
Species Species Fervidibacter sinensisFervidibacter sinensis

EtymologyEtymology
[si.nen'sis] N.L. masc. adj.N.L. masc. adj. sinensis, of China, the country where this organism is from

Nomenclatural typeNomenclatural type
INSDC Nucleotide: JAVHTH000000000 Ts

DescriptionDescription
Genomes of this species were recovered from metagenomes from geothermal springs in Tengchong, China. GC
content range between 50% and 52%. The a subunit of the high-affinity cytochrome bd ubiquinol oxidase (CydA)
are encoded by the genomes of the species, but no low-affinity terminal oxidases are encoded.

ClassificationClassification
Bacteria » Armatimonadota » Fervidibacteria » Fervidibacterales » Fervidibacteraceae » Fervidibacter »
Fervidibacter sinensis
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