
Species Species Fervidibacter canadensisFervidibacter canadensis

EtymologyEtymology
[ca.na.den'sis] N.L. masc. adj.N.L. masc. adj. canadensis, of Canada, the country where this organism is from

Nomenclatural typeNomenclatural type
NCBI Assembly: GCA_041446545.1 Ts

DescriptionDescription
Genomes of this species were recovered from metagenomes from the geothermal Dewar Creek, British Columbia,
Canada. GC content of genomes were approximately 57%. Subunits for both the high-affinity and low-affinity
terminal oxidases are encoded in the genomes. The high-affinity respiratory H2-uptake [NiFe] group 1h
hydrogenases are encoded by genomes of the species, likely fueling respiration during carbon starvation.

ClassificationClassification
Bacteria » Armatimonadota » Fervidibacteria » Fervidibacterales » Fervidibacteraceae » Fervidibacter »
Fervidibacter canadensis
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