.
contiguum, Close to, referring to
a species related to but distinct
from the existing species

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Tirslundisoma contiguum is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Tistedium
terreumTs

[ter're.um] L. neut. adj.
terreum, A species found in soil Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Tistedium terreum is inferred to encode peptidoglycan biosynthesis genes.

Species Toemmerupius
aquaticusTs

[a.qua.ti'cus] L. masc. adj.
aquaticus, A species found in
water

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Toemmerupius aquaticus is inferred to encode peptidoglycan biosynthesis genes.

Species Toenningivita
contiguaTs

[con.ti'gu.a] L. fem. adj.
contigua, Close to, referring to a
species related to but distinct
from the existing species

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Toenningivita contigua is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Tolnella terreaTs
[ter're.a] L. fem. adj. terrea,
Pertinent to soil, referring to a
species found in soil

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Tolnella terrea is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Tolstrupiaba
sediminisTs

[se.di.mi'nis] L. fem. gen. n.
sediminis, A species found in
sediments

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Tolstrupiaba sediminis is inferred to encode peptidoglycan biosynthesis genes.

[la.cus'tre] L. neut. adj.
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Species Tornbymen
lacustreTs

lacustre, A species found in a
lake

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Tornbymen lacustre is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Torupivita
contigua

[con.ti'gu.a] L. fem. adj.
contigua, Close to, referring to a
species related to but distinct
from the existing species

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "uncultured bacterium" in Silva 138.2. Based on metabolic reconstruction, 
peptidoglycan biosynthesis genes.

Species Torupivita
terreaTs

[ter're.a] L. fem. adj. terrea,
Pertinent to soil, referring to a
species found in soil

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "uncultured bacterium" in Silva 138.2. Based on metabolic reconstruction, 
peptidoglycan biosynthesis genes.

Species Tranbjergivita
borealisTs

[bo.re.a'lis] L. fem. adj.
borealis, Northern, referring to a
species found in the north
(northern Europe)

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Tranbjergivita borealis is inferred to encode the rod shape-determining protein MreB.

Species Tranbjergivita
europaea

[eu.ro.pae'a] L. fem. adj.
europaea, European, referring
to a species found in Europe

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Tranbjergivita europaea is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Tranderupimen
humicumTs

[hu'mi.cum] N.L. neut. adj.
humicum, Pertinent to soil,
referring to a species found in
soil

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Tranderupimen humicum is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Treenighedsiaba
oricaTs

[o.ri'ca] L. fem. n. ora,
coastline; L. fem. adj. suff.  -
ica, suffix used with the sense of
belonging to; N.L. fem. adj.
orica, Pertinent to the coast,
referring to a species found in
the coast

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "uncultured bacterium" in Silva 138.2. Based on metabolic reconstruction, 
and peptidoglycan biosynthesis genes.

Species Treenighedsius
litoralisTs

[li.to.ra'lis] L. masc. adj.
litoralis, A species found in the
coast

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Treenighedsius litoralis is inferred to encode peptidoglycan biosynthesis genes.

Species Troensella
telluricaTs

[te.llu.ri'ca] L. gen. fem. n.
telluris, soil or earth; L. fem.
adj. suff. -ica, suffix used with
the sense of belonging to; L.
fem. adj. tellurica, Pertinent to
soil, referring to a species found
in soil

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Troensella tellurica is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Tyrstrupium
borealeTs

[bo.re.a'le] L. neut. adj.
boreale, Northern, referring to a
species found in the north
(northern Europe)

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Tyrstrupium boreale is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Ubbysoma
aquaticumTs

[a.qua.ti'cum] L. neut. adj.
aquaticum, A species found in
water

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Ubbysoma aquaticum is inferred to encode the rod shape-determining protein MreB.

Species Ugevita
sediminis

[se.di.mi'nis] L. fem. gen. n.
sediminis, A species found in
sediments

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "uncultured Bellilinea sp." in Silva 138.2. Based on metabolic reconstruction, 
and peptidoglycan biosynthesis genes.

Species Ugevita terreaTs
[ter're.a] L. fem. adj. terrea,
Pertinent to soil, referring to a
species found in soil

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "uncultured bacterium" in Silva 138.2. Based on metabolic reconstruction, 
peptidoglycan biosynthesis genes.

Species Ulfborgiaba
vicinaTs

[vi.ci'na] L. fem. adj. vicina, A
species related to but distinct
from the existing species

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Ulfborgiaba vicina is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species
Vaerlosemicrobium
telluricumTs

[te.llu.ri'cum] L. gen. fem. n.
telluris, soil or earth; L. neut.
adj. suff. -icum, suffix used
with the sense of belonging to;
L. neut. adj. telluricum,
Pertinent to soil, referring to a
species found in soil

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Vaerlosemicrobium telluricum is inferred to encode peptidoglycan biosynthesis genes.
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Species Vaersleviaba
affinisTs

[af.fi'nis] L. fem. adj. affinis, A
species related to but distinct
from the existing species

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Vaersleviaba affinis is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Vaersleviaba
aquatica

[a.qua.ti'ca] L. fem. adj.
aquatica, A species found in
water

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Vaersleviaba aquatica is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Vandetiella
adiacensTs

[ad.ia'cens] L. fem. part. adj.
adiacens, Next to, referring to a
species related to but distinct
from the existing species

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "uncultured Sphingobacteriia bacterium" in Silva 138.2. Based on metabolic reconstruction, 
determining protein MreB and peptidoglycan biosynthesis genes.

Species Vandetiella
affinis

[af.fi'nis] L. fem. adj. affinis, A
species related to but distinct
from the existing species

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Vandetiella affinis is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Vandetiella arida
[a'ri.da] L. fem. adj. arida, Dry,
referring to a species found in
arid soil

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "uncultured bacterium" in Silva 138.2. Based on metabolic reconstruction, 
peptidoglycan biosynthesis genes.

Species Vandetiella
borealis

[bo.re.a'lis] L. fem. adj.
borealis, Northern, referring to a
species found in the north
(northern Europe)

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Vandetiella borealis is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Vandetiella
contigua

[con.ti'gu.a] L. fem. adj.
contigua, Close to, referring to a
species related to but distinct
from the existing species

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Vandetiella contigua is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Vandetiella
glebica

[gle.bi'ca] L. fem. n. gleba, clod
or lump of earth; L. fem. adj.
suff. -ica, suffix used with the
sense of belonging to; N.L.
fem. adj. glebica, Pertinent to
lumps of earth, referring to a
species found in soil

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Vandetiella glebica is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Vandetiella
humica

[hu'mi.ca] N.L. fem. adj.
humica, Pertinent to soil,
referring to a species found in
soil

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "uncultured Sphingobacteriia bacterium" in Silva 138.2. Based on metabolic reconstruction, 
protein MreB and peptidoglycan biosynthesis genes.

Species Vandetiella
lacustris

[la.cus'tris] L. fem. adj.
lacustris, A species found in a
lake

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Vandetiella lacustris is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Vandetiella
litoralis

[li.to.ra'lis] L. fem. adj. litoralis,
A species found in the coast Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Vandetiella litoralis is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Vandetiella
sediminis

[se.di.mi'nis] L. fem. gen. n.
sediminis, A species found in
sediments

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Vandetiella sediminis is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Vandetiella
vicina

[vi.ci'na] L. fem. adj. vicina, A
species related to but distinct
from the existing species

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Vandetiella vicina is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Vandetius
borealisTs

[bo.re.a'lis] L. masc. adj.
borealis, Northern, referring to a
species found in the north
(northern Europe)

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Vandetius borealis is inferred to encode peptidoglycan biosynthesis genes.

Species Vangiana affinis
[af.fi'nis] L. fem. adj. affinis, A
species related to but distinct
from the existing species

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Vangiana affinis is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Vangiana
lacustrisTs

[la.cus'tris] L. fem. adj.
lacustris, A species found in a
lake

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Vangiana lacustris is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Vangiana

[te.llu.ri'ca] L. gen. fem. n.
telluris, soil or earth; L. fem.
adj. suff. -ica, suffix used with
the sense of belonging to; L. Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Vangiana tellurica is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.
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tellurica fem. adj. tellurica, Pertinent to
soil, referring to a species found
in soil

Species Vardecola
adiacensTs

[ad.ia'cens] L. masc. part. adj.
adiacens, Next to, referring to a
species related to but distinct
from the existing species

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Vardecola adiacens is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Vardecola similis
[si.mi'lis] L. masc. adj. similis,
A species related to but distinct
from the existing species

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "uncultured Acidobacteria bacterium" in Silva 138.2. Based on metabolic reconstruction, 
protein MreB and peptidoglycan biosynthesis genes.

Species Vardecola
terrestris

[ter.res'tris] L. masc. adj.
terrestris, A species found in soil Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Vardecola terrestris is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Vedbaekius
danicus

[da'ni.cus] L. masc. adj.
danicus, Danish, referring to a
species found in Denmark

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Vedbaekius danicus is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Vedbaekius
scandiae

[scan.di'ae] N.L. gen. n.
scandiae, A species found in
Scandinavia

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Vedbaekius scandiae is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Vedbaekius
similisTs

[si.mi'lis] L. masc. adj. similis,
A species related to but distinct
from the existing species

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Vedbaekius similis is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Vedersoeus
sediminisTs

[se.di.mi'nis] L. masc. gen. n.
sediminis, A species found in
sediments

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Vedersoeus sediminis is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Veggerbysoma
telluricumTs

[te.llu.ri'cum] L. gen. fem. n.
telluris, soil or earth; L. neut.
adj. suff. -icum, suffix used
with the sense of belonging to;
L. neut. adj. telluricum,
Pertinent to soil, referring to a
species found in soil

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Veggerbysoma telluricum is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Veggerslevimen
terreumTs

[ter're.um] L. neut. adj.
terreum, A species found in soil Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Veggerslevimen terreum is inferred to encode peptidoglycan biosynthesis genes.

Species Vejersleviella
ripicaTs

[ri.pi'ca] L. fem. n. ripa,
seashore; L. fem. adj. suff.  -
ica, suffix used with the sense of
belonging to; N.L. fem. adj.
ripica, Pertinent to the seashore,
referring to a species found in
the coast

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "uncultured bacterium" in Silva 138.2. Based on metabolic reconstruction, 
peptidoglycan biosynthesis genes.

Species Vejersleviella
similis

[si.mi'lis] L. fem. adj. similis, A
species related to but distinct
from the existing species

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Vejersleviella similis is inferred to encode the rod shape-determining protein MreB, peptidoglycan biosynthesis genes and flagellar
genes.

Species Vembimicrobium
vicinumTs

[vi.ci'num] L. neut. adj.
vicinum, A species related to
but distinct from the existing
species

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Vembimicrobium vicinum is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Vennebjergiella
contigua

[con.ti'gu.a] L. fem. adj.
contigua, Close to, referring to a
species related to but distinct
from the existing species

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "uncultured gamma proteobacterium" in Silva 138.2. Based on metabolic reconstruction, 
determining protein MreB and peptidoglycan biosynthesis genes.

Species Vennebjergiella
lacustrisTs

[la.cus'tris] L. fem. adj.
lacustris, A species found in a
lake

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Vennebjergiella lacustris is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Vennebjergiella
sediminis

[se.di.mi'nis] L. fem. gen. n.
sediminis, A species found in
sediments

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "uncultured bacterium" in Silva 138.2. Based on metabolic reconstruction, 
MreB and peptidoglycan biosynthesis genes.

[sep.ten.tri.o.na'lis] L. fem. adj.
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Species Vennebjergiella
septentrionalis

septentrionalis, A species found
in the north (northern Europe)

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "uncultured bacterium" in Silva 138.2. Based on metabolic reconstruction, 
protein MreB and peptidoglycan biosynthesis genes.

Species Vestermariella
sediminisTs

[se.di.mi'nis] L. fem. gen. n.
sediminis, A species found in
sediments

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Vestermariella sediminis is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Vesteroecola
humicusTs

[hu'mi.cus] N.L. masc. adj.
humicus, Pertinent to soil,
referring to a species found in
soil

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Vesteroecola humicus is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Vesteroevivens
proximusTs

[pro'xi.mus] L. masc. adj.
proximus, Close to, referring to
a species related to but distinct
from the existing species

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Vesteroevivens proximus is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Vibyum borealeTs

[bo.re.a'le] L. neut. adj.
boreale, Northern, referring to a
species found in the north
(northern Europe)

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Vibyum boreale is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Vicininissumicola
adiacensTs

[ad.ia'cens] L. masc. part. adj.
adiacens, Next to, referring to a
species related to but distinct
from the existing species

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "metagenome" in Silva 138.2. Based on metabolic reconstruction, Vicininissumicola adiacens
peptidoglycan biosynthesis genes.

Species Viciniskageniaba
scandiae

[scan.di'ae] N.L. gen. n.
scandiae, A species found in
Scandinavia

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "uncultured bacterium" in Silva 138.2. Based on metabolic reconstruction, 
MreB.

Species Viciniskageniaba
sediminisTs

[se.di.mi'nis] L. fem. gen. n.
sediminis, A species found in
sediments

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Viciniskageniaba sediminis is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Viciniskageniaba
septentrionalis

[sep.ten.tri.o.na'lis] L. fem. adj.
septentrionalis, A species found
in the north (northern Europe)

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Viciniskageniaba septentrionalis is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Viciniskagenicola
contiguusTs

[con.ti'gu.us] L. masc. adj.
contiguus, Close to, referring to
a species related to but distinct
from the existing species

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "uncultured bacterium" in Silva 138.2. Based on metabolic reconstruction, 
MreB, peptidoglycan biosynthesis genes and flagellar genes.

Species Viciniskageniella
sediminisTs

[se.di.mi'nis] L. fem. gen. n.
sediminis, A species found in
sediments

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2.

Species
Viciniskagenimen
borealeTs

[bo.re.a'le] L. neut. adj.
boreale, Northern, referring to a
species found in the north
(northern Europe)

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Viciniskagenimen boreale is inferred to encode peptidoglycan biosynthesis genes.

Species Viciniskagenivita
scandiaeTs

[scan.di'ae] N.L. gen. n.
scandiae, A species found in
Scandinavia

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "uncultured Microgenomates group bacterium" in Silva 138.2. Based on metabolic reconstruction, 
shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Vidstrupium
lacustreTs

[la.cus'tre] L. neut. adj.
lacustre, A species found in a
lake

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Vidstrupium lacustre is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Vidstrupium
oricum

[o.ri'cum] L. fem. n. ora,
coastline; L. neut. adj. suff. -
icum, suffix used with the sense
of belonging to; N.L. neut. adj.
oricum, Pertinent to the coast,
referring to a species found in
the coast

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "uncultured bacterium" in Silva 138.2. Based on metabolic reconstruction, 
and peptidoglycan biosynthesis genes.

Species Vidstrupium
ripicum

[ri.pi'cum] L. fem. n. ripa,
seashore; L. neut. adj. suff. -
icum, suffix used with the sense
of belonging to; N.L. neut. adj.
ripicum, Pertinent to the
seashore, referring to a species
found in the coast

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "uncultured bacterium" in Silva 138.2. Based on metabolic reconstruction, 
and peptidoglycan biosynthesis genes.
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Species Vigsoehabitans
affinis

[af.fi'nis] L. masc. adj. affinis, A
species related to but distinct
from the existing species

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "uncultured Acidobacteria bacterium" in Silva 138.2. Based on metabolic reconstruction, 
protein MreB and peptidoglycan biosynthesis genes.

Species Vigsoehabitans
glebicusTs

[gle.bi'cus] L. fem. n. gleba,
clod or lump of earth; L. masc.
adj. suff. -icus, suffix used with
the sense of belonging to; N.L.
masc. adj. glebicus, Pertinent
to lumps of earth, referring to a
species found in soil

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "uncultured Acidobacteria bacterium" in Silva 138.2. Based on metabolic reconstruction, 
determining protein MreB and peptidoglycan biosynthesis genes.

Species Vigsoehabitans
terrestris

[ter.res'tris] L. masc. adj.
terrestris, A species found in soil

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "uncultured bacterium" in Silva 138.2. Based on metabolic reconstruction, 
MreB and peptidoglycan biosynthesis genes.

Species Vigsoehabitans
terreus

[ter're.us] L. masc. adj.
terreus, A species found in soil

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "uncultured bacterium" in Silva 138.2. Based on metabolic reconstruction, 
and peptidoglycan biosynthesis genes.

Species Vilecola terreusTs [ter're.us] L. masc. adj.
terreus, A species found in soil Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Vilecola terreus is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Villersoeum
aridumTs

[a'ri.dum] L. neut. adj. aridum,
Dry, referring to a species found
in arid soil

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Villersoeum aridum is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Vilstrupimen
contiguumTs

[con.ti'gu.um] L. neut. adj.
contiguum, Close to, referring to
a species related to but distinct
from the existing species

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "uncultured archaeon" in Silva 138.2.

Species Vilstrupivita
propinquaTs

[pro.pin'qua] L. fem. adj.
propinqua, A species related to
but distinct from the existing
species

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2.

Species Vilstrupivita
ripica

[ri.pi'ca] L. fem. n. ripa,
seashore; L. fem. adj. suff.  -
ica, suffix used with the sense of
belonging to; N.L. fem. adj.
ripica, Pertinent to the seashore,
referring to a species found in
the coast

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2.

Species Vindebyus
terreusTs

[ter're.us] L. masc. adj.
terreus, A species found in soil Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "uncultured bacterium" in Silva 138.2. Based on metabolic reconstruction, 

Species Vinderslevimen
danicumTs

[da'ni.cum] L. neut. adj.
danicum, Danish, referring to a
species found in Denmark

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "uncultured Acidobacteria bacterium" in Silva 138.2. Based on metabolic reconstruction, 
determining protein MreB and peptidoglycan biosynthesis genes.

Species Vinderslevimen
humicum

[hu'mi.cum] N.L. neut. adj.
humicum, Pertinent to soil,
referring to a species found in
soil

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "uncultured Acidobacteria bacterium" in Silva 138.2. Based on metabolic reconstruction, 
determining protein MreB and peptidoglycan biosynthesis genes.

Species Vinderslevimen
septentrionale

[sep.ten.tri.o.na'le] L. neut.
adj. septentrionale, A species
found in the north (northern
Europe)

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "uncultured Acidobacteria bacterium" in Silva 138.2. Based on metabolic reconstruction, 
determining protein MreB and peptidoglycan biosynthesis genes.

Species Vinderupivita
lacustrisTs

[la.cus'tris] L. fem. adj.
lacustris, A species found in a
lake

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2.

Species Vindiaba terreaTs
[ter're.a] L. fem. adj. terrea,
Pertinent to soil, referring to a
species found in soil

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "uncultured bacterium" in Silva 138.2. Based on metabolic reconstruction, 
peptidoglycan biosynthesis genes and flagellar genes.

Species Vindingisoma
humicumTs

[hu'mi.cum] N.L. neut. adj.
humicum, Pertinent to soil,
referring to a species found in Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Vindingisoma humicum is inferred to encode peptidoglycan biosynthesis genes.
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soil

Species Vinkelivivens
adiacens

[ad.ia'cens] L. masc. part. adj.
adiacens, Next to, referring to a
species related to but distinct
from the existing species

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "uncultured eubacterium WD260" in Silva 138.2. Based on metabolic reconstruction, 
protein MreB and peptidoglycan biosynthesis genes.

Species Vinkelivivens
aridus

[a'ri.dus] L. masc. adj. aridus,
Dry, referring to a species found
in arid soil

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "uncultured Steroidobacter sp." in Silva 138.2. Based on metabolic reconstruction, 
MreB and peptidoglycan biosynthesis genes.

Species Vinkelivivens
humicus

[hu'mi.cus] N.L. masc. adj.
humicus, Pertinent to soil,
referring to a species found in
soil

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Vinkelivivens humicus is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Vinkelivivens
propinquus

[pro.pin'quus] L. masc. adj.
propinquus, A species related to
but distinct from the existing
species

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "uncultured bacterium" in Silva 138.2. Based on metabolic reconstruction, 
MreB and peptidoglycan biosynthesis genes.

Species Vinkelivivens
proximus

[pro'xi.mus] L. masc. adj.
proximus, Close to, referring to
a species related to but distinct
from the existing species

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "uncultured eubacterium WD260" in Silva 138.2. Based on metabolic reconstruction, 
protein MreB and peptidoglycan biosynthesis genes.

Species Vinkelivivens
scandiae

[scan.di'ae] N.L. gen. n.
scandiae, A species found in
Scandinavia

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "uncultured bacterium" in Silva 138.2. Based on metabolic reconstruction, 
and peptidoglycan biosynthesis genes.

Species Vinkelivivens
similisTs

[si.mi'lis] L. masc. adj. similis,
A species related to but distinct
from the existing species

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Vinkelivivens similis is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Vinkelivivens
telluricus

[te.llu.ri'cus] L. gen. fem. n.
telluris, soil or earth; L. masc.
adj. suff. -icus, suffix used with
the sense of belonging to; L.
masc. adj. telluricus, Pertinent
to soil, referring to a species
found in soil

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "uncultured bacterium" in Silva 138.2. Based on metabolic reconstruction, 
and peptidoglycan biosynthesis genes.

Species Vinkelivivens
terrestris

[ter.res'tris] L. masc. adj.
terrestris, A species found in soil

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "uncultured bacterium" in Silva 138.2. Based on metabolic reconstruction, 
and peptidoglycan biosynthesis genes.

Species Vinkelivivens
terreus

[ter're.us] L. masc. adj.
terreus, A species found in soil

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "uncultured bacterium" in Silva 138.2. Based on metabolic reconstruction, 
and peptidoglycan biosynthesis genes.

Species Vinkelivivens
vicinus

[vi.ci'nus] L. masc. adj. vicinus,
A species related to but distinct
from the existing species

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Vinkelivivens vicinus is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Virklundicola
contiguusTs

[con.ti'gu.us] L. masc. adj.
contiguus, Close to, referring to
a species related to but distinct
from the existing species

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "uncultured bacterium" in Silva 138.2. Based on metabolic reconstruction, 
and peptidoglycan biosynthesis genes.

Species Virumibacter
telluricusTs

[te.llu.ri'cus] L. gen. fem. n.
telluris, soil or earth; L. masc.
adj. suff. -icus, suffix used with
the sense of belonging to; L.
masc. adj. telluricus, Pertinent
to soil, referring to a species
found in soil

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Virumibacter telluricus is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Viskingesoma
danicumTs

[da'ni.cum] L. neut. adj.
danicum, Danish, referring to a
species found in Denmark

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "uncultured organism" in Silva 138.2. Based on metabolic reconstruction, 
and peptidoglycan biosynthesis genes.

Species Viskumivita
glebica

[gle.bi'ca] L. fem. n. gleba, clod
or lump of earth; L. fem. adj.
suff. -ica, suffix used with the
sense of belonging to; N.L.
fem. adj. glebica, Pertinent to

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Viskumivita glebica is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.
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lumps of earth, referring to a
species found in soil

Species Viskumivita
septentrionalisTs

[sep.ten.tri.o.na'lis] L. fem. adj.
septentrionalis, A species found
in the north (northern Europe)

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Viskumivita septentrionalis is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Vissingisoma
affineTs

[af.fi'ne] L. neut. adj. affine, A
species related to but distinct
from the existing species

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Vissingisoma affine is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Vissingium
lacustreTs

[la.cus'tre] L. neut. adj.
lacustre, A species found in a
lake

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "uncultured forest soil bacterium" in Silva 138.2. Based on metabolic reconstruction, 
protein MreB and peptidoglycan biosynthesis genes.

Species Vissingium
proximum

[pro'xi.mum] L. neut. adj.
proximum, Close to, referring to
a species related to but distinct
from the existing species

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Vissingium proximum is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Vissingium
scandiae

[scan.di'ae] N.L. gen. n.
scandiae, A species found in
Scandinavia

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Vissingium scandiae is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Vitteniana
similisTs

[si.mi'lis] L. fem. adj. similis, A
species related to but distinct
from the existing species

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Vitteniana similis is inferred to encode the rod shape-determining protein MreB, peptidoglycan biosynthesis genes and flagellar
genes.

Species Viumibacter
aridusTs

[a'ri.dus] L. masc. adj. aridus,
Dry, referring to a species found
in arid soil

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Viumibacter aridus is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Viumibacterium
terrestreTs

[ter.res'tre] L. neut. adj.
terrestre, A species found in soil Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Viumibacterium terrestre is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Vivildimonas
arida

[a'ri.da] L. fem. adj. arida, Dry,
referring to a species found in
arid soil

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "uncultured Acidobacteria bacterium" in Silva 138.2. Based on metabolic reconstruction, 
protein MreB, peptidoglycan biosynthesis genes and flagellar genes.

Species Vivildimonas
nordica

[nor'di.ca] L. fem. adj. nordica,
Northern, referring to a species
found in the Nordic region
(northern Europe)

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "uncultured Acidobacteria bacterium" in Silva 138.2. Based on metabolic reconstruction, 
protein MreB, peptidoglycan biosynthesis genes and flagellar genes.

Species Vivildimonas
telluricaTs

[te.llu.ri'ca] L. gen. fem. n.
telluris, soil or earth; L. fem.
adj. suff. -ica, suffix used with
the sense of belonging to; L.
fem. adj. tellurica, Pertinent to
soil, referring to a species found
in soil

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "uncultured bacterium" in Silva 138.2. Based on metabolic reconstruction, 
peptidoglycan biosynthesis genes and flagellar genes.

Species Vivildimonas
terrea

[ter're.a] L. fem. adj. terrea,
Pertinent to soil, referring to a
species found in soil

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "uncultured Acidobacteria bacterium" in Silva 138.2. Based on metabolic reconstruction, 
protein MreB and peptidoglycan biosynthesis genes.

Species
Voerladegaardivita
lacustrisTs

[la.cus'tris] L. fem. adj.
lacustris, A species found in a
lake

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Voerladegaardivita lacustris is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Vognsildiella
glebicaTs

[gle.bi'ca] L. fem. n. gleba, clod
or lump of earth; L. fem. adj.
suff. -ica, suffix used with the
sense of belonging to; N.L.
fem. adj. glebica, Pertinent to
lumps of earth, referring to a
species found in soil

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Vognsildiella glebica is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Vognsildisoma
danicumTs

[da'ni.cum] L. neut. adj.
danicum, Danish, referring to a
species found in Denmark

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Vognsildisoma danicum is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

[o.ri'ca] L. fem. n. ora,
coastline; L. fem. adj. suff.  -
ica, suffix used with the sense of
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Species Vokslevivita
orica

belonging to; N.L. fem. adj.
orica, Pertinent to the coast,
referring to a species found in
the coast

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Vokslevivita orica is inferred to encode peptidoglycan biosynthesis genes.

Species Vokslevivita
ripicaTs

[ri.pi'ca] L. fem. n. ripa,
seashore; L. fem. adj. suff.  -
ica, suffix used with the sense of
belonging to; N.L. fem. adj.
ripica, Pertinent to the seashore,
referring to a species found in
the coast

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Vokslevivita ripica is inferred to encode peptidoglycan biosynthesis genes.

Species Vokslevivita
tellurica

[te.llu.ri'ca] L. gen. fem. n.
telluris, soil or earth; L. fem.
adj. suff. -ica, suffix used with
the sense of belonging to; L.
fem. adj. tellurica, Pertinent to
soil, referring to a species found
in soil

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Vokslevivita tellurica is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Voldbybacterium
vicinumTs

[vi.ci'num] L. neut. adj.
vicinum, A species related to
but distinct from the existing
species

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Voldbybacterium vicinum is inferred to encode peptidoglycan biosynthesis genes.

Species Vollingiana
proximaTs

[pro'xi.ma] L. fem. adj.
proxima, Close to, referring to a
species related to but distinct
from the existing species

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Vollingiana proxima is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Volstedibacter
adiacensTs

[ad.ia'cens] L. masc. part. adj.
adiacens, Next to, referring to a
species related to but distinct
from the existing species

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "uncultured Acidobacteria bacterium" in Silva 138.2. Based on metabolic reconstruction, 
determining protein MreB and peptidoglycan biosynthesis genes.

Species Volstedibacter
aridus

[a'ri.dus] L. masc. adj. aridus,
Dry, referring to a species found
in arid soil

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "uncultured Acidobacteria bacterium" in Silva 138.2. Based on metabolic reconstruction, 
protein MreB and peptidoglycan biosynthesis genes.

Species Volstedibacter
terreus

[ter're.us] L. masc. adj.
terreus, A species found in soil

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "uncultured bacterium" in Silva 138.2. Based on metabolic reconstruction, 
and peptidoglycan biosynthesis genes.

Species Vonsbaekicola
septentrionalisTs

[sep.ten.tri.o.na'lis] L. masc.
adj. septentrionalis, A species
found in the north (northern
Europe)

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2.

Species Vonsildiana
affinis

[af.fi'nis] L. fem. adj. affinis, A
species related to but distinct
from the existing species

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "uncultured bacterium" in Silva 138.2. Based on metabolic reconstruction, 
peptidoglycan biosynthesis genes.

Species Vonsildiana arida
[a'ri.da] L. fem. adj. arida, Dry,
referring to a species found in
arid soil

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Vonsildiana arida is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Vonsildiana
glebica

[gle.bi'ca] L. fem. n. gleba, clod
or lump of earth; L. fem. adj.
suff. -ica, suffix used with the
sense of belonging to; N.L.
fem. adj. glebica, Pertinent to
lumps of earth, referring to a
species found in soil

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Vonsildiana glebica is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Vonsildiana
humica

[hu'mi.ca] N.L. fem. adj.
humica, Pertinent to soil,
referring to a species found in
soil

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "uncultured Actinomycetales bacterium" in Silva 138.2. Based on metabolic reconstruction, 
protein MreB and peptidoglycan biosynthesis genes.

Species Vonsildiana
propinqua

[pro.pin'qua] L. fem. adj.
propinqua, A species related to
but distinct from the existing
species

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Vonsildiana propinqua is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

[pro'xi.ma] L. fem. adj.
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Species Vonsildiana
proxima

proxima, Close to, referring to a
species related to but distinct
from the existing species

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Vonsildiana proxima is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Vonsildiana
septentrionalis

[sep.ten.tri.o.na'lis] L. fem. adj.
septentrionalis, A species found
in the north (northern Europe)

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "uncultured Actinomycetales bacterium" in Silva 138.2. Based on metabolic reconstruction, 
determining protein MreB and peptidoglycan biosynthesis genes.

Species Vonsildiana
tellurica

[te.llu.ri'ca] L. gen. fem. n.
telluris, soil or earth; L. fem.
adj. suff. -ica, suffix used with
the sense of belonging to; L.
fem. adj. tellurica, Pertinent to
soil, referring to a species found
in soil

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Vonsildiana tellurica is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Vonsildiana
terrea

[ter're.a] L. fem. adj. terrea,
Pertinent to soil, referring to a
species found in soil

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Formerly "uncultured Actinomycetales bacterium" in Silva 138.2. Based on metabolic reconstruction, 
protein MreB and peptidoglycan biosynthesis genes.

Species Vonsildiana
terrestrisTs

[ter.res'tris] L. fem. adj.
terrestris, A species found in soil Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Vonsildiana terrestris is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Vonsildiana
vicina

[vi.ci'na] L. fem. adj. vicina, A
species related to but distinct
from the existing species

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Vonsildiana vicina is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Vridstediana
adiacensTs

[ad.ia'cens] L. fem. part. adj.
adiacens, Next to, referring to a
species related to but distinct
from the existing species

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Vridstediana adiacens is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Vrouevita
europaea

[eu.ro.pae'a] L. fem. adj.
europaea, European, referring
to a species found in Europe

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Vrouevita europaea is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Vrouevita
terreaTs

[ter're.a] L. fem. adj. terrea,
Pertinent to soil, referring to a
species found in soil

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Vrouevita terrea is inferred to encode the rod shape-determining protein MreB and peptidoglycan biosynthesis genes.

Species Ydingimonas
affinisTs

[af.fi'nis] L. fem. adj. affinis, A
species related to but distinct
from the existing species

Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Ydingimonas affinis is inferred to encode the rod shape-determining protein MreB and flagellar genes.

Species Zionsivita
litoralisTs

[li.to.ra'lis] L. fem. adj. litoralis,
A species found in the coast Species established on the basis of ANI comparisons to GTDB R226 and 16S rRNA classifications to Silva 138.2. Based on metabolic reconstruction, Zionsivita litoralis is inferred to encode the rod shape-determining protein MreB.
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