
Species Methanovirga australis

Etymology
[aus.tra'lis] L. fem. adj. australis, southern, denoting the origin of the host from the southern hemisphere
(Australia)

Nomenclatural type
NCBI Assembly: GCA_031272765.1 Ts

Description
The species identified by metagenomic analyses. The G+C content of the type genome is 26.8 mol%, and the
genome size is 2.50 Mbp.

Classification
Archaea » Methanobacteriota » Methanobacteria » Methanobacteriales » Methanobacteriaceae » Methanovirga »
Methanovirga australis
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