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Species Salinibacter abyssi

Etymology
[a.bys'si] L. gen. n. abyssi, of a bottomless pit, referring to lake Fara Fund (‘without bottom’)

Nomenclatural type
NCBI Assembly: GCA_947077815.1™

Description
Salinibacter abyssi constitute the most abundant Salinibacter species in the Fara Fund hypersaline lake located
in the region of Transylvania, Rumania. The MAG encoded, and therefore would probably be positive for oxidase,
catalase, lysine decarboxylase and starch metabolism. The MAG encoded the genes for flagella assembly,
indicating motility.

Classification

Bacteria » Rhodothermota » Rhodothermia » Rhodothermales » Salinibacteraceae » Salinibacter » Salinibacter
abyssi

References
Effective publication: Viver et al., 2023 [1]

Registry URL
https://seqgco.de/i:23670
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