
Species Species Fervidibacter japonicusFervidibacter japonicus

EtymologyEtymology
[ja.po.ni'cus] N.L. masc. adj.N.L. masc. adj. japonicus, of Japan, the country where this organism is from

Nomenclatural typeNomenclatural type
NCBI Assembly: GCA_002898575.1 Ts

DescriptionDescription
The sole genome representative of this species was recovered from a metagenome from Hishikari Mine, Japan.
The GC content if 59%. The genome encodes both the high- and low-affinity terminal oxidases.

ClassificationClassification
Bacteria » Armatimonadota » Fervidibacteria » Fervidibacterales » Fervidibacteraceae » Fervidibacter »
Fervidibacter japonicus
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